Weight Weight

Study logOR SE(logOR) Odds Ratio OR 95% Cl (common) (random)
Thabet 2016 0.0392 0.2888 —— 1.04 [0.59;1.83] 6.1% 6.7%
Donati 2017 0.8671 0.3365 :—-— 2.38 [1.23;4.60] 4.5% 4.9%
Stickel 2018 0.0862 0.1111 B 1.09 [0.88;1.36] 41.1% 37.5%
Raksayot2019_HBV 0.2311 0.5255 ——E-— 1.26 [0.45;3.53] 1.8% 2.1%
Raksayot2019_HCV 0.1222 0.5995 —_— 1.13 [0.35;3.67] 1.4% 1.6%
Raksayot2019 0.9670 0.5353 T——— 2.63 [0.92;7.50] 1.8% 2.0%
Wang 2021 0.3293 0.1781 e 1.39 [0.98;1.97] 16.0% 16.6%
Bianco 2021 0.0000 0.1944 —s— 1.00 [0.70; 1.50] 13.4% 14.1%
Bianco 2021_UKBB 0.2624 0.1906 ——\:-— 1.30 [0.90; 1.90] 13.9% 14.6%
Common effect model : 1.21 [1.05; 1.39] 100.0% —
Random effects model < 1.22 [1.05; 1.41] — 100.0%
I T T 1

02 05 1 2 5
Heterogeneity: /2 = 11%, t2 = 0.0030, p = 0.34
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Supplementary Figure 1 The forest plot of the association between MBOAT?7
rs641738 and hepatocellular carcinoma risk under the recessive model. OR:
Odds ratio; 95%CI: 95% confidence interval;, HBV: Hepatitis B virus; HCV:
Hepatitis C virus; UKBB: United Kingdom Biobank.

Study Odds Ratio OR 95% ClI P-value Tau? Tau P

Omitting Thabet 2016 - 1.22 [1.06;1.41] <0.01 0.0097 0.0983 20%
Omitting Donati 2017 : 1.17 [1.01;1.35] 0.03 0 0 0%
Omitting Stickel 2018 —L+———— 1.30 [1.08;1.56] <0.01 0.0009 0.0305 8%
Omitting Raksayot2019_HBV —_— 1.21 [1.05;1.39] <0.01 0.0042 0.0645 22%
Omitting Raksayot2019_HCV —E— 1.21 [1.05;1.39] <0.01 0.0043 0.0655 22%
Omitting Raksayot 2019 —a— 1.19 [1.03;1.37] 0.01 0 0 0%
Omitting Wang 2021 —— 1.18 [1.01;1.37] 0.04 0 0 16%
Omitting Bianco 2021 —4——  1.24 [1.07;1.44] <0.01 0.0103 0.1014 12%
Omitting Bianco 2021_UKBB —a 1.19 [1.03;1.39] 0.02 0.0111 0.1052 21%
Common effect model _ 1.21 [1.05;1.39] < 0.01 0.0030 0.0549 11%
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Supplementary Figure 2 The forest plot of the influence analysis under the
recessive model. OR: Odds ratio; 95%CI: 95% confidence interval, HBV:
Hepatitis B virus; HCV: Hepatitis C virus; UKBB: United Kingdom Biobank.
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Supplementary Figure 3 The funnel plot of the included studies in
meta-analysis under the recessive model. HBV: Hepatitis B virus; HCV:
Hepatitis C virus; UKBB: United Kingdom Biobank.

