Supplementary Table 1 Top ten upregulated genes

Gene logfC  AveExpr ¢t P value adj.P.Val B Regulation
symbol

CEMIP  0.713946 8.304068 2.274403 0.024508 0.999442 -3.89661 Up
KRT80  0.692999 7.060876 3.531774 0.000564 0.999442 -2.67935 Up
EMP2 0.643846 6.784301 2.674557 0.008401 0.999442 -3.55632 Up
APOL4  0.607559 6.608265 2.541088 0.012174 0.999442 -3.67505 Up
IPMK 0.600168 6.785133 2.304913 0.022686 0.999442 -3.87235 Up
Clorf127 0.581271 6.776449 2.020437 0.045302 0.999442 -4.08741 Up
ECM1 0.568048 7.467722 2.840851 0.005192 0.999442 -3.40133 Up
GPR143 0.565186 6.765063 2.16152 0.032407 0.999442 -3.9839  Up
CCL13 056505 7.265697 2.525239 0.01271 0.999442 -3.68881 Up
KLF4 0.556894 8.78168  2.364474 0.01947 0.999442 -3.82416 Up




Supplementary Table 2 Top ten downregulated genes

Gene logFC AveExpr t P value adj.P.Val B Regulation
symbol

TM4SF4  -0.87515  8.948214 -1.99544 0.047994 0.999442 -410509  Down
FAM3D  -0.83036 9.06233  -2.10242 0.03736 0.999442 -4.02802  Down
MTIM -0.66506  7.416841 -2.44653 0.015701 0.999442 -3.75604  Down
GC -0.65746  6.807728 -2.22734 0.027569 0.999442 -3.93348  Down
RPL21 -0.65259  11.31711 -2.37153 0.019117 0.999442 -3.81838  Down
MT1IP -0.59962  8.376266 -2.26102 0.025346 0.999442 -3.90716  Down
MSRA -0.58293  8.281615 -2.10377 0.037241 0.999442 -4.02703  Down
SLC25A23 -0.58186 10.61426 -2.44969 0.01557 0.999442 -3.75338  Down
CCDC115 -0.5788 8.889964 -2.8325 0.005322 0.999442  -3.4093 Down
R3HCC1 -0.57634 8.834194 -2.94189 0.003836 0.999442 -3.30344  Down




Supplementary Table 3 Hub genes

up_node node_degree hub LFC down_node node_degree hub LFC

IL6 41 Y 0.462554 SERPINC1 8 Y -0.29944
SMAD?2 18 Y 0.301392 GC 8 Y -0.65746
RUNX2 16 Y 0.444083 SLC2A2 7 Y -0.33863
POMC 15 Y 0.213474 NLE1 7 Y -0.2271
ACAN 13 Y 0.268402 RPL21 6 Y -0.65259
CD28 12 Y 0.241099 FETUB 6 Y -0.15691
IL1A 12 Y 0.37788 PLG 5 Y -0.2883
CCR2 11 Y 0.313437 KCNQ1 5 Y -0.30249
SPI1 11 Y 0.406034 HPX 5 Y -0.23816
ELN 10 Y 0.418283 GPT 5 Y -0.5431
FBN1 10 Y 0.338357 TRMT2B 4 N

IL2RA 10 Y 0.369237 TMA4SF4 4 N

LOX 10 Y 0.402483 NVL 4 N

PDYN 10 Y 0.138849 CYP2R1 4 N

SOX3 10 Y 0.190835 CLOCK 4 N

KIF3A 9 N AVP 4 N

KLF4 9 N TTC21B 3 N

NLRP3 9 N TRMT1L 3 N

SLC2A4 9 N RPL37 3 N

STK11 9 N NPM1 3 N

DVL1 8 N NME6 3 N

EHMT2 8 N INTU 3 N

SIX1 8 N HMGCL 3 N

CLEC7A 7 N CES1 3 N

CRH 7 N BTC 3 N

DRD1 7 N BBS1 3 N

FOXL2 7 N ATP1B2 3 N

GNAT1 7 N ZADH?2 2 N

PRKCG 7 N TNNI2 2 N
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