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PAQR4 ENST00000318782.8 progestin and adipoQ receptor family member IV 703 4 2 2 0 1{mo-miR-540-3p -1.15 -1.17|N/A
DNAAF3 ENST00000524407.2 dynein, axonemal, assembly factor 3 25 4 0 0 4 0frmo-miR-540-3p -0.93 -0.93|N/A
AC112715.2 ENST00000445534.2 Uncharacterized protein 5 1 1 0] 0] 0] mo-miR-540-3p -0.93] -0.93|N/A
SHANKI ENST00000391813.1 SH3 and multiple ankyrin repeat domains 1 5 3 1 2 0] 1] mo-miR-540-3p -0.9 -0.9[N/A
EXD3 ENST00000479452.1 exonuclease 3'-5' domain containing 3 650)| 1 1 0 0 0frmo-miR-540-3p -0.86 -0.86|N/A
ACI174470.1 ENST00000457257.1 164 1 0 1 0 2[rno-miR-540-3p -0.84 -0.86[N/A
ZBTB4 ENST00000380599.4 zinc finger and BTB domain containing 4 1039 3 2 1 0 1{mo-miR-540-3p -0.8! -0.83|N/A
LIPT2 ENST00000310109.4 lipoyl(octanoyl) transferase 2 (putative) 198 1 1 0 0 0frno-miR-540-3p -0.79 -0.79|N/A
TIP3 ENST00000587686.1 tight junction protein 3 8| 1 1 0 0 0frmo-miR-540-3p -0.77 -0.77|N/A
PIR ENST00000380420.5 pirin (iron-binding nuclear protein) 271 1 1 0 0 0| rno-miR-540-3p -0.75 -0.75|N/A
KRT24 ENST00000264651.2 Keratin 24 5 2 1 0 1 0[rno-miR-540-3p -0.73 -0.73[N/A
MVBI2B ENST00000361171.3 multivesicular body subunit 12B 29 6 0 2 4 1| mo-miR-540-3p -0.72 -0.72|N/A
KRTAP13-1 ENST00000355459.2 keratin associated protein 13-1 5 2 0 1 1 0frmo-miR-540-3p -0.71 -0.71|N/A
EFCC1 ENST00000436022.2 EF-hand and coiled-coil domain containing 1 5 2 1 0 1 0frmo-miR-540-3p -0.71 -0.71|N/A
TMEM196 ENST00000405844.1 transmembrane protein 196 5 2 1 0 1 0| rno-miR-540-3p -0.7 -0.7|N/A
CCLAL2 ENST00000482104.1 chemokine (C-C motif) ligand 4-like 2 5 1 1 0 0 0frmo-miR-540-3p -0.69 -0.69|N/A
LSMI ENST00000520755.1 LSMI homolog, U6 small nuclear RNA associated (S. cerevisiae) 920) 1 1 0 0 0| rno-miR-540-3p -0.69 -0.69|N/A
SLC25A19 ENST00000416858.2 solute carrier family 25 (mitochondrial thiamine pyrophosphate carrier), member 19 108 2 1 0 1 0frmo-miR-540-3p -0.69 -0.69|N/A
SLC25A5 ENST00000317881.8 solute carrier family 25 (mitochondrial carrier; adenine nucleotide translocator), member 5 260) 1 1 0 0 0| rno-miR-540-3p -0.67 -0.68| N/A
SLC44A3 ENST00000271227.6 solute carrier family 44, member 3 13 1 1 0 0 0frmo-miR-540-3p -0.67 -0.67|N/A
VIM ENST00000224237.5 vimentin 31747 1 1 0 0 0| rno-miR-540-3p -0.67 -0.67|N/A
GKNI ENST00000377938.2 gastrokine 1 5 1 1 0 0 0frmo-miR-540-3p -0.67 -0.67|N/A
WDRI16 ENST00000352665.5 WD repeat domain 16 5 1 1 0 0 0frno-miR-540-3p -0.67 -0.67|N/A
CEP55 ENST00000371485.3 centrosomal protein 55kDa 92| 2 1 0 1 0frmo-miR-540-3p -0.66 -0.77|N/A
HBAI ENST00000320868.5 hemoglobin, alpha 1 5 1 1 0 0 0frno-miR-540-3p -0.66 -0.66|N/A
CABP4 ENST00000438189.2 calcium binding protein 4 5 1 1 0 0 0frmo-miR-540-3p -0.66 -0.66|N/A
TAF8 ENST00000372977.3 TAF8 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 43kDa 135 3 1 0 2 0| rno-miR-540-3p -0.65 -0.74|N/A
C2orf70 ENST00000409392.1 chromosome 2 open reading frame 70 5 1 1 0 0 0frmo-miR-540-3p -0.65 -0.65|N/A
LUZP2 ENST00000533227.1 leucine zipper protein 2 33 3 0 0 3 0| rno-miR-540-3p -0.65 -0.65|N/A
SLC37A3 ENST00000447932.2 solute carrier family 37, member 3 86) 2 1 1 0 0| rno-miR-540-3p -0.65 -0.68[N/A
CTDSPL ENST00000443503.2 CTD (carboxy-terminal domain, RNA polymerase 11, polypeptide A) small phosphatase-like 372 2 2 0 0 2| mo-miR-540-3p -0.64 -0.77|N/A
HBA2 ENST00000251595.6 hemoglobin, alpha 2 5 1 1 0 0 0frno-miR-540-3p -0.64 -0.64|N/A
OLFML2B ENST00000294794.3 olfactomedin-like 2B 5 2 1 1 0 0fmo-miR-540-3p -0.64 -0.64|N/A
TCEAL3 ENST00000372628.1 transcription elongation factor A (SII)-like 3 23 2| 0 2 0 0frno-miR-540-3p -0.63 -0.63|N/A
STMN3 ENST00000370053.1 stathmin-like 3 17 3 0 2 1 0[mo-miR-540-3p -0.63 -0.63[N/A
TAF13 ENST00000338366.5 TAFI13 RNA polymerase II, TATA box binding protein (TBP)-associated factor, 18kDa 745 1 1 0 0 0frno-miR-540-3p -0.63 -0.64|N/A
RP11-10A14.4 ENST00000518496.1 Uncharacterized protein 9 2 0 1 1 0fmo-miR-540-3p -0.63 -0.81|N/A
BTBDI10 ENST00000278174.5 BTB (POZ) domain containing 10 5 1 1 0 0 0[rno-miR-540-3p -0.62 -0.62[N/A
ARL3 ENST00000260746.5 ADP-ribosylation factor-like 3 1387 2 1 1 0 0fmo-miR-540-3p -0.62 -0.64|N/A
DNAIJCI15 ENST00000379221.2 Dnal (Hsp40) homolog, subfamily C, member 15 3290 1 1 0) 0 1{mo-miR-540-3p -0.61 -0.66|N/A
CCLALL ENST00000586598.1 chemokine (C-C motif) ligand 4-like 1 5 1 1 0 0 0frno-miR-540-3p -0.61 -0.61|N/A
FAMI07A ENST00000464064.1 family with sequence similarity 107, member A 12| 3 1 0 2 0fmo-miR-540-3p -0.61 -0.82|N/A
CTD-2370N5.3 ENST00000578584.1 5 1 1 0 0 0[rno-miR-540-3p -0.61 -0.61[N/A
SUPT4H1 ENST00000225504.3 suppressor of Ty 4 homolog 1 (S. cerevisiae) 6325 1 1 0 0 1{mo-miR-540-3p -0.6! -0.65|N/A
LDLRAP1 ENST00000374338.4 low density lipoprotein receptor adaptor protein 1 111 2| 1 0 1 1{rno-miR-540-3p -0.6! -0.6/N/A
P2RY4 ENST00000374519.2 pyrimidinergic receptor P2Y, G-protein coupled, 4 5 1 1 0 0 0fmo-miR-540-3p -0.6! -0.6|N/A
NDRG2 ENST00000298687.5 NDRG family member 2 217, 2) 1 1 0 0[rno-miR-540-3p -0.6 -0.6|N/A
UTP14C ENST00000521776.2 UTP14, U3 small nucleolar ribonucleoprotein, homolog C (yeast) 174] 1 0 0 1 1{mo-miR-540-3p -0.6! -0.6|N/A
TTYHL ENST00000301194.4 tweety family member 1 5 2 1 0 1 1{mo-miR-540-3p -0.6! -0.6|N/A
SMIM15 ENST00000339020.3 small integral membrane protein 15 1037 2| 0 2 0 0frno-miR-540-3p -0.59 -0.6|N/A
RPS2 ENST00000529806.1 ribosomal protein S2 4788] I 0 0 1 2[mo-miR-540-3p 0.58] -0.58[N/A
LRRC55 ENST00000497933.1 leucine rich repeat containing 55 5 4 0 1 3 0frno-miR-540-3p -0.58 -0.58|N/A
TMEM42 ENST00000302392.4 t protein 42 137 2 1 0 1 0[rno-miR-540-3p -0.58 -0.58[N/A
KIRREL ENST00000368172.1 kin of IRRE like (Drosophila) 493] 3 2 1 0 2| mo-miR-540-3p -0.58 -0.59|N/A
CDK8 ENST00000536792.1 cyclin-dependent kinase 8 280| 2| 1 0 1 0frno-miR-540-3p -0.57 -0.58|N/A
SEZ6L ENST00000360929.3 seizure related 6 homolog (mouse)-like 5| 3 1 1 1 1{rno-miR-540-3p -0.57 -0.57|N/A
KDMS5C ENST00000375401.3 lysine (K)-specific demethylase 5C 422 2| 1 1 0 1| rno-miR-540-3p -0.57 -0.6|N/A
EHD2 ENST00000263277.3 EH-domain containing 2 2072 1 1 0 0 2| mo-miR-540-3p -0.57 -0.58|N/A
EIF1 ENST00000469257.1 eukaryotic translation initiation factor 1 415 2| 2| 0 0 0frno-miR-540-3p -0.56 -0.84(N/A
URMI ENST00000372850.1 ubiquitin related modifier 1 345 3 0 3 0 2| mo-miR-540-3p -0.56 -0.8|N/A
NADSYNI ENST00000319023.2 NAD synthetase 1 220| 1 1 0 0 0[rno-miR-540-3p -0.56 -0.56|N/A
C200rf194 ENST00000453730.2 chromosome 20 open reading frame 194 1083 4 0 2 2 2| rno-miR-540-3p -0.56 -0.56|N/A
COL6A1 ENST00000361866.3 collagen, type VI, alpha 1 2518| 2 0 0 2 0fmo-miR-540-3p -0.56 -0.56|N/A
FOXRED1 ENST00000263578.5 FAD-dependent oxidoreductase domain containing 1 309 1 1 0 0 1| rno-miR-540-3p -0.55 -0.55|N/A
TRIM11 ENST00000493030.2 tripartite motif containing 11 727 1 1 0 0 0fmo-miR-540-3p -0.55 -0.55|N/A
Clorf122 ENST00000373042.4 chromosome 1 open reading frame 122 435 1 1 0 0 1| rno-miR-540-3p -0.55 -0.63|N/A
FBX040 ENST00000338040.4 F-box protein 40 5 3 0 2 1 0[rno-miR-540-3p -0.54 -0.54[N/A
JAM3 ENST00000299106.4 Jjunctional adhesion molecule 3 85| 2| 2| 0) 0 2| mo-miR-540-3p -0.54 -0.58|N/A
C2orfd2 ENST00000264434.2 chromosome 2 open reading frame 42 13 1 1 0 0 0frno-miR-540-3p -0.54 -0.54|N/A
ERRFI1 ENST00000377482.5 ERBB receptor feedback inhibitor 1 3807 1 1 0] [ 1| mo-miR-540-3p -0.53] -0.57|N/A
TSHZ2 ENST00000371497.5 teashirt zinc finger homeobox 2 351 2| 0 0 2 1| rno-miR-540-3p -0.53 -0.54{N/A
VPS13B ENST00000395996.1 vacuolar protein sorting 13 homolog B (yeast) 262 2| 0 0 2 3| rno-miR-540-3p -0.53 -0.53|N/A
HES6 ENST00000409574.1 hairy and enhancer of split 6 (Drosophila) 3170) 2| 0 1 1 1{mo-miR-540-3p -0.53 -0.53|N/A
PATE3 ENST00000445202.1 prostate and testis expressed 3 5 1 1 0 0 0frno-miR-540-3p -0.52 -0.52|N/A
MENG ENST00000416983.3 MENG O-fucc 3-beta-N-acetylglucc 14] 1 1 0] [ 0] mo-miR-540-3p -0.52] -0.52|N/A
CFP ENST00000396992.3 complement factor properdin 5 1 0 1 0 1| rno-miR-540-3p -0.52 -0.52(N/A
LPARS ENST00000329858.4 lysophosphatidic acid receptor 5 5| 2| 0) 2 0) 1{rno-miR-540-3p -0.52 -0.52|N/A
SEMA4A ENST00000368282.1 | sema domain, immunoglobulin domain (Ig), i domain (TM) and short 30 2 1 0 1 1|mo-miR-540-3p 051 -051{N/A
cytoplasmic domain, (semaphorin) 4A

FAM222B ENST00000582266.1 family with sequence similarity 222, member B 100] 3 0 2 1 1| rno-miR-540-3p -0.51 -0.57|N/A
LSP1 ENST00000311604.3 lymphocyte-specific protein 1 5 2 0 1 1 0[mo-miR-540-3p -0.51 -0.51|N/A
SLX4IP ENST00000334534.5 SLX4 interacting protein 0 1 1 0 0 0[rno-miR-540-3p -0.51 -0.51[N/A
EPGN ENST00000413830.1 epithelial mitogen 26) 1 1 0] 0] 0] mo-miR-540-3p -0.5 -0.5|N/A
TMEM245 ENST00000374586.3 It protein 245 1320| 2] 2] 0 0 1{rno-miR-540-3p 0.5 -0.53[N/A
AADACL3 ENST00000332530.3 arylacetamide deacetylase-like 3 5| 2 0 0 2 1{mo-miR-540-3p -0.5 -0.5|N/A
HPS5 ENST00000537258.1 Hermansky-Pudlak syndrome 5 281 1 1 0] 0] 0] mo-miR-540-3p -0.5 -0.5|N/A
HPCALI ENST00000381765.3 hippocalcin-like 1 233 1 1 0 0 0[rno-miR-540-3p 0.5 -0.5[N/A
PP ENST00000396478.3 intracisternal A particle-promoted polypeptide 216 1 1 0 0 0[ mo-miR-540-3p -0.5 -0.5|N/A
CNPY1 ENST00000321736.5 canopy FGF signaling regulator 1 10| 1 1 0 0 0fmo-miR-540-3p -0.5 -0.6|N/A
KCNJI3 ENST00000409779.1 potassium inwardly-rectifying channel, subfamily J, member 13 5 1 1 0 0 1| ro-miR-540-3p -0.5 -0.5|N/A
DCTN2 ENST00000548249.1 dynactin 2 (p50) 1748 1 1 0] 0] 0] mo-miR-540-3p -0.49] -0.49|N/A
POLE3 ENST00000374169.3 polymerase (DNA directed), epsilon 3, accessory subunit 243 2 0 1 1 0f mo-miR-540-3p -0.49 -0.49|N/A
KCNN4 ENST00000262888.3 potassium intermediate/small conductance calcium-activated channel, subfamily N, member 4 142 1 1 0 0 0frno-miR-540-3p -0.49 -0.49(N/A
