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Supplementary Figure 1 The number of times the rs372369000 was found to be within

peaks called from chromatin accessibility assays using each biosample in ENCODE.
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Supplementary Figure 2 ENCODE chromatin states analysis showed that the main

function of rs372369000 was to weaken transcription.
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Supplementary Figure 3 The number of biosamples where the same TF target was found

to be having a peak signal that contained the rs372369000 region.
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Supplementary Figure 4 No statistically significant difference was observed in cell



subtypes between the PBS and LPS groups in the dentate gyrus of the hippocampus.
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Supplementary Figure 5 No statistically significant difference was observed in cell

subtypes between the PBS and LPS groups in the PrL brain region.

Mammals Homo sapiens ) 382aa
Birds Phaethon lepturus gy 3laa
Turtles Chrysemys picta o 382 aa
Alligators and others Gavialis gangeticus ) 338aa
Lizards & snakes Podarcis muralis ) 382 aa
Amphibians Xenopus tropicalis o) 383aa
Coelacanths Latimeria chalumnae —» 380aa
Bony fishes Danio rerio . r 38laa
Cartilaginous fishes Callorhinchus milii " r 389aa
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Supplementary Figure 6 BAGALT6 was conserved across jawed vertebrates.

female male

Bulk tissue gene expression for B4AGALT6 (ENSG00000118276.11)

80 |

60 |

TPM

40 _|

20 I I ] [ | I
1 e ] i L o1 |
] | |
am (B i ! -] U - ! = 1 a0} | B | WS — !
s T T T T T T T i T T T T T T 1
iy "%, "%, "% "%, 3, "%, " S %, "%, S "%,
4 e 2 i % A, S, TS,
%, e, U, Vs, %, oy, . L0, 0, 1/% %, L, 2%
% o, U s, * ) ) % e e, '3/ %,
% %, S, KN %, S y, % 2%, " o,y ",
e S, . b “ s g %Sy e, (28
e 9 “So, s,
e 2 ) 28 S
s, s, s 7 1, (7 (- 7
'737)

Supplementary Figure 7 BAGALT6 widely expressed in the brain tissue.
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Supplementary Figure 8 Gene and protein function prediction tools GeneMANIA and

B3GNTS

STRING predict the function of BAGALTS6.



