Supplementary Table 1 Primer sequences of the five genes

Genes Primer sequence

F:5" AATCAACTGTTTCACCGCCACG3

BECN2
R:5 CAGGGTAAGGAGCAGCAAGGY
F:5 CACCACCCACAACTTACTGC &
NFE2
R:5" AGTGGCTTGGAGACTGGTAT 3’
F:5 TCGTGCCCTATGAGGAGACCAY
METTL21A
R:5 GGTATGTGGAAAGAACGATGGC 3’
F:5 ATGAAGTCGGCGGATGTGGA?Z'
TIPRL
R:5 TCTTGCCACTCTTCAGCACAGG ¥
F:5 GCATCAGCCTCTCCCAAACT?
RBM15

R:5 TGGGCCCTGCTACTTTGATG3

Abbreviations: F: Forward; R: Reverse

Supplementary Table 2. The top 20 most differentially expressed mRNAs

Fold
Regulation change P value GeneSymbol RNAlength Chromosome
up 24.74293084 7.64999E-05 TRMT10B 1881 chr9

up 17.08365337  0.002824555 SLC14A1 1048 chrl8
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Supplementary Table 3: The four mRNAs selected for verification

Type Regulation Fold change P value GeneSymbol Chromosome
mRNA up 3.51997925 0.006006118 BECN2 chrl

mRNA up 2.349391712 0.000989907 NFE2 chrl2

mRNA down 0.06427563 0.00847196 METTL214 chr2

mRNA down 0.153996039 0.025212442 TIPRL chrl