CIQLI ENST00000253407.3 CC component 1, g subcomponent-like 1 14| 1 1 0 0 0[ mo-miR-540-3p -0.49 -0.49|N/A
PMM]1 ENST00000216259.7 phosphomannomutase 1 1753 1 1 0 0 0frno-miR-540-3p -0.49 -0.49(N/A
RALA ENST00000005257.2 v-ral simian leukemia viral oncogene homolog A (ras related) 21] 3 1 0 2 0frno-miR-540-3p -0.49 -0.71|N/A
TRMT61B ENST00000306108.5 tRNA methylt i 61 homolog B (S. cerevisiae) 450] 1 1 0] 0] 0] mo-miR-540-3p -0.48] -0.48|N/A
MSANTD3-TMEFF1 ENST00000502978.1 MSANTD3-TMEFF] readthrough 234 pl 0] 0] 2| 0] mo-miR-540-3p -0.48] -0.48|N/A
AC115618.1 ENST00000376775.2 Uncharacterized protein; cDNA FLJ26048 fis, clone PRS02384 5 1 0 1 0 1| ro-miR-540-3p -0.48 -0.48N/A
ESYT1 ENST00000394048.5 extended synaptotagmin-like protein 1 401 2 1 0 1 0[ mo-miR-540-3p -0.48 -0.51|N/A
MS4A6A ENST00000528851.1 i panning 4-domains, subfamily A, member 6A 5 1 1 0 0 0frno-miR-540-3p -0.48 -0.48|N/A
C9orf47 ENST00000375851.2 chromosome 9 open reading frame 47 5 3 1 1 1 0frno-miR-540-3p -0.48 -0.48N/A
TMEFF1 ENST00000374879.4 t protein with EGF-like and two follistatin-like domains 1 234 2| 0] 0] 2| 0] mo-miR-540-3p -0.48] -0.48|N/A
UBQLNL ENST00000380184.1 ubiquilin-like 5 1 1 0 0 1{rno-miR-540-3p -0.48 -0.48[N/A
TMEM254 ENST00000372275.1 It protein 254 61 1 1 0 0 1| mo-miR-540-3p -0.48 -0.49[N/A
CIRBP ENST00000444172.2 cold inducible RNA binding protein 4799 3 1 2| 0] 0] mo-miR-540-3p -0.48] -0.8|N/A
SOCS2 ENST00000548537.1 suppressor of cytokine signaling 2 89 2| 1 0 1 1| mo-miR-540-3p -0.48 -0.59|N/A
ARHGAPI12 ENST00000311380.4 Rho GTPase activating protein 12 190] 2| 2| 0 0 0frno-miR-540-3p -0.48 -0.61|N/A
1QCF6 ENST00000398780.3 1Q motif containing F6 5 1 0 0 1 0| ro-miR-540-3p -0.47 -0.47|N/A
Clorf233 ENST00000422725.1 chromosome 1 open reading frame 233 210| 3 1 2 0 0frno-miR-540-3p -0.47 -0.47|N/A
CD28 ENST00000324106.8 CD28 molecule 5 1 1 0 0 1| mo-miR-540-3p -047 -0.47|N/A
FAM214B ENST00000378566.1 family with sequence similarity 214, member B 8| 3 0 2 1 0frno-miR-540-3p -0.47 -0.47|N/A
LTBP3 ENST00000322147.4 latent transforming growth factor beta binding protein 3 272 2 1 0 1 1{mo-miR-540-3p -0.47 -0.72|N/A
SAMDI0 ENST00000369886.3 sterile alpha motif domain containing 10 45 1 1 0 0 0frno-miR-540-3p -0.47 -0.47|N/A
GALNT6 ENSTOO000543196.2 | (oo Dacetylalpha-D-galactosaminespolypeptide N-zcetylgalzctosminyltransferase § 83 2 1 0 1 0 mo-miR-540-3p 047 -0.47|NIA




DLEU7 ENST00000504404.1 deleted in lymphocytic leukemia, 7 5 1 1 0 0 0frno-miR-540-3p -0.47 -0.47|N/A
IKZF4 ENST00000262032.5 TKAROS family zinc finger 4 (Eos) 329 3 0] 2 1 0] mo-miR-540-3p -0.47 -0.47|N/A
CXCRS ENST00000292174.4 chemokine (C-X-C motif) receptor 5 5 2| 1 1 0) 1| mo-miR-540-3p -0.46 -0.46|N/A
RTN4RLI ENST00000331238.6 reticulon 4 receptor-like 1 82 1 1 0 0 1{rmo-miR-540-3p -0.46 -0.46|N/A
ISOC1 ENST00000173527.5 isochorismatase domain containing 1 390| 1 1 0 0 0frno-miR-540-3p -0.46 -0.48|N/A
RBM33 ENST00000341148.3 RNA binding motif protein 33 444] 2 1 1 1] 2| rno-miR-540-3p -0.46 -0.51|N/A
PRKACB ENST00000370689.2 protein kinase, cAMP-dependent, catalytic, beta 344 3 1 1 1 0frno-miR-540-3p -0.46 -0.48|N/A
TNFSF13B ENST00000375887.4 tumor necrosis factor (ligand) superfamily, member 13b 5 1 1 0 0 0fmo-miR-540-3p -0.46 -0.46|N/A
XK ENST00000378616.3 X-linked Kx blood group (McLeod syndrome) 39 1 1 0 0 0fmo-miR-540-3p -0.46 -0.46|N/A
TTPAL ENST00000372906.2 tocopherol (alpha) transfer protein-like 265 3 1 0 2 0frno-miR-540-3p -0.46 -0.64[N/A
CYB561D1 ENST00000496961.1 cytochrome b561 family, member D1 105 2 2 0 0 0frmo-miR-540-3p -0.45 -0.45|N/A
FOSL2 ENST00000379619.1 FOS-like antigen 2 2255 2 1 1 0 0frno-miR-540-3p -0.45 -0.5|N/A
ZBTB14 ENST00000357006.4 zinc finger and BTB domain containing 14 459 1 1 0 0 1{mo-miR-540-3p -0.45 -0.45|N/A
ALOX15B ENST00000380183.4 arachidonate 15-lipoxygenase, type B 5 1 1 0 0 0| rno-miR-540-3p -0.45 -0.45|N/A
IL18BP ENST00000497194.2 interleukin 18 binding protein 41 1 1 0 0 1{mo-miR-540-3p -0.45 -0.51|N/A
GNAII ENST00000351004.3 guanine nucleotide binding protein (G protein), alpha inhibiting activity polypeptide 1 1346| 1 1 0 0 0] rno-miR-540-3p -0.45 -0.45|N/A
VPS54 ENST00000409558.4 vacuolar protein sorting 54 homolog (S. cerevisiae) 312 1 1 0 0 0| rno-miR-540-3p -0.45 -0.45|N/A
ITGAS ENST00000293379.4 integrin, alpha 5 (fibronectin receptor, alpha polypeptide) 5599 2 0 0 2 0frmo-miR-540-3p -0.44 -0.45|N/A
WHAMM ENST00000286760.4 WAS protein homolog associated with actin, golgi membranes and microtubules 834 1 1 0 0 0| rno-miR-540-3p -0.44 -0.44|N/A
APOC4 ENST00000419266.2 apolipoprotein C-IV 2245 2 0 0 2 0frmo-miR-540-3p -0.44 -0.45|N/A
CAPN6 ENST00000324068.1 calpain 6 5 1 1 0 0 0frno-miR-540-3p -0.44 -0.44|N/A
KLLN ENST00000445946.3 killin, p53-regulated DNA replication inhibitor 5 2 0 2 0 1{mo-miR-540-3p -0.44 -0.44|N/A
CCRS ENST00000292303.4 chemokine (C-C motif) receptor 5 (gene/pseudogene) 5 1 1 0 0 0frno-miR-540-3p -0.44 -0.44[N/A
HSPB6 ENST00000587965.1 heat shock protein, alpha-crystallin-related, B6 121 1 0 1 0 1{mo-miR-540-3p -0.44 -0.46|N/A
BRPF3 ENST00000534400.1 bromodomain and PHD finger containing, 3 7032 2 1 0 1 0| rno-miR-540-3p -0.43 -0.43|N/A
TNF ENST00000449264.2 tumor necrosis factor 5 2 0 2 0 0frmo-miR-540-3p -0.43 -0.43|N/A
RDHI1 ENST00000381346.4 retinol dehydrogenase 11 (all-trans/9-cis/11-cis) 1177 1 1 0 0 0frmo-miR-540-3p -0.43 -0.45|N/A
HEXIM1 ENST00000332499.2 hexamethylene bis-acetamide inducible 1 179 1 1 0 0 1] mo-miR-540-3p -0.43 -0.53|N/A
CDKS5R1 ENST00000313401.3 cyclin-dependent kinase 5, regulatory subunit 1 (p35) 335 2 0 0 2 0frmo-miR-540-3p -0.43 -0.43|N/A
MYOSB ENST00000285039.7 myosin VB 12 2 0 1 1 1] mo-miR-540-3p -0.43 -0.43|N/A
DAZAP1 ENST00000336761.6 DAZ associated protein 1 3500 2 0 1 1 0frmo-miR-540-3p -0.43 -0.51|N/A
TMEM60 ENST00000257663.3 transmembrane protein 60 29 1 0 1 0 0| rno-miR-540-3p -0.43 -0.47|N/A
TMEMI10 ENST00000355083.5 protein 110 306 3 0 1 2 0| ro-miR-540-3p -0.43 -0.52|N/A
KCTD9 ENST00000221200.4 potassium channel tetramerization domain containing 9 5751 2| 1 0 1 1{rno-miR-540-3p -0.42 -0.44(N/A
NGFR ENST00000172229.3 nerve growth factor receptor 5 2 1 0 1 1{mo-miR-540-3p -0.42 -0.42(N/A
NDORI ENST00000427047.2 NADPH dependent diflavin oxidoreductase 1 1044 2| 1 1 0 2| rno-miR-540-3p -0.42 -0.42(N/A
PARP6 ENST00000260376.7 poly (ADP-ribose) polymerase family, member 6 867 1 1 0 0 0fmo-miR-540-3p -0.42 -0.42(N/A
IL2RA ENST00000379959.3 interleukin 2 receptor, alpha 5 1 1 0 0 0fmo-miR-540-3p -0.42 -0.42|N/A
PIGZ ENST00000412723.1 phosphatidylinositol glycan anchor biosynthesis, class Z 1071] 1 1 0 0 0frno-miR-540-3p -0.42 -0.42(N/A
MYOG ENST00000241651.4 myogenin (myogenic factor 4) 5 1 1 0 0 0fmo-miR-540-3p -0.42 -0.42(N/A
RASSFY ENST00000361228.3 Ras association (RalGDS/AF-6) domain family (N-terminal) member 9 9 1 0 1 0 0frno-miR-540-3p -0.42 -0.42N/A
SNX25 ENST00000504273.1 sorting nexin 25 21] 1 1 0 0 0fmo-miR-540-3p -0.42 -0.42|N/A
CRIM1 ENST00000280527.2 cysteine rich brane BMP regulator 1 (chordin-like) 4842 2| 1 0 1 0frno-miR-540-3p -0.42 -0.42(N/A
PSMA3 ENST00000412908.2 proteasome (prosome, macropain) subunit, alpha type, 3 1234 1 0 0 1 0fmo-miR-540-3p -0.42 -0.42(N/A
TCF7 ENST00000518915.1 transcription factor 7 (T-cell specific, HMG-box) 883 1 1 0 0 2| rno-miR-540-3p -0.42 -0.42(N/A
CCDC74A ENST00000467992.2 coiled-coil domain containing 74A 5 1 1 0 0 0fmo-miR-540-3p -0.41 -0.41|N/A
RNF5S ENST00000427134.2 ring finger protein 5, E3 ubiquitin protein ligase 5 1 1 0 0 0frno-miR-540-3p -0.41 -0.41N/A
TCEAL4 ENST00000472484.1 transcription elongation factor A (SII)-like 4 937 2 0 2 0 0fmo-miR-540-3p -0.41 -0.65|N/A
ERMAP ENST00000372514.3 erythroblast membrane-associated protein (Scianna blood group) 121 1 1 0 0 1{mo-miR-540-3p -0.41 -0.41|N/A
ZFP41 ENST00000520584.1 ZFP41 zinc finger protein 7 1 1 0 0 0[rno-miR-540-3p -0.41 -0.41|N/A
TP53INP2 ENST00000374810.3 tumor protein p53 inducible nuclear protein 2 12| 2 0 1 1 2| mo-miR-540-3p -0.41 -0.41|N/A
GFIIB ENST00000450530.1 growth factor independent 1B transcription repressor 5 1 1 0 0 0frno-miR-540-3p -0.41 -0.41N/A
PLCD4 ENST00000450993.2 phospholipase C, delta 4 11 1 1 0 0 1{mo-miR-540-3p -0.41 -0.41|N/A
UBAP2 ENST00000379238.1 ubiquitin associated protein 2 87 1 1 0 0 0fmo-miR-540-3p -0.41 -0.48|N/A
TCLIB ENST00000340722.7 T-cell leukemia/lymphoma 1B 5 1 0 1 0 1] mo-miR-540-3p -0.41 -0.41|N/A
VD ENST00000249760.2 isovaleryl-CoA dehydrogenase 484 2 0 2 0 1{mo-miR-540-3p -0.41 -0.52|N/A
TSHZ1 ENST00000322038.5 teashirt zinc finger homeobox 1 174] 1 0 1 0 2| rno-miR-540-3p -0.41 -0.41N/A
PPAPDC2 ENST00000381883.2 phosphatidic acid phosphatase type 2 domain containing 2 263 2 0 2 0 1{mo-miR-540-3p -0.41 -0.46|N/A
CDH7 ENST00000397968.2 cadherin 7, type 2 42 3 0 2 1 0| rno-miR-540-3p -0.41 -0.55|N/A
TAL1 ENST00000371884.2 T-cell acute lymphocytic leukemia 1 5 3 0 0 3 1{mo-miR-540-3p -0.41 -0.41|N/A
POLL ENST00000370168.3 polymerase (DNA directed), lambda 139 1 1 0 0 1| rno-miR-540-3p -0.41 -0.45(N/A
TOP1 ENST00000361337.2 topoisomerase (DNA) T 15] 1 1 [ 0] 0] mo-miR-540-3p -0.4 -0.4{N/A
EPB4114A ENST00000261486.5 erythrocyte membrane protein band 4.1 like 4A 103 1 1 0 0 0fmo-miR-540-3p -0.41 -0.48|N/A
ANGEL2 ENST00000535388.1 angel homolog 2 (Drosophila) 218 1 1 0 0 0frno-miR-540-3p -0.4] -0.41(N/A
TYROBP ENST00000424586.3 TYRO protein tyrosine kinase binding protein 5 1 0 1 0 0fmo-miR-540-3p -0.41 -0.4|N/A
ZC3H12B ENST00000338957.4 zinc finger CCCH-type containing 12B 29 3 1 2 0 1| rno-miR-540-3p -0.4] -0.4|N/A
RHOA ENST00000454011.2 ras homolog family member A 8507 1 1 0 0 0fmo-miR-540-3p -0.41 -0.4|N/A
