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Supplementary Figure 1 Majored metabolic pathways in breast cancer.
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Supplementary Figure 2 Overall survival analysis of CDH4.
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Supplementary Figure 3 Analysis of the expression of the CALR, HSPB1,

IGF1, IL1R1, KLF4, SOCS3, and TPI1 genes in breast cancer with age.

***P<0.01.
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Supplementary Figure 4 Analysis of the expression of the CALR, HSPB1,

IGF1, IL1R1, KLF4, SOCS3, and TPI1 genes in breast cancer with race.

***P<0.01.
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Supplementary Figure 5 Analysis of the expression of the CALR, HSPB1,

IGF1, IL1R1, KLF4, SOCS3, and TPI1 genes in breast cancer with the

stage of lymph node metastasis. ***P<0.01.