Study logOR SE(logOR) Odds Ratio OR 95% Cl  Weight
Thabet 2016 0.0392 0.2888 —H— 1.04 [0.59;1.83] 6.4%
Raksayot2019_HBV  0.2311 0.5255 —_—— 1.26 [0.45;3.53] 1.9%
Raksayot2019_HCV  0.1222 0.5995 e 1.13 [0.35;3.67] 1.5%
et 3
Stickel 2018 0.0862 0.1111 —-— 1.09 [0.88;1.36] 43.0%
Raksayot 2019 0.9670 0.5353 1——7 2.63 [0.92;7.50] 1.9%
Bianco 2021 0.0000 0.1944 — 1.00 [0.70;1.50] 14.0%
Bianco2021_UKBB  0.2624 0.1906 e 1.30 [0.90;1.90] 14.6%
=8
Wang 2021 0.3293 0.1781 —-—-— 1.39 [0.98;1.97] 16.7%
Commeon effect model <'> 1.17 [1.01; 1.35] 100.0%
[ I I 1

Heterogeneity: /2 = 0%, © = 0, p = 0.69
Test for subgroup differences: 5= 1.14,df = 2 (p = 0.56)
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Supplementary Figure 4 The forest plot of the subgroup analysis under the



recessive model (stratification by viral or non-viral related hepatocellular
carcinoma). OR: Odds ratio; 95%CI: 95% confidence interval; HBV: Hepatitis
B virus; HCV: Hepatitis C virus; UKBB: United Kingdom Biobank.

Study logOR SE(logOR) Odds Ratio OR 95% ClI Weight
Thabet 2016 0.0392 0.2888 —|-—i— 1.04 [0.59;1.83] 6.4%
Raksayot2019_HCV  0.1222 0.5995 ¢ 1.13 [0.35;3.67] 1.5%
Stickel 2018 0.0862 0.1111 — 1.09 [0.88;1.36] 43.0%
Raksayot2019_HBV  0.2311 0.5255 ——:L-— 1.26 [0.45;3.53] 1.9%
Raksayot2019 0.9670 0.5353 t——— 263 [092;750] 1.9%
Bianco 2021_UKBB 0.2624 0.1906 ——:r-— 1.30 [0.90;1.90] 14.6%
S
Wang 2021 0.3293 0.1781 = 1.39 [0.98;1.97] 16.7%
Bianco 2021 0.0000 0.1944 —-—i— 1.00 [0.70;1.50] 14.0%
Common effect model <I> 1.17 [1.01; 1.35] 100.0%
T T T T

0.2 05 1 2 5
Heterogeneity: /7 = 0%, ©° =0, p = 0.69
Test for subgroup differences: y2=3.23,df =5 (p = 0.67)
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Supplementary Figure 5 The forest plot of the subgroup analysis under the
recessive model (stratification by detailed etiology). OR: Odds ratio; 95%ClI:
95% confidence interval; HBV: Hepatitis B virus; HCV: Hepatitis C virus;
UKBB: United Kingdom Biobank.



Study logOR SE(logOR) Odds Ratio OR  95% Cl Weight

Thabet 2016 0.0392 0.2888 — 1.04 [0.59;1.83] 6.4%
Stickel 2018 0.0862 0.1111 - 1.09 [0.88;1.36] 43.0%
Bianco 2021 0.0000 0.1944 —!—E— 1.00 [0.70;1.50] 14.0%
Bianco 2021_UKBB 0.2624 0.1906 —? 1.30 [0.90;1.80] 14.6%
Raksayot 2019_HBV  0.2311 0.5255 —_— 1.26 [0.45;3.53] 1.9%
Raksayot 2019_HCV  0.1222 0.5995 ——-E— 1.13 [0.35;3.67] 1.5%
Raksayot2019 0.9670 0.5353 T—— 263 [0.92;7.50] 1.9%
Wang 2021 0.3293 0.1781 He— 1.39 [0.98;1.97] 16.7%
4Ir-’.>
Common effect model <> 1.17 [1.01; 1.35] 100.0%
[ I I

0.2 05 1 2 5
Heterogeneity: /2= 0%, 2 =0, p = 0.69
Test for subgroup differences: y3=2.20,df =1 (p = 0.14)
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Supplementary Figure 6 The forest plot of the subgroup analysis under the
recessive model (stratification by geographical origin). OR: Odds ratio;
95%CI: 95% confidence interval, HBV: Hepatitis B virus; HCV: Hepatitis C
virus; UKBB: United Kingdom Biobank.