PDE6D ENST00000409772.1 phosphodiesterase 6D, cGMP-specific, rod, delta 1265] 1 0 1 0 0fmo-miR-540-3p -0.41 -0.4|N/A
SIPR2 ENST00000590320.1 sphingosine-1-phosphate receptor 2 10| 3 0 2 1 0frno-miR-540-3p -0.4! -0.4|N/A
REL ENST00000295025.8 v-rel avian reticuloendotheliosis viral oncogene homolog 116| 1 1 0 0 0fmo-miR-540-3p -0.41 -0.4|N/A
MAPK4 ENST00000592595.1 mitogen-activated protein kinase 4 77 1 1 0 0 3| rno-miR-540-3p -0.4] -0.43|N/A
RP11-180C1.1 ENST00000507759.1 Uncharacterized protein 5| 1 0] 0] 1 0] mo-miR-540-3p -0.4 -0.4|N/A
FRRS1 ENST00000287474.5 ferric-chelate reductase 1 97 2 1 1 0 0fmo-miR-540-3p -0.41 -0.54|N/A
RBM45 ENST00000286070.5 RNA binding motif protein 45 295 1 0 1 0 0frno-miR-540-3p -0.4! -0.4|N/A
RAPGEF1 ENST00000372189.3 Rap guanine nucleotide exchange factor (GEF) 1 335 1 1 0 0 1{mo-miR-540-3p -0.41 -0.4|N/A
S100B ENST00000291700.4 S100 calcium binding protein B 5 1 0 1 0 0frno-miR-540-3p -0.4] -0.4|N/A
GALNT15 ENST00000339732.5 UDP-N-acetyl-alpha-D-galactosamine:polypeptide N-acetylgalac 15 114] 2 2 0 0 0| mo-miR-540-3p -0.39 -0.47|N/A
CIQTNF6 ENST00000337843.2 Clg and tumor necrosis factor related protein 6 30| 2| 0 2 0 0frno-miR-540-3p -0.39 -0.39|N/A
RPUSD1 ENST00000365809.1 RNA pseudouridylate synthase domain containing 1 1360| 1 0) 0) 1 4| mo-miR-540-3p -0.39 -0.39|N/A
ZDHHC1 ENST00000348579.2 zinc finger, DHHC-type containing 1 9) 1 1 0) 0 0| rno-miR-540-3p -0.39 -0.39[N/A
STRADA ENST00000375840.4 STE20-related kinase adaptor alpha 366| 1 1 0 0 0frno-miR-540-3p -0.39 -0.39|N/A
ANKRD63 ENST00000434396.1 ankyrin repeat domain 63 5| 3 0) 1 2 1{rno-miR-540-3p -0.39 -0.39|N/A
CLVSI1 ENST00000518592.1 clavesin 1 5 1 0 1 0 1{rno-miR-540-3p -0.39 -0.39|N/A
RIC3 ENST00000396677.2 RIC3 acetylcholine receptor chaperone 5| 2| 0) 2 0) 1{rno-miR-540-3p -0.39 -0.39|N/A
GAS2 ENST00000454584.2 growth arrest-specific 2 13| 1 1 0) 0 0| rno-miR-540-3p -0.39 -0.45[N/A
GMFB ENST00000554908.1 glia maturation factor, beta 15 2| 0 0 2 1| ro-miR-540-3p -0.39 -0.56|N/A
ELF1 ENST00000442101.1 E74-like factor 1 (ets domain transcription factor) 466)| 1 1 0 0 0[ mo-miR-540-3p -0.39 -0.39|N/A
ST8SIA3 ENST00000324000.3 ST8 alpha-N-acetyl ide alpha-2,8-sialyltransferase 3 5 3 2| 0 1 2| rno-miR-540-3p -0.39 -0.39|N/A
COMT ENST00000361682.6 catechol-O-methyltransferase 323 1 0 1 0 0[ mo-miR-540-3p -0.39 -0.39|N/A
SH3BGRL3 ENST00000319041.6 SH3 domain binding glutamic acid-rich protein like 3 8719 1 0] 1 0] 0] mo-miR-540-3p -0.39] -0.39|N/A
GZMH ENST00000216338.4 granzyme H (cathepsin G-like 2, protein h-CCPX) 5 1 0 1 0 0frno-miR-540-3p -0.39 -0.39|N/A
GEMIN4 ENST00000319004.5 gem (nuclear organelle) associated protein 4 339 1 0 1 0 0[ mo-miR-540-3p -0.39 -0.39|N/A
GNAl4 ENST00000341700.6 guanine nucleotide binding protein (G protein), alpha 14 5 1 1 0 0 0fmo-miR-540-3p -0.39 -0.39|N/A
SYTI5 ENST00000374323.4 synaptotagmin XV 5 1 1 0 0 0frno-miR-540-3p -0.38 -0.38|N/A
CTD-2207023.12 ENST00000599312.1 Uncharacterized protein 32| 2| 0] 1 1 2| mo-miR-540-3p -0.38] -0.64|N/A
IMPDH1 ENST00000419067.2 IMP (inosine 5'-monophosphate) dehydrogenase 1 51 3 0 3 0 1{ mo-miR-540-3p 0.38| 0.33|N/A
CLCN6 ENST00000312413.6 chloride channel, voltage-sensitive 6 227 3 1 0 2 1| ro-miR-540-3p -0.38 -0.38|N/A
PLEKHAS ENST00000429027.2 pleckstrin homology domain containing, family A member 5 175 1 1 0 0 0[ mo-miR-540-3p -0.38 -0.38|N/A
VTIIB ENST00000554659.1 vesicle transport through interaction with t-SNAREs 1B 264 1 1 0 0 1| ro-miR-540-3p -0.38 -0.46|N/A
CSRP1 ENST00000367306.1 cysteine and glycine-rich protein 1 15542 1 0 1 0 2| ro-miR-540-3p -0.38 -0.38|N/A
C120rf49 ENST00000261318.3 chromosome 12 open reading frame 49 673 1 1 0 0 2| ro-miR-540-3p -0.38 -0.43|N/A
Cl7orf74 ENST00000574034.1 chromosome 17 open reading frame 74 8| 1 1 0 0 0f mo-miR-540-3p 0.38| 0.33|N/A
LGALS9B ENST00000423676.3 lectin, galactoside-binding, soluble, 9B 5 1 0 1 0 1| ro-miR-540-3p -0.38 -0.38|N/A
ABHD2 ENST00000352732.5 abhydrolase domain containing 2 210| 2 0 1 1 0[ mo-miR-540-3p -0.38 -0.4|N/A
SEPT9 ENST00000431235.2 septin 9 7738 2 0 0 2 0| rno-miR-540-3p -0.38 -0.38|N/A
SOX8 ENST00000293894.3 SRY (sex determining region Y)-box & 5 1 1 0 0 0frno-miR-540-3p -0.38 -0.38|N/A
LANCL2 ENST00000254770.2 LanC lantibiotic synthetase component C-like 2 (bacterial) 237 1 1 0 0 0[ mo-miR-540-3p -0.38 -0.46|N/A
PNMALLI ENST00000313683.10 paraneoplastic Ma antigen family-like 1 313 1 1 0 0 0frno-miR-540-3p -0.38 -0.38|N/A
SLC17A4 ENST00000377905.4 solute carrier family 17, member 4 5 1 1 0 0 0frno-miR-540-3p -0.38 -0.38|N/A
MFRP ENST00000555262.1 membrane frizzled-related protein S 2| 0] 1 1 1| mo-miR-540-3p -0.38] -0.38|N/A
UQCRFS1 ENST00000304863.4 ubiquinol-cytochrome ¢ reductase, Rieske iron-sulfur polypeptide 1 59 1 1 0] 0] 0] mo-miR-540-3p 0.38] -0.59|N/A
CX3CR1 ENST00000399220.2 chemokine (C-X3-C motif) receptor 1 17 2| 0) 1 1 0| rmo-miR-540-3p -0.38 -0.38|N/A
ZBTB39 ENST00000300101.2 zinc finger and BTB domain containing 39 7 2 1 1 0 1{mo-miR-540-3p -0.37 -0.37|N/A
VSTM1 ENST00000425006.2 V-set and transmembrane domain containing 1 5 1 0 0 1 0| rmo-miR-540-3p -0.37 -0.37|N/A
KIAA0040 ENST00000423313.1 KIAA0040 15 1 1 0] 0] 1| mo-miR-540-3p -0.37] -0.37|N/A
MTMRI1 ENST00000406732.3 myotubularin related protein 11 16| 2| 0 1 1 1| mo-miR-540-3p -0.37 -0.37|N/A
KIAAL671 ENST00000401395.1 KIAAL671 549 2) 0 1 1 1{rno-miR-540-3p -0.37 -0.38|N/A
POCIA ENST00000296484.2 POCI centriolar protein A 1025 1 0] 1 0] 1] mo-miR-540-3p -0.37] -0.4|N/A
E2F2 ENST00000361729.2 E2F transcription factor 2 96 3 0 2] 1 0[mo-miR-540-3p -0.37 -0.37|N/A




RPL22 ENST00000234875.4 ribosomal protein 122 1455 1 1 0 0 0[rno-miR-540-3p -0.37 -0.37|N/A
MMP19 ENST00000409200.3 matrix metallopeptidase 19 135] 1 0 0 1 1{rmo-miR-540-3p -0.37 -0.37|N/A
C9orf173 ENST00000412566.1 chromosome 9 open reading frame 173 5 1 0 1 0 1| mo-miR-540-3p -0.37 -0.37|N/A
KRBAI ENST00000255992.10 KRAB-A domain containing 1 747 1 1 0 0 0fmo-miR-540-3p -0.37 -0.37|N/A
TIMP3 ENST00000266085.6 TIMP metallopeptidase inhibitor 3 7421] 1 1 0 0 0[rno-miR-540-3p -0.36 -0.38|N/A
SYCE2 ENST00000293695.7 synaptonemal complex central element protein 2 5 1 0] 1 0] 0] mo-miR-540-3p -0.36] -0.36|N/A
REG3G ENST00000393897.2 regenerating islet-derived 3 gamma 5 1 0 1 0 0frno-miR-540-3p -0.36 -0.36|N/A
FGF2 ENST00000264498.3 fibroblast growth factor 2 (basic) 123 2| 2| 0] 0] 0] mo-miR-540-3p -0.36 -0.55|N/A
SLCI9A2 ENST00000236137.5 solute carrier family 19 (thiamine transporter), member 2 229 1 1 0 0 0fmo-miR-540-3p -0.36 -0.36|N/A
SLC2A4 ENST00000317370.8 solute carrier family 2 (facilitated glucose transporter), member 4 233 1 1 0 0 0frno-miR-540-3p -0.36 -0.36|N/A
BCL7B ENST00000223368.2 B-cell CLL/lymphoma 7B 4037, 1 1 0 0 1] mo-miR-540-3p -0.36 -0.36|N/A
WDR6 ENST00000395474.3 WD repeat domain 6 3435 1 1 0 0 0| rno-miR-540-3p -0.36 -0.36|N/A
OXTR ENST00000316793.3 oxytocin receptor 24| 2 2 0 0 3| rmo-miR-540-3p -0.36 -0.61|N/A
PANX1 ENST00000227638.3 pannexin 1 576 1 1 0 0 3|rno-miR-540-3p -0.36 -0.53|N/A
CCR9 ENST00000357632.2 chemokine (C-C motif) receptor 9 5 2 0 0 2 0[rmo-miR-540-3p -0.36 -0.36|N/A
FIGN ENST00000333129.3 fidgetin 10] 2 2 0 0 1| mo-miR-540-3p -0.36 -0.67|N/A
HOXD4 ENST00000306324.3 homeobox D4 214 1 0 0 1 1| mo-miR-540-3p -0.36 -0.41|N/A
VPS33A ENST00000267199.4 vacuolar protein sorting 33 homolog A (S. cerevisiae) 282 1 1 0 0 0frmo-miR-540-3p -0.36 -0.38|N/A
AHSG ENST00000411641.2 alpha-2-HS-glycoprotein 144558 1 0 0 1 1| mo-miR-540-3p -0.36 -0.36|N/A
TP53111 ENST00000395648.3 tumor protein p53 inducible protein 11 90| 2 0 1 1 0frmo-miR-540-3p -0.36 -0.36|N/A
RPI11-57HI2.6 ENST00000604534.1 TMEMS56-RWDD3 protein 49 1 1 0 0 0frno-miR-540-3p -0.36 -0.36|N/A
NDN ENST00000331837.4 necdin, melanoma antigen (MAGE) family member 5 2 0 1 1 0frmo-miR-540-3p -0.36 -0.36|N/A
TPS3AIP1 ENST00000602346.1 tumor protein p53 regulated apoptosis inducing protein 1 5 1 0 0 1 1| mo-miR-540-3p -0.36 -0.36|N/A
DAGLA ENST00000257215.5 diacylglycerol lipase, alpha 1262 2 1 0 1 1{mo-miR-540-3p -0.36 -0.36|N/A
RABSC ENST00000346213.4 RABSC, member RAS oncogene family 96) 1 1 0 0 2| mo-miR-540-3p -0.36 -0.64|N/A
KCNJ6 ENST00000609713.1 potassium inwardly-rectifying channel, subfamily J, member 6 5 4 0 2 2 2| mo-miR-540-3p -0.36 -0.36|N/A
USP19 ENST00000398896.1 ubiquitin specific peptidase 19 323 1 0 1 0 0frmo-miR-540-3p -0.36 -0.36|N/A
KANSL3 ENST00000431828.1 KATS regulatory NSL complex subunit 3 121 2 0 0 2 0frno-miR-540-3p -0.36 -0.36|N/A
STK11IP ENST00000456909.1 serine/threonine kinase 11 interacting protein 20| 1 1 0 0 0frmo-miR-540-3p -0.36 -0.36|N/A
NAPIL6 ENST00000373518.1 nucleosome assembly protein 1-like 6 5 1 0) 1 0) 0| ro-miR-540-3p -0.36 -0.36|N/A
AGAP2-AS1 ENST00000542466.2 AGAP?2 antisense RNA 1 5| 1 1 0 0 0| rmo-miR-540-3p -0.36 -0.36|N/A
SLC26AI11 ENST00000361193.3 solute carrier family 26 (anion exchanger), member 11 115 1 1 0 0 0| rno-miR-540-3p -0.35 -0.35|N/A
SEPT3 ENST00000396425.3 septin 3 241] 3 0 2 1 0| ro-miR-540-3p -0.35 -0.35|N/A
OPA3 ENST00000263275.4 optic atrophy 3 (autosomal recessive, with chorea and spastic paraplegia) 137 2| 0 2 0 1{rno-miR-540-3p -0.35 -0.45|N/A
PPEF1 ENST00000543630.1 protein phosphatase, EF-hand calcium binding domain 1 9 1 0 1 0 1{mo-miR-540-3p -0.35 -0.35|N/A
GAL3ST4 ENST00000423751.1 galactose-3-O-sulfotransferase 4 33 1 0 0 1 1{rmo-miR-540-3p -0.35 -0.35|N/A
LRIG2 ENST00000361127.5 leucine-rich repeats and immunoglobulin-like domains 2 348] 1 1 0 0 0fmo-miR-540-3p -0.35 -0.35|N/A
KRTAP10-6 ENST00000400368.1 keratin associated protein 10-6 5 1 0 1 0 0fmo-miR-540-3p -0.35 -0.35|N/A
SERGEF ENST00000528200.1 secretion regulating guanine nucleotide exchange factor 91| 1 0 1 0 0frno-miR-540-3p -0.35 -0.35|N/A
LGALS9C ENST00000328114.6 lectin, galactoside-binding, soluble, 9C 5 1 0 1 0 1{mo-miR-540-3p -0.35 -0.35|N/A
RCBTB2 ENST00000344532.3 regulator of chromosome condensation (RCC1) and BTB (POZ) domain containing protein 2 96| 1 1 0 0 0frno-miR-540-3p -0.35 -0.35|N/A
UBXN1 ENST00000294119.2 UBX domain protein 1 g 1 0 1 0 0fmo-miR-540-3p -0.35 -0.35|N/A
RASSF4 ENST00000374417.2 Ras association (RalGDS/AF-6) domain family member 4 515 1 0 0 1 1{rno-miR-540-3p -0.35 -0.35|N/A
TNFSF15 ENST00000374045.4 tumor necrosis factor (ligand) superfamily, member 15 29 2 0 1 1 0fmo-miR-540-3p -0.35 -0.35|N/A
MEAF6 ENST00000373075.2 MYST/Esal-associated factor 6 440] 2 0 2 0 1| mo-miR-540-3p -0.35 -0.65[N/A
RGSI11 ENST00000397770.3 regulator of G-protein signaling 11 5 1 1 0 0 0fmo-miR-540-3p -0.35 -0.35|N/A
ELMOD3 ENST00000315658.7 ELMO/CED-12 domain containing 3 3] 1 1 0 0 0| rno-miR-540-3p -0.35 -0.35|N/A
NCCRP1 ENST00000339852.4 non-specific cytotoxic cell receptor protein 1 homolog (zebrafish) 5 2 0 2 0 0fmo-miR-540-3p -0.35 -0.35|N/A
C2orf1 ENST00000378711.2 chromosome 2 open reading frame 91 5 1 1 0 0 0fmo-miR-540-3p -0.35 -0.35|N/A
LYRMS ENST00000556402.1 LYR motif containing 5 40| 1 0 0 1 0frno-miR-540-3p -0.35 -0.35|N/A
ANXASLI ENST00000358140.4 annexin A8-like 1 5 1 0 1 0 2| mo-miR-540-3p -0.35 -0.35|N/A
EPHB3 ENST00000330394.2 EPH receptor B3 16| 2 1 1 0 0| rno-miR-540-3p -0.34 -0.34|N/A
OSBPLS ENST00000478260.1 oxysterol binding protein-like 5 215 1 0 0 1 2| mo-miR-540-3p -0.34 -0.37|N/A
Cl120rf23 ENST00000548125.1 chromosome 12 open reading frame 23 602 2 0 2 0 0fmo-miR-540-3p -0.34 -0.52|N/A
BLOC1S3 ENST00000433642.2 biogenesis of lysosomal organelles complex-1, subunit 3 182 1 0 1 0 0frno-miR-540-3p -0.34 -0.36|N/A
GTPBP1 ENST00000216044.5 GTP binding protein 1 1765 2 0 0 2 2| mo-miR-540-3p -0.34 -0.35|N/A
PHF1 ENST00000374512.3 PHD finger protein 1 19 1 0 1 0 2[rno-miR-540-3p -0.34 -0.34|N/A
MYEOV ENST00000308946.3 myeloma overexpressed 14| 1 0 0 1 0fmo-miR-540-3p -0.34 -0.34|N/A
MCU ENST00000373053.3 mitochondrial calcium uniporter 2421 1 1 0 0 0frno-miR-540-3p -0.34 -0.34|N/A
CLP1 ENST00000533682.1 cleavage and polyadenylation factor I subunit 1 208 1 1 0 0 0fmo-miR-540-3p -0.34 -0.34|N/A
VANGL2 ENST00000368061.2 VANGL planar cell polarity protein 2 560 4 1 2 1 1| rno-miR-540-3p -0.34 -0.34|N/A
PALLD ENST00000261509.6 palladin, cytoskeletal associated protein 4473 2 2 0 0 0f mo-miR-540-3p -0.34 -0.34|N/A
UBXNI0 ENST00000375099.3 UBX domain protein 10 5| 4 1 1 2| 0] mo-miR-540-3p -0.34] -0.34|N/A
DGKD ENST00000264057.2 diacylglycerol kinase, delta 130kDa 200| 1 0 0 1 1| ro-miR-540-3p -0.34 -0.34|N/A
SLC35F1 ENST00000360388.4 solute carrier family 35, member F1 56| 1 0 0 1 1{mo-miR-540-3p -0.34 -0.34|N/A
SLC7A2 ENST00000494857.1 solute carrier family 7 (cationic amino acid transporter, y+ system), member 2 1233 1 1 0 0 1| rno-miR-540-3p -0.34 -0.35|N/A
ANXAZ ENST00000357718.4 annexin A8 5| 1 0] 1 [ 2| mo-miR-540-3p -0.34] -0.34|N/A
GOLGATB ENST00000370602.1 golgin A7 family, member B 5| 1 0] 1 [ 1| mo-miR-540-3p -0.34] -0.34|N/A
ANXASL2 ENST00000340243.6 annexin A8-like 2 5 1 0 1 0 2[rno-miR-540-3p -0.34 -0.34|N/A
PKLR ENST00000392414.3 pyruvate kinase, liver and RBC 112| 1 0] 1 [ 0] mo-miR-540-3p -0.34] -0.34|N/A
LYRM4 ENST00000330636.4 LYR motif containing 4 796) 1 0 0 1 0| rno-miR-540-3p -0.34 -0.34|N/A
KCTD5 ENST00000301738.4 potassium channel tetramerization domain containing 5 2296| 1 0) 0) 1 2| mo-miR-540-3p -0.33 -0.34[N/A
AC110619.2 ENST00000404891.1 Uncharacterized protein 5| 1 0 0) 1 1{rno-miR-540-3p -0.33 -0.33|N/A
SCNN1D ENST00000400928.3 sodium channel, non-voltage-gated 1, delta subunit 114] 1 0 1 0 1| rno-miR-540-3p -0.33 -0.33|N/A
SPRED3 ENST00000587013.1 sprouty-related, EVH1 domain containing 3 42| 1 1 0) 0) 2| mo-miR-540-3p -0.33 -0.39|N/A
BPIFC ENST00000397452.1 BPI fold containing family C 5 1 1 0 0 0| rno-miR-540-3p -0.33 -0.33|N/A
STMND1 ENST00000336551.1 stathmin domain containing 1 45| 1 0 1 0 0fmo-miR-540-3p -0.33 -0.33|N/A
GIP ENST00000357424.2 gastric inhibitory polypeptide 32 1 0 1 0 0frno-miR-540-3p -0.33 -0.33|N/A
TMSB4X ENST00000451311.2 thymosin beta 4, X-linked 5| 1 0] 0] 1 0] mo-miR-540-3p -0.33] -0.33|N/A
KMT2E ENST00000334877.4 lysine (K)-specific methyltransferase 2E 654 2 2 0 0 0fmo-miR-540-3p -0.33 -0.46|N/A
ASCC2 ENST00000307790.3 activating signal cointegrator 1 complex subunit 2 139 1 0 1 0 0frno-miR-540-3p -0.33 -0.34|N/A
MICU3 ENST00000318063.5 mitochondrial calcium uptake family, member 3 9) 1 1 0) 0) 0| rno-miR-540-3p -0.33 -0.33|N/A
CXCR4 ENST00000409817.1 chemokine (C-X-C motif) receptor 4 14| 1 0 0 1 0frno-miR-540-3p -0.33 -0.33|N/A
AC104841.2 ENST00000601871.1 HCG1777198, isoform CRA_a; PRO2900; Uncharacterized protein 5| 2| 0) 1 1 0| rno-miR-540-3p -0.33 -0.33|N/A
CTDSPL2 ENST00000260327.4 CTD (carboxy-terminal domain, RNA polymerase II, polypeptide A) small phosphatase like 2 457 3 0 2 1 0[mo-miR-540-3p -0.33 -0.4|N/A
PDZKIIPI ENST00000294338.2 PDZK1 interacting protein 1 37 1 0 1 0 1{rno-miR-540-3p -0.33 -0.36|N/A
HAPLN2 ENST00000255039.1 hyaluronan and proteoglycan link protein 2 5 1 0 0 1 0[ mo-miR-540-3p -0.33 -0.33|N/A
ADORA2A ENST00000337539.7 adenosine A2a receptor 337 1 1 0 0 0frno-miR-540-3p -0.33 -0.33|N/A
PRSS33 ENST00000576886.1 protease, serine, 33 S 1 0] 1 0] 1/ mo-miR-540-3p -0.33] -0.33|N/A
ABHDI2B ENST00000353130.1 abhydrolase domain containing 12B 5 1 0 1 0 0[ mo-miR-540-3p -0.33 -0.33|N/A
FMOD ENST00000354955.4 fibromodulin 207, 2 0 0 2 0| rno-miR-540-3p -0.33 -0.33|N/A
ST13 ENST00000216218.3 suppression of tumorigenicity 13 (colon carcinoma) (Hsp70 interacting protein) 83 2 0 2 0 0[ mo-miR-540-3p -0.33 -0.36|N/A
BCAS1 ENST00000371440.3 breast carcinoma amplified sequence 1 0) 3 1 0 2 0fmo-miR-540-3p -0.33 -0.33|N/A
CTSD ENST00000236671.2 cathepsin D 2057, 1 1 0 0 1{rno-miR-540-3p -0.33 -0.33|N/A
SSNA1 ENST00000322310.5 Sjogren syndrome nuclear autoantigen 1 160 1 0 1 0 0[ mo-miR-540-3p -0.33 -0.33|N/A
NDUFA12 ENST00000547986.1 NADH dehydrogenase (ubiguinone) 1 alpha subcomplex, 12 299| 1 0 0 1 0f mo-miR-540-3p -0.33 -0.34|N/A
CYP46A1 ENST00000261835.3 cytochrome P450, family 46, subfamily A, polypeptide 1 16| 1 0 0 1 2| ro-miR-540-3p -0.33 -0.33|N/A
UBAS ENST00000264991.4 ubiquitin-like modifier activating enzyme 5 489 1 1 0 0 0[ mo-miR-540-3p -0.33 -0.35|N/A
CEMP1 ENST00000382350.1 cementum protein 1 5 1 0 1 0 0frno-miR-540-3p -0.33 -0.33|N/A
ALKBH6 ENST00000486389.1 alkB, alkylation repair homolog 6 (E. coli) 9 1 0 0 1 1| ro-miR-540-3p -0.32 -0.33|N/A
ACER2 ENST00000340967.2 alkaline ceramidase 2 44 3 1 2| 0] 0] mo-miR-540-3p -0.32] -0.35|N/A
SLC4AS ENST00000423644.1 solute carrier family 4 (sodium bicarbonate cotransporter), member 5 0 2 0 1 1 1{ mo-miR-540-3p -0.32 -0.33|N/A
CNRIP1 ENST00000409862.1 cannabinoid receptor interacting protein 1 29 1 0 1 0 0frno-miR-540-3p -0.32 -0.32(N/A
COL8A2 ENST00000303143.4 collagen, type VIII, alpha 2 15] 2| 1 0] 1 1| mo-miR-540-3p -0.32] -0.38|N/A
POMT1 ENST00000423007.1 protein-O-mannosyltransferase 1 2617 1 1 0 0 0frno-miR-540-3p -0.32 -0.33|N/A
PEX10 ENST00000288774.3 peroxisomal biogenesis factor 10 347 1 1 0 0 0frno-miR-540-3p -0.32 -0.36|N/A
PKIG ENST00000372894.3 protein kinase (cCAMP-dependent, catalytic) inhibitor gamma 1619 1 0 0 1 0[ mo-miR-540-3p -0.32 -0.32|N/A
SSTR3 ENST00000328544.3 somatostatin receptor 3 5 2| 1 1 0 0frno-miR-540-3p -0.32 -0.32(N/A
NINI2 ENST00000305108.4 ninjurin 2 11 1 0 1 0 0[rno-miR-540-3p -0.32 -0.32|N/A
ZNF496 ENST00000294753.4 zin finger protein 496 391 3 0] 0] 3 1| mo-miR-540-3p -0.32] -0.45|N/A
APOC4-APOC2 ENST00000589057.1 APOC4-APOC2 readthrough (NMD candidate) 2237, 1 0] 0] 1 0] mo-miR-540-3p -0.32] -0.32|N/A
HCST ENST00000246551.4 hematopoietic cell signal transducer 6 1 0 1 0 0frno-miR-540-3p -0.32 -0.38|N/A
GPR114 ENST00000340339.4 G protein-coupled receptor 114 S 1 1 0] 0] 0] mo-miR-540-3p -0.32] -0.32|N/A
FAMI96A ENST00000522781.1 family with sequence similarity 196, member A 5 2| 1 0 1 0frno-miR-540-3p -0.32 -0.32|N/A
BMPS ENST00000370830.3 bone morphogenetic protein 5 S 2| 1 1 0] 0] mo-miR-540-3p -0.32] -0.32|N/A
CAPNS2 ENST00000457326.2 calpain, small subunit 2 5 1 0 1 0 0frno-miR-540-3p -0.32 -0.32|N/A
ITPRIPL2 ENST00000381440.3 inositol 1,4,5-trisphosphate receptor interacting protein-like 2 893 2| 0 1 1 0frno-miR-540-3p -0.32 -0.33|N/A
'WDRS3 ENST00000418543.3 WD repeat domain 83 220| 1 0] 0] 1 0] mo-miR-540-3p -0.32] -0.32|N/A
C19orf44 ENST00000594035.1 chromosome 19 open reading frame 44 25| 1 0] 1 0] 1/ rno-miR-540-3p -0.32] -0.32]N/A




TCTEX1D2 ENST00000325318.5 Tctex] domain containing 2 3633 1 0 0 1 0frno-miR-540-3p -0.32 -0.32|N/A
PIGG ENST00000296306.7 phosphatidylinositol glycan anchor biosynthesis, class G 487 1 1 0] 0] 0] mo-miR-540-3p -0.32] -0.32|N/A
Cllorf82 ENST00000528759.1 chromosome 11 open reading frame 82 579 1 0 0 1 1| mo-miR-540-3p -0.32 -0.32|N/A
LBP ENST00000217407.2 lipopolysaccharide binding protein 104] 1 0 1 0 1{rmo-miR-540-3p -0.32 -0.32|N/A
CHD2 ENST00000394196.4 chromodomain helicase DNA binding protein 2 1237 2| 0 1 1 1| mo-miR-540-3p -0.32 -0.32|N/A
KCNK9 ENST00000303015.1 potassium channel, subfamily K, member 9 5 1 0] 1 0] 0] mo-miR-540-3p -0.32] -0.32|N/A
IL17RD ENST00000296318.7 interleukin 17 receptor D 108 2 1 0 1 0[rno-miR-540-3p -0.32 -0.32|N/A
ARHGAP31 ENST00000264245.4 Rho GTPase activating protein 31 32 2 2 0 0 0fmo-miR-540-3p -0.32 -0.32|N/A
NAPIL2 ENST00000373517.3 nucleosome assembly protein 1-like 2 5 1 0 1 0 0fmo-miR-540-3p -0.32 -0.32|N/A
ENTPD7 ENST00000370489.4 ectonucleoside triphosphate diphosphohydrolase 7 136 2 1 0 1 1| mo-miR-540-3p -0.32 -0.45|N/A
PDE3B ENST00000282096.4 phosphodiesterase 3B, cGMP-inhibited ZSE‘ 1 0 0 1 1{mo-miR-540-3p -0.32 -0.32|N/A
SIDT1 ENST00000264852.4 SID1 family, member 1 q 1 1 0 0 2| mo-miR-540-3p -0.32 -0.32|N/A
SLCI2A9 ENST00000354161.3 solute carrier family 12, member 9 228 1 0 0 1 0frmo-miR-540-3p -0.32 -0.32|N/A
MASTI ENST00000591495.1 microtubule associated serine/threonine kinase 1 40] 1 1 0 0 0| rno-miR-540-3p -0.31 -0.7|N/A
CERK ENST00000216264.8 ceramide Kinase 123 2 0 1 1 1{mo-miR-540-3p -0.31 -0.32|N/A
FCN1 ENST00000371806.3 ficolin (collagen/fibrinogen domain containing) 1 5 1 0 1 0 0] rno-miR-540-3p -0.31 -0.31|N/A
ACSBG1 ENST00000258873.4 acyl-CoA synthetase bubblegum family member 1 5 2 0 0 2 0| rno-miR-540-3p -0.31 -0.31|N/A
RPL17-C180rf32 ENST00000584895.1 RPL17-C180rf32 readthrough 733 1 0 1 0 0| ro-miR-540-3p -0.31 -0.33|N/A
LRRC36 ENST00000290940.7 leucine rich repeat containing 36 5 1 0 0 1 1| mo-miR-540-3p -0.31 -0.31|N/A
NAAGO ENST00000610180.1 N-alpha-acetyltransferase 60 1339 1 0 1 0 1{mo-miR-540-3p -0.31 -0.31|N/A
CTD-2267D19.3 ENST00000578774.1 Uncharacterized protein 110] 1 1 0 0 0| rno-miR-540-3p -0.31 -0.33|N/A
NF2 ENST00000347330.5 neurofibromin 2 (merlin) 828 3 0 3 0 1{mo-miR-540-3p -0.31 -0.37|N/A
DGKQ ENST00000273814.3 diacylglycerol kinase, theta 110kDa 184 2 0 0 2 0frno-miR-540-3p -0.31 -0.31|N/A
BRI3BP ENST00000341446.8 BRI3 binding protein 820 2 0 0 2 0| ro-miR-540-3p -0.31 -0.36|N/A
GPX8 ENST00000296734.6 glutathione peroxidase 8 (putative) 2107, 1 0 0 1 0| rno-miR-540-3p -0.31 -0.31|N/A
NINJI ENST00000375446.4 ninjurin 1 1216| 1 0 1 0 2|rno-miR-540-3p -0.31 -0.41|N/A
RASSF2 ENST00000379400.3 Ras association (RalGDS/AF-6) domain family member 2 88 2 0 1 1 1{mo-miR-540-3p -0.31 -0.32|N/A
EDNRA ENST00000339690.5 endothelin receptor type A 35| 1 1 0 0 0| rno-miR-540-3p -0.31 -0.31|N/A
GORASP1 ENST00000319283.3 golgi reassembly stacking protein 1, 65kDa 102| 1 0 1 0 1{mo-miR-540-3p -0.31 -0.42(N/A
PPHLN1 ENST00000449194.2 periphilin 1 1823 1 0) 0) 1 0| ro-miR-540-3p -0.31 -0.31|N/A
RDHI0 ENST00000240285.5 retinol dehydrogenase 10 (all-trans) 640| 1 1 0 0 0frmo-miR-540-3p -0.31 -0.31|N/A
LPP ENST00000312675.4 LIM domain containing preferred translocation partner in lipoma 1894 2 0 1 1 1] mo-miR-540-3p -0.31 -0.31|N/A
ZBTB45 ENST00000354590.3 zinc finger and BTB domain containing 45 512 1 0 1 0 1{mo-miR-540-3p -0.31 -0.31|N/A
TACR3 ENST00000304883.2 tachykinin receptor 3 5 1 1 0 0 0frno-miR-540-3p -0.31 -0.31|N/A
LGALS9 ENST00000413914.2 lectin, galactoside-binding, soluble, 9 5 1 0 1 0 1{mo-miR-540-3p -0.31 -0.31|N/A
TUBB6 ENST00000591208.1 tubulin, beta 6 class V 5820 1 0 0 1 1| mo-miR-540-3p -0.31 -0.31|N/A
STARDS ENST00000252336.6 StAR-related lipid transfer (START) domain containing 8 29 2 0 1 1 0fmo-miR-540-3p -0.31 -0.31|N/A
GDF11 ENST00000257868.5 growth differentiation factor 11 847 2 0 0 2 2| mo-miR-540-3p -0.31 -0.36|N/A
TMOISF1 ENST00000530611.1 Transmembrane 9 superfamily member 1 555§ 1 0 1 0 0frno-miR-540-3p -0.31 -0.31|N/A
ARMCI0 ENST00000323716.3 armadillo repeat containing 10 147| 1 1 0 0 0fmo-miR-540-3p -0.31 -0.54|N/A
GRIN2D ENST00000263269.3 glutamate receptor, ionotropic, N-methyl D-aspartate 2D 5 2| 0 2 0 1{rno-miR-540-3p -0.31 -0.31|N/A
AKAPS ENST00000394718.4 A kinase (PRKA) anchor protein 5 75 1 1 0 0 1{mo-miR-540-3p -0.31 -0.34|N/A
CTB-96E2.2 ENST00000555059.2 Uncharacterized protein 5 1 0 1 0 0| rno-miR-540-3p -0.31 -0.31|N/A
CEP41 ENST00000223208.5 centrosomal protein 41kDa 346)| 1 0 0 1 1{mo-miR-540-3p -0.31 -0.45|N/A
PPPIR3G ENST00000405617.2 protein phosphatase 1, regulatory subunit 3G 29 2| 0 1 1 0frno-miR-540-3p -0.3! -0.3|N/A
SPRY3 ENST00000302805.2 sprouty homolog 3 (Drosophila) 5 2 0 0 2 0fmo-miR-540-3p -0.3] -0.3|N/A
HES1 ENST00000232424.3 hairy and enhancer of split 1, (Drosophila) 199 1 0 0 1 0frno-miR-540-3p -0.3! -0.3|N/A
FADS2 ENST00000257261.6 fatty acid 2 285 1 1 0 0 0| rmo-miR-540-3p -0.3 -0.31|N/A
RARG ENST00000425354.2 retinoic acid receptor, gamma 21] 1 0 0 1 1{mo-miR-540-3p -0.3] -0.3|N/A
B3GALT2 ENST00000367434.4 UDP-Gal:betaGIcNAc beta 1,3-galactc polypeptide 2 5 1 0 1 0 0frno-miR-540-3p -0.3! -0.3|N/A
IQGAPL ENST00000268182.5 1Q motif containing GTPase activating protein 1 5523 4 1 3 0 0fmo-miR-540-3p -0.3] -0.36|N/A
STONI ENST00000309835.3 stonin 1 254 1 0 1 0 2[rno-miR-540-3p -0.3 -0.31|N/A
PARD6G ENST00000353265.3 par-6 family cell polarity regulator gamma 172 1 0 1 0 2| mo-miR-540-3p -0.3] -0.3|N/A
ACI119673.1 ENST00000598338.1 5| 1 0 1 0 0| mo-miR-540-3p -0.3 -0.3|N/A
GCLC ENST00000229416.6 glutamate-cysteine ligase, catalytic subunit 1001} 1 0 1 0 1{rno-miR-540-3p -0.3! -0.32|N/A
NLRP3 ENST00000391828.3 NLR family, pyrin domain containing 3 5 1 0 0 1 0fmo-miR-540-3p -0.3] -0.3|N/A
AQP1 ENST00000509504.1 Uncharacterized protein 5 1 0 0 1 0frno-miR-540-3p -0.3! -0.3|N/A
KLK10 ENST00000309958.3 kallikrein-related peptidase 10 5 2 0 2 0 1{mo-miR-540-3p -0.3] -0.3|N/A
HHATL ENST00000310417.5 hedgehog acyltransferase-like 5 1 0 0 1 0frno-miR-540-3p -0.3! -0.3|N/A
RPH3A ENST00000415485.3 rabphilin 3A homolog (mouse) 5 1 0 1 0 0fmo-miR-540-3p -0.3] -0.3|N/A
FBX046 ENST00000317683.3 F-box protein 46 197 1 1 0 0 0| rno-miR-540-3p -0.3 -0.32|N/A
CDHR1 ENST00000372117.3 cadherin-related family member 1 13 1 0 0 1 1{mo-miR-540-3p -0.3] -0.3|N/A
STX10 ENST00000589083.1 syntaxin 10 389 1 0 1 0 1] mo-miR-540-3p -0.3 -0.3|N/A
TRNP1 ENST00000522111.2 TMF]1-regulated nuclear protein 1 4046 1 0 1 0 2| rno-miR-540-3p -0.3! -0.36|N/A
FAMS6A ENST00000458008.4 family with sequence similarity 86, member A 5 1 1 0 0 0fmo-miR-540-3p -0.3] -0.3|N/A
ADGB ENST00000367493.3 androglobin 5 2 0 1 1 0| rno-miR-540-3p -0.3 -0.3|N/A
CLNSIA ENST00000525428.1 chloride channel, nucleotide-sensitive, 1A 553 1 0 1 0 0fmo-miR-540-3p -0.3] -0.3|N/A
SWAPT0 ENST00000318950.6 SWAP switching B-cell complex 70kDa subunit 492 2| 1 0) 1 0fmo-miR-540-3p -0.3] -0.3|N/A
RAPIGAP2 ENST00000254695.8 RAP1 GTPase activating protein 2 123 2| 0 2 0 2| rno-miR-540-3p -0.3! -0.3|N/A
PRICKLE4 ENST00000458694.1 prickle homolog 4 (Drosophila) 5| 1 0) 1 0) 0| rno-miR-540-3p -0.3] -0.3|N/A
TMOD2 ENST00000249700.4 tropomodulin 2 (neuronal) 117 2| 1 0 1 1| rno-miR-540-3p -0.3! -0.35|N/A
TULP4 ENST00000367094.2 tubby like protein 4 93 2| 0] 1 1 1| mo-miR-540-3p -0.3 -0.31|N/A
ANKRDI3A ENST00000261739.4 ankyrin repeat domain 13A 1644| 1 1 0 0 1{mo-miR-540-3p -0.3] -0.3|N/A
CRLF3 ENST00000324238.6 cytokine receptor-like factor 3 5 1 0 0 1 1| rno-miR-540-3p -0.3! -0.3|N/A
Clorf27 ENST00000287859.6 chromosome 1 open reading frame 27 222 1 0 0 1 0fmo-miR-540-3p -0.3] -0.3|N/A
CCL8 ENST00000394620.1 chemokine (C-C motif) ligand 8 5 1 0 1 0 0frno-miR-540-3p -0.3! -0.3|N/A
SOWAHD ENST00000343905.3 sosondowah ankyrin repeat domain family member D 12| 1 0) 0) 1 1{mo-miR-540-3p -0.3] -0.3|N/A
EFNA1L ENST00000368407.3 ephrin-Al 423 1 0 0 1 1{rno-miR-540-3p -0.3 -0.3|N/A
TOMIL2 ENST00000581396.1 target of mybl-like 2 (chicken) 35] 2| 0) 1 1 1{rno-miR-540-3p -0.3] -0.3|N/A
NEK3 ENST00000339406.3 NIMA-related kinase 3 66| 1 0] 0| 1 0] mo-miR-540-3p -0.3 -0.3|N/A
PEXSL ENST00000467460.1 peroxisomal biogenesis factor 5-like 5 2| 0 1 1 1| rno-miR-540-3p -0.3! -0.3|N/A
YIPF5S ENST00000274496.5 Yip!l domain family, member 5 594 1 0) 1 0) 1{rno-miR-540-3p -0.3] -0.34|N/A
ANXAT ENST00000372921.5 annexin A7 1433 1 0 0 1 0| rno-miR-540-3p -0.29 -0.29|N/A
FAMIS0A ENST00000338588.3 family with sequence similarity 180, member A 51 1 0) 1 0) 0| rno-miR-540-3p -0.29 -0.29|N/A
TNFAIP1 ENST00000226225.2 tumor necrosis factor, alpha-induced protein 1 (endothelial) 1565 2| 0 1 1 0| rno-miR-540-3p -0.29 -0.31{N/A
LYZL6 ENST00000293274.4 lysozyme-like 6 5 1 0 0 1 0[rno-miR-540-3p -0.29 -0.29|N/A
MED10 ENST00000255764.3 mediator complex subunit 10 760 1 0 1 0 0[ mo-miR-540-3p -0.29 -0.31|N/A
LTK ENST00000355166.5 leukocyte receptor tyrosine Kinase 5 1 0 1 0 0frno-miR-540-3p -0.29 -0.29|N/A
TCE25 ENST00000263347.7 transcription factor 25 (basic helix-loop-helix) 926 1 0 0 1 0[ mo-miR-540-3p -0.29 -0.3|N/A
CLTCL1 ENST00000353891.5 clathrin, heavy chain-like 1 89 1 0] 0] 1 0] mo-miR-540-3p -0.29] -0.29|N/A
SMOC1 ENST00000381280.4 SPARC related modular calcium binding 1 2743 2| 1 0 1 1| ro-miR-540-3p -0.29 -0.67|N/A
FAM203A ENST00000347708.4 family with sequence similarity 203, member A 5 1 1 0 0 0[ mo-miR-540-3p -0.29 -0.29|N/A
GAS2L1 ENST00000360113.2 growth arrest-specific 2 like 1 230| 2| 0] 1 1 0] mo-miR-540-3p -0.29] -0.29|N/A
STX12 ENST00000373943.4 syntaxin 12 1082 1 0 0 1 1{rno-miR-540-3p -0.29 -0.29|N/A
SEMAG6B ENST00000301293.3 sema domain, domain (TM), and cytoplasmic domain, (semaphorin) 6B 35 1 0] 0] 1 1| mo-miR-540-3p -0.29] -0.29|N/A
TTC31 ENST00000410003.1 tetratricopeptide repeat domain 31 132] 1 0 1 0 0f mo-miR-540-3p -0.29 -0.32|N/A
RACI ENST00000348035.4 ras-related C3 botulinum toxin substrate 1 (tho family, small GTP binding protein Racl) 739| 1 0 1 0 1| ro-miR-540-3p -0.29 -0.3|N/A
PRAF2 ENST00000376390.4 PRA1 domain family, member 2 1921 1 0] 0] 1 1| mo-miR-540-3p -0.29] -0.29|N/A
FOXP2 ENST00000408937.3 forkhead box P2 169 1 0 0 1 1{rno-miR-540-3p -0.29 -0.29|N/A
CHMP2B ENST00000263780.4 charged multivesicular body protein 2B 810| 1 0 1 0 0frno-miR-540-3p -0.29 -0.29|N/A
AIFM1 ENST00000535724.1 apoptosis-inducing factor, mitochondrion-associated, 1 2582 1 0 0 1 0[ mo-miR-540-3p -0.29 -0.29|N/A
STX2 ENST00000392373.2 syntaxin 2 216] 1 1 0] 0] 0] mo-miR-540-3p -0.29] -0.31|N/A
MPST ENST00000404393.1 mercaptopyruvate sulfur 145 2| 0 1 1 0frno-miR-540-3p -0.29 -0.29|N/A
DBNDDI ENST00000304733.3 dysbindin (dystrobrevin binding protein 1) domain containing 1 303 1 0 0 1 1{mo-miR-540-3p -0.29 -0.29|N/A
CELF2 ENST00000379261.4 CUGBP, Elav-like family member 2 45 2 0 2 0 1{rno-miR-540-3p -0.29 -0.33|N/A
TXLNA ENST00000373610.3 taxilin alpha 564 3 0 2 1 0| rno-miR-540-3p -0.29 -0.3|N/A
PLP2 ENST00000376327.5 proteolipid protein 2 (colonic epithelium-enriched) 463 1 0 1 0 0[ mo-miR-540-3p -0.29 -0.29|N/A
PRPH2 ENST00000230381.5 peripherin 2 (retinal degeneration, slow) 5 1 1 0 0 0frno-miR-540-3p -0.29 -0.29|N/A
LINC00998 ENST00000397764.3 long intergenic non-protein coding RNA 993 506 1 0 0 1 0frno-miR-540-3p -0.29 -0.29|N/A
Cl7orf49 ENST00000439424.2 chromosome 17 open reading frame 49 2093 1 0] 1 0] 0] mo-miR-540-3p -0.29] -0.29|N/A
CD207 ENST00000410009.3 CD207 molecule, langerin 5 1 0] 0] 1 0] mo-miR-540-3p -0.29] -0.29|N/A
CCDC151 ENST00000356392.4 coiled-coil domain containing 151 5 1 0 0 1 0frno-miR-540-3p -0.29 -0.29|N/A
FLI00418 ENST00000597002.1 5 1 0 0 1 1| mo-miR-540-3p -0.28 -0.28|N/A
GPR146 ENST00000297468.3 G protein-coupled receptor 146 5 1 0 0 1 1| mo-miR-540-3p -0.28 -0.28|N/A
ARHGEF39 ENST00000343259.3 Rho guanine nucleotide exchange factor (GEF) 39 141 1 0] 0] 1 0] mo-miR-540-3p -0.28] -0.28|N/A
SYT1 ENST00000457153.2 synaptotagmin [ 13 1 1 0 0 1| mo-miR-540-3p -0.28 -0.28|N/A
ARHGEF38 ENST00000420470.2 Rho guanine nucleotide exchange factor (GEF) 38 5 1 0 0 1 0frno-miR-540-3p -0.28 -0.28|N/A
ARNT ENST00000358595.5 aryl hydrocarbon receptor nuclear translocator 574 2| 1 0] 1 1] mo-miR-540-3p -0.28] -0.44|N/A
KTAA0355 ENST00000299505.6 KTAA0355 REE| 1 0 0 1 0[rno-miR-540-3p -0.28 -0.28]N/A




DEK ENST00000397239.3 DEK oncogene 561] 1 1 0 0 0[rno-miR-540-3p -0.28 -0.4|N/A
RUSCI1 ENST00000368352.5 RUN and SH3 domain containing 1 909 1 0] 0] 1 0] mo-miR-540-3p -O.2§| -O.2§| N/A
TPDS2L3 ENST00000344545.5 tumor protein D52-like 3 5 1 0 0 1 0[rno-miR-540-3p -0.28 -0.28|N/A
RABGAPIL ENST00000489615.1 RAB GTPase activating protein 1-like 364] 1 0 0 1 1{rmo-miR-540-3p -O.2§| -O.2§| N/A
AL138847.1 ENST00000593719.1 CDNA FLJ26506 fis, clone KDN07105; Uncharacterized protein 5 1 0) 0) 1 0| rno-miR-540-3p -0.28 -0.28|N/A
KCNK13 ENST00000282146.4 potassium channel, subfamily K, member 13 11 1 0 1 1] 0fmo-miR-540-3p -0.28 -0.28|N/A
THSD7B ENST00000409968.1 thrombospondin, type I, domain containing 7B 5 1 0 1 0 0frno-miR-540-3p -0.28 -0.28|N/A
ALOX12 ENST00000251535.6 arachidonate 12-lipoxygenase S 1 0] 1 0] 0] mo-miR-540-3p -0.28] -0.28|N/A
CLMP ENST00000448775.2 CXADR-like I protein 212 1 1 0 0 0| ro-miR-540-3p -0.28 -0.28|N/A
SLCI9B2 ENST00000503103.1 solute carrier family 9, subfamily B (NHA2, cation proton antiporter 2), member 2 22 1 0 0 1 0frno-miR-540-3p -0.28 -0.28|N/A
SOX1 ENST00000330949.1 SRY (sex determining region Y)-box 1 5 1 0 0 1 1{mo-miR-540-3p -0.28 -0.28|N/A
GPD2 ENST00000540309.1 glycerol-3-phosphate dehydrogenase 2 (mitochondrial) 196| 1 1 0 0 0frno-miR-540-3p -0.28 -0.28|N/A
SLC7A6 ENST00000219343.6 solute carrier family 7 (amino acid transporter light chain, y+L system), member 6 1044 2 1 1 0 1{mo-miR-540-3p -0.28 -0.41|N/A
Cl5orf52 ENST00000397536.2 chromosome 15 open reading frame 52 14 2 1 1 0 1| mo-miR-540-3p -0.28 -0.28 N/A
MBD6 ENST00000355673.3 methyl-CpG binding domain protein 6 24| 2 0 1 1 0[rmo-miR-540-3p -0.28 -0.28|N/A
Cl0orfs5 ENST00000409178.1 chromosome 10 open reading frame 55 5 1 0 0 1 1] mo-miR-540-3p -0.28 -0.28| N/A
TNFSF8 ENST00000223795.2 tumor necrosis factor (ligand) superfamily, member 8 5 1 0 0 1 1| mo-miR-540-3p -0.28 -0.28 N/A
ASFIB ENST00000263382.3 anti-silencing function 1B histone chaperone 300| 1 0 1 0 1{mo-miR-540-3p -0.28 -0.28|N/A
PCDH1 ENST00000503492.1 protocadherin 1 30 2 0 2 0 4{rno-miR-540-3p -0.28 -0.33|N/A
DNDI ENST00000542735.1 DND microRNA-mediated repression inhibitor 1 5 1 0 1 0 0frmo-miR-540-3p -0.28 -0.28|N/A
MYOTA ENST00000409709.3 myosin VIIA 64 2 0 1 1 0frno-miR-540-3p -0.28 -0.28 N/A
CYP2S1 ENST00000310054.4 cytochrome P450, family 2, subfamily S, polypeptide 1 150] 1 0 1 0 0frmo-miR-540-3p -0.28 -0.28|N/A
PNMA2 ENST00000522362.2 paraneoplastic Ma antigen 2 362 1 0 0 1 1| mo-miR-540-3p -0.28 -0.28 N/A
ADORA3 ENST00000369716.4 adenosine A3 receptor 5 2 0 1 1 0frmo-miR-540-3p -0.28 -0.51|N/A
R3HDM4 ENST00000361574.5 R3H domain containing 4 123] 1 0 1 0 2[rno-miR-540-3p -0.28 -0.28 N/A
LMAN2L ENST00000264963.4 lectin, mannose-binding 2-like 355 1 1 0 0 0frmo-miR-540-3p -0.28 -0.29|N/A
PLIN2 ENST00000411567.1 perilipin 2 887 1 0 0 1 0| rmo-miR-540-3p -0.28 -0.28|N/A
RAII4 ENST00000265109.3 retinoic acid induced 14 222 2 0 0 2 0| rno-miR-540-3p -0.27 0.28[N/A
PIP4K2C ENST00000354947.5 phosphatidylinositol-5-phosphate 4-kinase, type II, gamma 457 1 1 0 0 0frmo-miR-540-3p -0.27 -0.3|N/A
PRIM2 ENST00000607273.1 primase, DNA, polypeptide 2 (58kDa) 32 1 0 0 1 0| ro-miR-540-3p -0.27 -0.27|N/A
CHRNAIO ENST00000250699.2 cholinergic receptor, nicotinic, alpha 10 (neuronal) 5 1 0 1 0 0frmo-miR-540-3p -0.27 -0.27|N/A
Clorf61 ENST00000368243.1 chromosome 1 open reading frame 61 5 1 0 0 1 0| rno-miR-540-3p -0.27 -0.27|N/A
ARHGAP35 ENST00000404338.3 Rho GTPase activating protein 35 278 2 0 0 2 0frmo-miR-540-3p -0.27 -0.27|N/A
RNFI121 ENST00000393713.3 ring finger protein 121 610| 1 1 0 0 0frno-miR-540-3p -0.27 -0.28|N/A
AKT3 ENST00000366539.1 v-akt murine thymoma viral oncogene homolog 3 168 2 1 0 1 1{mo-miR-540-3p -0.27 -0.28|N/A
BTN2A2 ENST00000432533.2 butyrophilin, subfamily 2, member A2 125 1 0 0 1 0frno-miR-540-3p -0.27 -0.27|N/A
GDI1 ENST00000447750.2 GDP dissociation inhibitor 1 21] 1 0 0 1 0fmo-miR-540-3p -0.27 -0.27|N/A
TIMM22 ENST00000327158.4 translocase of inner mitochondrial membrane 22 homolog (yeast) 290| 1 0 1 0 0fmo-miR-540-3p -0.27 -0.27|N/A
CD74 ENST00000: 95.3 CD74 molecule, major histocompatibility complex, class II invariant chain 168 1 0 1 0 0frno-miR-540-3p -0.27 -0.27|N/A
IL2RB ENST00000216223.5 interleukin 2 receptor, beta 5 1 0 1 0 1{mo-miR-540-3p -0.27 -0.27|N/A
SLC4AIAP ENST00000326019.6 solute carrier family 4 (anion exchanger), member 1, adaptor protein 37 1 0 1 0 0frno-miR-540-3p -0.27 -0.27|N/A
1QCG ENST00000265239.6 1Q motif containing G 22| 1 0 1 0 0fmo-miR-540-3p -0.27 -0.27|N/A
KREMEN2 ENST00000572045.1 kringle containin; brane protein 2 23] 1 1 0 0 0[rno-miR-540-3p -0.27 -0.27|N/A
RIMS2 ENST00000507740.1 il synaptic exocytosis 2 8| 2 0 1 1 1{mo-miR-540-3p -0.27 -0.27|N/A
EFTUD2 ENST00000426333.2 elongation factor Tu GTP binding domain containing 2 3704 1 0 1 0 0frno-miR-540-3p -0.27 -0.27|N/A
SNAPC2 ENST00000221573.6 small nuclear RNA activating complex, polypeptide 2, 45kDa 257 1 0 0 1 0fmo-miR-540-3p -0.27 -0.27|N/A
TSPANIS ENST00000340160.3 tetraspanin 18 332 1 0 0 1 1| mo-miR-540-3p -0.27 -0.28|N/A
DNAHI17-AS1 ENST00000598378.1 DNAH17 antisense RNA 1 23 1 0] 1 [ 1| mo-miR-540-3p -0.27 -0.36|N/A
UPF2 ENST00000356352.2 UPF2 regulator of nonsense transcripts homolog (yeast) 5 1 0 1 0 0fmo-miR-540-3p -0.27 -0.27|N/A
ARTN ENST00000372359.5 artemin 18 1 0 0 1 0[rno-miR-540-3p -0.27 -0.27|N/A
C3orf38 ENST00000486971.1 chromosome 3 open reading frame 38 683 1 0 0 1 0fmo-miR-540-3p -0.27 -0.27|N/A
ZCCHCS ENST00000321110.1 zinc finger, CCHC domain containing 5 5 1 1 0 0 0frno-miR-540-3p -0.27 -0.27|N/A
RAB43 ENST00000476465.1 RABA43, member RAS oncogene family 5 1 0 0 1 1{mo-miR-540-3p -0.27 -0.28|N/A
ANXA6 ENST00000354546.5 annexin A6 10462 1 0 0 1 0fmo-miR-540-3p -0.27 -0.27|N/A
CLPTM1 ENST00000337392.5 cleft lip and palate associated t protein | 1113 1 0 0 1 1{rno-miR-540-3p -0.27 -0.27|N/A
NMURIL ENST00000305141.4 neuromedin U receptor 1 5 1 0 1 0 1{mo-miR-540-3p -0.27 -0.27|N/A
KIF23 ENST00000559279.1 kinesin family member 23 140 1 0 1 0 0[rno-miR-540-3p -0.27 -0.33[N/A
OMP ENST00000529803.1 olfactory marker protein 9 1 0 0 1 0fmo-miR-540-3p -0.27 -0.27|N/A
ADCYAP] ENST00000579794.1 adenylate cyclase activating polypeptide 1 (pituitary) 35 1 0 0 1 0frno-miR-540-3p -0.27 -0.27|N/A
PARMI1 ENST00000513238.1 prostate androgen-regulated mucin-like protein 1 161 1 0 0 1 1{mo-miR-540-3p -0.27 -0.32|N/A
'WDR45 ENST00000553851.1 WD repeat domain 45 1921 1 0 0 1 1{rno-miR-540-3p -0.27 -0.27|N/A
AF196779.12 ENST00000376358.3 Uncharacterized protein; WD repeat domain phosphoinositide-interacting protein 4 1921 1 0) 0) 1 1{rno-miR-540-3p -0.27 -0.27|N/A
FAMI198B ENST00000585682.1 family with sequence similarity 198, member B 25| 1 1 0) 0) 0| rno-miR-540-3p -0.27 -0.27|N/A
FUT6 ENST00000524754.1 fucosyltr: 6 (alpha (1,3) fucosy! ) 45| 1 0 0 1 0[rno-miR-540-3p -0.27 -0.27|N/A
PDESB ENST00000264917.5 phosphodiesterase 8B 186| 2| 1 1 [ 3| mo-miR-540-3p -0.27 -0.59|N/A
ENTPDS ENST00000334696.6 ectonucleoside triphosphate diphosphohydrolase 5 105] 1 0 1 0 0frno-miR-540-3p -0.27 -0.27|N/A
TMEM54 ENST00000373463.3 t protein 54 35 1 0] 0] 1 0] mo-miR-540-3p -0.27 -0.27|N/A
CSNK2A2 ENST00000262506.3 casein kinase 2, alpha prime polypeptide 99 1 0 0 1 1{mo-miR-540-3p -0.27 -0.27|N/A
GBPS ENST00000343435.5 guanylate binding protein 5 5 1 0 0 1 0frno-miR-540-3p -0.27 -0.27|N/A
GMPPA ENST00000358215.3 GDP-mannose pyrophosphorylase A 1133 1 0 0 1 0fmo-miR-540-3p -0.27 -0.27|N/A
DOK2 ENST00000276420.4 docking protein 2, 56kDa 5 1 0 1 0 0frno-miR-540-3p -0.27 -0.27|N/A
SPRN ENST00000414069.2 shadow of prion protein homolog (zebrafish) 5 1 0 1 0 1{mo-miR-540-3p -0.27 -0.27|N/A
CCDC8 ENST00000307522.3 coiled-coil domain containing 8 68 1 0 0 1 0fmo-miR-540-3p -0.27 -0.28|N/A
ATP2B4 ENST00000367218.3 ATPase, Ca++ transporting, plasma membrane 4 73111 2| 0 0 2 0frno-miR-540-3p -0.27 -0.27|N/A
OAF ENST00000328965.4 OAF homolog (Drosophila) 1447, 1 0] 0] 1 0] mo-miR-540-3p -0.27 -0.27|N/A
ELMO3 ENST00000360833.1 engulfment and cell motility 3 80| 1 0 0 1 0frno-miR-540-3p -0.27 -0.27|N/A
HIFIA ENST00000323441.6 hypoxia inducible factor 1, alpha subunit (basic helix-loop-helix transcription factor) 1955 2| 0) 1 1 1{rno-miR-540-3p -0.27 -0.34[N/A
B3GALT4 ENST00000451237.1 UDP-Gal:betaGIcNA beta 1,3-galactosyl polypeptide 4 13 1 0 0 1 0| rno-miR-540-3p -0.26 -0.26|N/A
PVRL2 ENST00000252485.4 poliovirus receptor-related 2 (herpesvirus entry mediator B) 494 1 0 0 1 0fmo-miR-540-3p -0.26 -0.26|N/A
LAGE3 ENST00000407062.1 L antigen family, member 3 335 1 0 1 0 0fmo-miR-540-3p -0.26 -0.26|N/A
CA4 ENST00000300900.4 carbonic anhydrase IV 80| 1 0 1 0 0frno-miR-540-3p -0.26 -0.26|N/A
PTPLB ENST00000383657.5 protein tyrosine phosphatase-like (proline instead of catalytic arginine), member b 1275 1 1 0 0 0fmo-miR-540-3p -0.26 -0.26|N/A
GYPA ENST00000360771.4 glycophorin A (MNS blood group) 5 1 0 1 0 0frno-miR-540-3p -0.26 -0.26|N/A
RHOG ENST00000351018.4 ras homolog family member G 58 1 0 0 1 0fmo-miR-540-3p -0.26 -0.26|N/A
NCS1 ENST00000372398.3 neuronal calcium sensor 1 1083 1 0 0) 1 0| rno-miR-540-3p -0.26 -0.27|N/A
MYOIA ENST00000300119.3 myosin IA 106] 1 1 0 0 0[rno-miR-540-3p -0.26 -0.26|N/A
CEP290 ENST00000547691.2 centrosomal protein 290kDa 10| 1 0] 1 0] 0] mo-miR-540-3p -0.26] -0.26|N/A
SH3BGRL ENST00000373212.5 SH3 domain binding glutamic acid-rich protein like 2034 1 0 0 1 2| rno-miR-540-3p -0.26 -0.4|N/A
MPZL1 ENST00000474859.1 myelin protein zero-like 1 3146 1 1 0 0 0[ mo-miR-540-3p -0.26 -0.28|N/A
HMG20A ENST00000336216.4 high mobility group 20A 391 1 0] 1 0] 0] mo-miR-540-3p -0.26] -0.26|N/A
STARD3NL ENST00000009041.7 STARD3 N-terminal like 1911 2 0 2 0 0| rno-miR-540-3p -0.26 -0.4|N/A
KCNBI ENST00000371741.4 potassium voltage-gated channel, Shab-related subfamily, member 1 5 4 0 3 1 2| ro-miR-540-3p -0.26 -0.26|N/A
ARRDC3 ENST00000265138.3 arrestin domain containing 3 1313 2 0 1 1 0fmo-miR-540-3p -0.26 -0.26|N/A
CMPK1 ENST00000371873.5 cytidine monophosphate (UMP-CMP) kinase 1, cytosolic 4366 1 0 0 1 0frno-miR-540-3p -0.26 -0.26|N/A
GLIS2 ENST00000262366.3 GLIS family zinc finger 2 17, 1 0] 0] 1 3| mo-miR-540-3p -0.26] -0.26|N/A
KLHL22 ENST00000328879.4 kelch-like family member 22 76) 1 0] 1 0] 0] mo-miR-540-3p -0.26] -0.26|N/A
Cl170rf78 ENST00000586700.1 chromosome 17 open reading frame 78 5 1 0 1 0 0frno-miR-540-3p -0.26 -0.26|N/A
PIM3 ENST00000360612.4 pim-3 oncogene 9434 2| 0] 1 1 0] mo-miR-540-3p -0.26] -0.26|N/A
WBPIL ENST00000369889.4 WW domain binding protein 1-like 5 2] 0 1 1 0| rno-miR-540-3p -0.26 -0.26|N/A
METRNL ENST00000320095.7 meteorin, glial cell differentiation regulator-like 353 1 0 1 0 1| ro-miR-540-3p -0.26 -0.26|N/A
MOB3C ENST00000319928.3 MOB kinase activator 3C 141 1 0] 1 0] 1| mo-miR-540-3p -0.26] -0.26|N/A
RBCK1 ENST00000356286.5 RanBP-type and C3HC4-type zinc finger containing 1 2123] 1 0 0 1 1{ mo-miR-540-3p -0.26 -0.26|N/A
LIN28B ENST00000345080.4 1in-28 homolog B (C. clegans) 118 1 1 0 0 1{rno-miR-540-3p -0.26 -0.26|N/A
TAZ ENST00000299328.5 tafazzin 1269) 1 0] 0] 1 0] mo-miR-540-3p -0.26] -0.26|N/A
MKL2 ENST00000318282.5 MKL/myocardin-like 2 992) 2 1 0 1 2[rno-miR-540-3p -0.26 -0.26|N/A
CAP1 ENST00000372797.3 CAP, adenylate cyclase-associated protein 1 (yeast) 24| 1 0 0 1 0frno-miR-540-3p -0.26 -0.26|N/A
CD34 ENST00000356522.4 CD34 molecule S 1 0] 1 0] 1| mo-miR-540-3p -0.26] -0.26|N/A
AC022498.1 ENST00000392468.2 Uncharacterized protein 5 1 0 1 0 0| rno-miR-540-3p -0.26 -0.26|N/A
COQ9 ENST00000262507.6 coenzyme Q9 homolog (S. cerevisiae) 1097 1 0 1 0 0frno-miR-540-3p -0.26 -0.26|N/A
AC002472.13 ENST00000543388.1 Leucine-rich repeat-containing protein LOC400891 5 1 0 0 1 2| ro-miR-540-3p -0.26 -0.26|N/A
ENAH ENST00000366844.3 enabled homolog (Drosophila) 415 2 0 2 0 1{rmo-miR-540-3p -0.26 -0.36|N/A
MANBAL ENST00000397150.1 mannosidase, beta A, lysosomal-like 2819 1 0 0 1 0frno-miR-540-3p -0.26 -0.26|N/A
VL ENST00000368764.3 involucrin 5 1 0 1 0 0fmo-miR-540-3p -0.26 -0.26|N/A
TYR ENST00000263321.5 tyrosinase 5 1 0 1 0 0[ro-miR-540-3p -0.26 -0.26|N/A
ZNF16 ENST00000276816.4 zinc finger protein 16 144] 1 0 1 0 0fmo-miR-540-3p -0.26 -0.26|N/A
KRTI15 ENST00000393981.3 keratin 15 8| 1 0 1 0 1{rno-miR-540-3p -0.26 -0.26|N/A
ARFIP2 ENST00000254584.2 ADP-ribosylation factor interacting protein 2 79—8‘ 1 0 0 1 0frno-miR-540-3p -0.26 -0.27|N/A
NPY4R ENST00000374312.1 neuropeptide Y receptor Y4 10‘ 2 1 0 1 0fmo-miR-540-3p -0.26 -0.54|N/A
ENTPD2 ENST00000355097.2 ectonucleoside triphosphate diphosphohydrolase 2 8] 1 0] 1 0] 0] mo-miR-540-3p -0.26] -0.26|N/A




ELP4 ENST00000395934.2 elongator acetyltransferase complex subunit 4 282 1 0 1 0 0frno-miR-540-3p -0.26 -0.26|N/A
TM6SF1 ENST00000379390.6 t 6 superfamily member 1 211 1 0] 1 0] 0] mo-miR-540-3p -0.26] -0.26|N/A
REEP2 ENST00000254901.5 receptor accessory protein 2 606| 1 0 0 1 1| mo-miR-540-3p -0.26 -0.26|N/A
ZNF436 ENST00000314011.4 zinc finger protein 436 73 1 0 1 0 1{rmo-miR-540-3p -0.26 -0.26|N/A
ATPSE ENST00000243997.3 ATP synthase, H+ transporting, mitochondrial F1 complex, epsilon subunit 575 2| 0 0 2 0frno-miR-540-3p -0.25 -0.42|N/A
MANEA ENST00000358812.4 mannosidase, endo-alpha 41 1 0 1 1] 0fmo-miR-540-3p -0.25 0.28|N/A
APEH ENST00000296456.5 acylaminoacyl-peptide hydrolase 794 1 0 1 0 0frno-miR-540-3p -0.25 -0.25|N/A
PCBD2 ENST00000512783.1 pl[egniéif éllglf;a—zcarbmolamme dehydratase/dimerization cofactor of hepatocyte nuclear factor 1 05, 1 0 0 1 0| rmo-miR-540-3p 025 0.25/N/A
alpha
BTC ENST00000395743.3 betacellulin 12 2 0 0 2 0| ro-miR-540-3p -0.25 -0.25|N/A
Cl7orf103 ENST00000468196.1 chromosome 17 open reading frame 103 54 1 0 0 1 1| mo-miR-540-3p -0.25 -0.25|N/A
USHIG ENST00000319642.1 Usher syndrome 1G (autosomal recessive) 5 1 0 0 1 1] mo-miR-540-3p -0.25 -0.25|N/A
ANO1 ENST00000355303.5 anoctamin 1, calcium activated chloride channel 78 1 1 0 0 0frmo-miR-540-3p -0.25 -0.25|N/A
CXCL1 ENST00000395761.3 chemokine (C-X-C motif) ligand 1 (melanoma growth stimulating activity, alpha) 5 1 0 0 1 0frno-miR-540-3p -0.25 -0.25[N/A
ZC3HTA ENST00000396516.2 zinc finger CCCH-type containing 7A 1071} 1 0 0 1 0frmo-miR-540-3p -0.25 -0.25|N/A
CEPSTL1 ENST00000368968.2 centrosomal protein S7kDa-like 1 90) 1 0 1 0 1] mo-miR-540-3p -0.25 -0.29|N/A
TEF ENST00000266304.4 thyrotrophic embryonic factor 60| 2 1 1 0 0frmo-miR-540-3p -0.25 -0.27|N/A
POU3F1 ENST00000373012.2 POU class 3 homeobox 1 9 1 0 1 0 0| rno-miR-540-3p -0.25 -0.25|N/A
CCDC180 ENST00000395220.1 coiled-coil domain containing 180 10| 2 0 0 2 0frmo-miR-540-3p -0.25 -0.25|N/A
CIQTNFI ENST00000392445.2 Clq and tumor necrosis factor related protein 1 74 1 0 1 0 1| mo-miR-540-3p -0.25 -0.25[N/A
GPCPD1 ENST00000379019.4 glycerophosphocholine phosphodiesterase GDEI homolog (S. cerevisiae) 155 1 0 0 1 1{mo-miR-540-3p -0.25 -0.25|N/A
DGCR2 ENST00000545799.1 DiGeorge syndrome critical region gene 2 1754| 1 0 1 0 1{mo-miR-540-3p -0.25 -0.27|N/A
TMBIM1 ENST00000258412.3 transmembrane BAX inhibitor motif containing 1 2201] 1 0 1 0 0[rno-miR-540-3p -0.25 -0.25|N/A
RABIIFIP4 ENST00000325874.8 RABI1 family interacting protein 4 (class IT) 169 1 1 0 0 0frmo-miR-540-3p -0.25 -0.26|N/A
SLIT3 ENST00000519560.1 slit homolog 3 (Drosophila) 13 2 2 0 0 1] mo-miR-540-3p -0.25 -0.31|N/A
TMEM14C ENST00000229563.5 I protein 14C 62) 1 0 1 0 0[ro-miR-540-3p -0.25 -0.25|N/A
Clorf74 ENST00000294811.1 chromosome 1 open reading frame 74 S 1 0 0 1 0| rno-miR-540-3p -0.25 -0.25|N/A
SLC25A26 ENST00000354883.6 solute carrier family 25 (S-adenosylmethionine carrier), member 26 1791 2 1 1 0 1{mo-miR-540-3p -0.25 -0.67|N/A
NDUFA4L2 ENST00000556732.1 NADH dehydrogenase (ubiquinone) 1 alpha subcomplex, 4-like 2 10] 1 0 1 0 0| rno-miR-540-3p -0.25 -0.25|N/A
TMEMI154 ENST00000304385.3 I protein 154 5 1 0 1 0 0| rmo-miR-540-3p -0.25 -0.25|N/A
FAM221B ENST00000423537.2 family with sequence similarity 221, member B 5 1 0 1 0 0| rno-miR-540-3p -0.25 -0.25|N/A
ELL2 ENST00000237853.4 elongation factor, RNA polymerase I, 2 397 1 0 1 0 0frmo-miR-540-3p -0.25 -0.25|N/A
HS6ST3 ENST00000376705.2 heparan sulfate 6-O-sulfotransferase 3 598 1 1 0 0 1| mo-miR-540-3p -0.25 -0.25|N/A
RIMKLB ENST00000357529.3 ribosomal modification protein rimK-like family member B 164] 2 0 0 2 0fmo-miR-540-3p -0.25 -0.34|N/A
CPEB3 ENST00000412050.4 cytoplasmic polyadenylation element binding protein 3 48 2| 1 0 1 0frno-miR-540-3p -0.25 -0.25|N/A
RND2 ENST00000344533.1 Rho family GTPase 2 26 1 0 1 0 0fmo-miR-540-3p -0.25 -0.25|N/A
MSI1 ENST00000257552.2 musashi RNA-binding protein 1 287 1 0 1 0 1{rno-miR-540-3p -0.25 -0.25|N/A
FLJ45079 ENST00000374983.2 5 1 0 0 1 2[rno-miR-540-3p -0.25 -0.25|N/A
CS ENST00000348567.1 citrate synthase 52| 1 0 1 0 0fmo-miR-540-3p -0.25 -0.25|N/A
PRRG3 ENST00000370353.3 proline rich Gla (G-carboxyglutamic acid) 3 (¢ brane) 5 2| 0 1 1 0[rno-miR-540-3p -0.25 -0.25|N/A
SREK1 ENST00000334121.6 splicing regulatory glutamine/lysine-rich protein 1 316| 1 0 0 1 0fmo-miR-540-3p -0.25 -0.25|N/A
FNBP4 ENST00000263773.5 formin binding protein 4 91| 1 0 1 0 0frno-miR-540-3p -0.25 -0.25|N/A
SLC26A10 ENST00000379218.2 solute carrier family 26, member 10 25 1 1 0 0 0fmo-miR-540-3p -0.25 -0.25|N/A
MAP2KS ENST00000178640.5 mitogen-activated protein kinase kinase 5 406 1 0 0 1 0frno-miR-540-3p -0.25 -0.25|N/A
FAMI89A1 ENST00000261275.4 family with sequence similarity 189, member A1 12| 1 0 1 0 2| mo-miR-540-3p -0.25 -0.25|N/A
BBC3 ENST00000341983.4 BCL2 binding component 3 87 1 0 0 1 0frno-miR-540-3p -0.25 -0.25|N/A
DIRAS2 ENST00000375765.3 DIRAS family, GTP-binding RAS-like 2 5 1 0 0 1 1| mo-miR-540-3p -0.25 -0.25|N/A
TREMLI ENST00000373127.4 triggering receptor expressed on myeloid cells-like 1 5 1 0 1 0 0fmo-miR-540-3p -0.25 -0.25|N/A
PPIF ENST00000394579.3 peptidylprolyl isomerase F 9304 1 0 0 1 0frno-miR-540-3p -0.25 -0.25|N/A
OXNADI ENST00000285083.5 oxidoreductase NAD-binding domain containing 1 230| 1 0 1 0 0[mo-miR-540-3p -0.25 -0.28|N/A
PQLCI ENST00000590381.1 PQ loop repeat containing 1 1060 1 0 0 1 1{rno-miR-540-3p -0.25 -0.3|N/A
DCAF15 ENST00000254337.6 DDBI and CUL4 associated factor 15 304 1 0 1 0 0fmo-miR-540-3p -0.25 -0.35|N/A
ATNI1 ENST00000356654.4 atrophin 1 187 1 0 0 1 0| rno-miR-540-3p -0.25 -0.25|N/A
FBXO10 ENST00000432825.2 F-box protein 10 14| 1 1 0 0 0fmo-miR-540-3p -0.25 -0.25|N/A
ERLECI ENST00000185150.4 endoplasmic reticulum lectin 1 4397 1 0 0 1 0fmo-miR-540-3p -0.25 -0.25|N/A
TFNLR1 ENST00000327575.2 interferon, lambda receptor 1 15 2| 0 0 2 0frno-miR-540-3p -0.25 -0.29|N/A
PCYTIA ENST00000292823.2 phosphate cytidylyltransferase 1, choline, alpha 731 2 1 0 1 0fmo-miR-540-3p -0.25 -0.31|N/A
KIAA0226 ENST00000273582.5 KIAA0226 89 1 0 0 1 2[rno-miR-540-3p -0.25 -0.31|N/A
BTN2A1 ENST00000429381.1 butyrophilin, subfamily 2, member Al 839 1 0 0 1 0[mo-miR-540-3p -0.24 -0.24|N/A
CPLX2 ENST00000359546.4 complexin 2 5| 1 0] 0| 1 1| mo-miR-540-3p -0.24] -0.24|N/A
SRAT ENST00000336283.6 steroid receptor RNA activator 1 1775 1 0 0 1 0frno-miR-540-3p -0.24 -0.24|N/A
MED19 ENST00000337672.2 mediator complex subunit 19 25| 1 0) 0) 1 0| rno-miR-540-3p -0.24 -0.24|N/A
G3BP1 ENST00000394123.3 GTPase activating protein (SH3 domain) binding protein 1 688 2| 0 1 1 1| ro-miR-540-3p -0.24 -0.29|N/A
PRRSL ENST00000527487.1 proline rich 5 like 238 1 0] 0] 1 1| mo-miR-540-3p -0.24] -0.27|N/A
ARGLU1 ENST00000400198.3 arginine and glutamate rich 1 9450 1 0 0) 1 0| rno-miR-540-3p -0.24 -0.24[N/A
IMID4 ENST00000366758.3 Jjumonji domain containing 4 1570] 1 0 1 0 0frno-miR-540-3p -0.24 -0.29|N/A
FAMI54A ENST00000380530.1 family with sequence similarity 154, member A 5 1 0 0 1 0fmo-miR-540-3p -0.24 -0.24|N/A
CIQTNEFS ENST00000528368.1 Clq and tumor necrosis factor related protein 5 5 1 0 0 1 0frno-miR-540-3p -0.24 -0.24(N/A
1GDCC3 ENST00000327987.4 immunoglobulin superfamily, DCC subclass, member 3 464| 2| 1 1 0) 2| mo-miR-540-3p -0.24 -0.24|N/A
KANK2 ENST00000586659.1 KN motif and ankyrin repeat domains 2 1735 1 0 0 1 0frno-miR-540-3p -0.24 -0.24|N/A
1YD ENST00000344419.3 iodotyrosine deiodinase 5 1 0 1 0 1{mo-miR-540-3p -0.24 -0.24|N/A
MYOZ1 ENST00000359322.4 myozenin 1 5 1 0 0 1 0| rno-miR-540-3p -0.24 -0.24|N/A
GARI ENST00000394631.3 GARI ribonucleoprotein 82) 1 0 0 1 0| rno-miR-540-3p -0.24 -0.24|N/A
SYP ENST00000263233.4 synaptophysin 15 1 0 1 0 1{mo-miR-540-3p -0.24 -0.24|N/A
MYO6 ENST00000369981.3 myosin VI 297, 1 0 0 1 2[rno-miR-540-3p -0.24 -0.29|N/A
BUDI13 ENST00000375445.3 BUD!3 homolog (S. cerevisiae) 57 1 0] 1 [ 0] mo-miR-540-3p -0.24] -0.24|N/A
RSPO1 ENST00000373059.1 R-spondin 1 5 1 1 0 0 1{rno-miR-540-3p -0.24 -0.24|N/A
TRPM6 ENST00000360774.1 transient receptor potential cation channel, subfamily M, member 6 21] 1 0 0 1 1| rno-miR-540-3p -0.24 -0.24|N/A
LRRC58 ENST00000295628.3 leucine rich repeat containing 58 940 1 1 0 0 0fmo-miR-540-3p -0.24 -0.24|N/A
GADI1 ENST00000358196.3 glutamate decarboxylase 1 (brain, 67kDa) 16| 1 0 0 1 0frno-miR-540-3p -0.24 -0.28|N/A
CAMK2N1 ENST00000375078.3 calcium/calmodulin-dependent protein kinase IT inhibitor 1 6631] 1 0 0 1 0fmo-miR-540-3p -0.24 -0.24|N/A
1L20 ENST00000367098.1 interleukin 20 5 1 0 0 1 0| rno-miR-540-3p -0.24 -0.24|N/A
GPR20 ENST00000377741.3 G protein-coupled receptor 20 34] 2| 1 0) 1 0| rno-miR-540-3p -0.24 -0.29|N/A
TAOK2 ENST00000308893.4 TAO kinase 2 136] 1 0 1 0 0] rno-miR-540-3p -0.24 -0.24|N/A
DEF6 ENST00000316637.5 differentially expressed in FDCP 6 homolog (mouse) 35 1 0 0 1 0frno-miR-540-3p -0.24 -0.24|N/A
FAM49A ENST00000381323.3 family with sequence similarity 49, member A 38 1 0 1 0 1{mo-miR-540-3p -0.24 -0.29|N/A
KRTAP1-5 ENST00000361883.5 keratin associated protein 1-5 67 1 0 0 1 0frno-miR-540-3p -0.24 -0.24|N/A
AC004899.1 ENST00000596947.1 Uncharacterized protein S 1 0] 0] 1 0] mo-miR-540-3p -0.24] -0.24|N/A
PLD5 ENST00000536534.2 phospholipase D family, member 5 5 1 0 0 1 2| ro-miR-540-3p -0.24 -0.24|N/A
DYNLTI ENST00000367088.1 dynein, light chain, Tctex-type 1 8| 1 0 1 0 0| rno-miR-540-3p -0.24 -0.24|N/A
RHPN2 ENST00000254260.3 rhophilin, Rho GTPase binding protein 2 S 1 0] 0] 1 0] mo-miR-540-3p -0.24] -0.24|N/A
VAPB ENST00000395802.3 VAMP (vesicle-associated membrane protein)-associated protein B and C 391 2 0 2 0 1{mo-miR-540-3p -0.24 -0.27|N/A
JOSD2 ENST00000601423.1 Josephin domain containing 2 96 1 0 0 1 0frno-miR-540-3p -0.24 -0.24|N/A
GBAS ENST00000322090.3 glioblastoma amplified sequence 273 1 0) 1 0) 0| rno-miR-540-3p -0.24 -0.24|N/A
C2orf73 ENST00000398634.2 chromosome 2 open reading frame 73 5 1 0 1 0 0frno-miR-540-3p -0.24 -0.24|N/A
NTRK3 ENST00000394480.2 neurotrophic tyrosine kinase, receptor, type 3 7 2| 1 1 0 0frno-miR-540-3p -0.24 -0.24|N/A
WTAP ENST00000358372.4 Wilms tumor 1 associated protein 286 1 0 0 1 0[ mo-miR-540-3p -0.24 -0.25|N/A
EGLN1 ENST00000366641.3 egl-9 family hypoxia-inducible factor 1 505 1 0 0 1 1| ro-miR-540-3p -0.24 -0.24|N/A
SEC22A ENST00000481965.2 SEC22 vesicle trafficking protein homolog A (S. cerevisiae) 294] 1 0 0 1 0frno-miR-540-3p -0.24 -0.24|N/A
SH3BPSL ENST00000366472.5 SH3-binding domain protein 5-like 379 1 0] 1 0] 0] mo-miR-540-3p -0.24] -0.24|N/A
REG4 ENST00000354219.1 regenerating islet-derived family, member 4 5 1 0 1 0 0frno-miR-540-3p -0.24, -0.24|N/A
SDF4 ENST00000263741.7 stromal cell derived factor 4 2036| 1 0 1 0 0frno-miR-540-3p -0.24 -0.24|N/A
TSC1 ENST00000298552.3 tuberous sclerosis 1 838 3 0] 1 2| 1| mo-miR-540-3p -0.24] -0.26|N/A
HABP2 ENST00000542051.1 hyaluronan binding protein 2 34 1 0 0 1 2| rno-miR-540-3p -0.24 -0.35|N/A
TTLL3 ENST00000383827.1 tubulin tyrosine ligase-like family, member 3 10| 1 0 1 0 1| ro-miR-540-3p -0.24 -0.24|N/A
PLXNA2 ENST00000367033.3 plexin A2 8 2| 0] 0] 2| 2| mo-miR-540-3p -0.24] -0.24|N/A
TMC7 ENST00000421369.3 I channel-like 7 54 1 1 0 0 2[rno-miR-540-3p -0.24 -0.4|N/A
CDHI8 ENST00000382275.1 cadherin 18, type 2 5 1 0 0 1 2|rno-miR-540-3p -0.24 -0.27|N/A
MRRF ENST00000344641.3 mitochondrial ribosome recycling factor 85| 2 0 0 2 0[ mo-miR-540-3p -0.24 -0.24|N/A
GLP2R ENST00000262441.5 glucagon-like peptide 2 receptor 247 1 0 1 0 0frno-miR-540-3p -0.24 -0.24|N/A
ARFGAP1 ENST00000370275.4 ADP-ribosylation factor GTPase activating protein 1 S10| 2 0 2 0 0fmo-miR-540-3p -0.24 -0.24|N/A
PFKFB2 ENST00000367080.3 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 2 83 2 1 1 0 0fmo-miR-540-3p -0.24 -0.24|N/A
RRAD ENST00000420652.1 Ras-related associated with diabetes 28| 1 0 0 1 0frno-miR-540-3p -0.24 -0.24|N/A
RAP2C ENST00000342983.2 RAP2C, member of RAS oncogene family 604 1 0] 1 0] 0] mo-miR-540-3p -0.24] -0.24|N/A
OXCT2 ENST00000327582.5 3-oxoacid CoA t & 5 1 0] 0] 1 0] mo-miR-540-3p -0.24] -0.24|N/A
CACNA2D3 ENST00000474759.1 calcium channel, voltage-dependent, alpha 2/delta subunit 3 8| 1 0 0 1 0frno-miR-540-3p -0.24 -0.24|N/A
ZNF474 ENST00000296600.4 zinc finger protein 474 5 1 0 1 0 0fmo-miR-540-3p -0.24 -0.24|N/A
DUSPY ENST00000370167.4 dual specificity phosphatase 9 3766| 1 0 0 1 1| mo-miR-540-3p -0.24 -0.24|N/A
Cl18orf32 ENST00000579820.1 chromosome 18 open reading frame 32 733 1 0| 1 0| 0] mo-miR-540-3p -0.24] -0.48|N/A




SYPL2 ENST00000369872.3 synaptophysin-like 2 @ 1 1 0 0 0[rno-miR-540-3p -0.23 -0.23|N/A
HMGXB4 ENST00000216106.5 HMG box domain containing 4 966| 1 0] 0] 1 1] mo-miR-540-3p -0.23] -0.23|N/A
EVI5S ENST00000370331.1 ecotropic viral integration site 5 172] 1 1 0 0 0| rno-miR-540-3p -0.23 -0.23|N/A
GNG2 ENST00000556752.1 guanine nucleotide binding protein (G protein), gamma 2 199 1 0] 1 0] 0] mo-miR-540-3p -0.23] -0.23|N/A
PDIKIL ENST00000374271.4 PDLIMI interacting kinase 1 like 5 1 1 0 0 0[rno-miR-540-3p -0.23 -0.23|N/A
DDIT4L ENST00000273990.2 DNA-damage-inducible transcript 4-like 87 1 0 0 1 0fmo-miR-540-3p -0.23 -0.23|N/A
PEF1 ENST00000373703.4 penta-EF-hand domain containing 1 1094 1 0 0 1 0frno-miR-540-3p -0.23 -0.23|N/A
Cl0orfl1 ENST00000496424.2 chromosome 10 open reading frame 11 S 1 0] 0] 1 0] mo-miR-540-3p -0.23] -0.23|N/A
GMIP ENST00000203556.4 GEM interacting protein 9 1 0 1 0 1{mo-miR-540-3p -0.23 -0.23|N/A
SET ENST00000372692.4 SET nuclear oncogene 763 1 0 1 0 2[rno-miR-540-3p -0.23 -0.23|N/A
DNPH1 ENST00000393987.2 2'-deoxynucleoside 5'-phosphate N-hydrolase 1 101 1 0 0 1 0frmo-miR-540-3p -0.23 -0.23|N/A
STAGI ENST00000383202.2 stromal antigen 1 94 1 0 0 1 0frno-miR-540-3p -0.23 -0.23|N/A
PAXS ENST00000358127.4 paired box 5 5 2 1 0 1 1] mo-miR-540-3p -0.23 -0.23|N/A
FBLIM1 ENST00000375771.1 filamin binding LIM protein 1 581 1 1 0 0 0| rno-miR-540-3p -0.23 -0.23|N/A
DHX37 ENST00000544745.1 DEAH (Asp-Glu-Ala-His) box polypeptide 37 63 1 0 0 1 0[rmo-miR-540-3p -0.23 -0.29|N/A
RNF150 ENST00000515673.2 ring finger protein 150 518 2 1 1 0 3| mo-miR-540-3p -0.23 -0.32|N/A
TBLIX ENST00000407597.2 transducin (beta)-like 1X-linked 125 2 0 1 1 1| mo-miR-540-3p -0.23 -0.27|N/A
DIP2B ENST00000301180.5 DIP2 disco-interacting protein 2 homolog B (Drosophila) 1613 2 1 1 0 0frmo-miR-540-3p -0.23 -0.24|N/A
EPHX1 ENST00000272167.5 epoxide hydrolase 1, microsomal (xenobiotic) 519 1 0 0 1 0| rno-miR-540-3p -0.23 -0.23|N/A
SYT16 ENST00000430451.2 synaptotagmin XVI 5 1 0 1 0 0frmo-miR-540-3p -0.23 -0.23|N/A
SYNI ENST00000340666.4 synapsin I 17 1 0 1 0 0| rno-miR-540-3p -0.23 -0.23|N/A
Cl10orf126 ENST00000375520.1 chromosome 10 open reading frame 126 5 1 0 0 1 0frmo-miR-540-3p -0.23 -0.23|N/A
CHD1 ENST00000284049.3 chromodomain helicase DNA binding protein 1 35| 1 0 1 0 0| rno-miR-540-3p -0.23 -0.23|N/A
PNMAL2 ENST00000599531.1 paraneoplastic Ma antigen family-like 2 10| 1 1 0 0 1{mo-miR-540-3p -0.23 -0.25|N/A
RABEPI ENST00000262477.6 rabaptin, RAB GTPase binding effector protein 1 1163 2 0 2 0 0| rno-miR-540-3p -0.23 -0.28 N/A
CLDNI1 ENST00000064724.3 claudin 11 1116| 1 0 0 1 0| ro-miR-540-3p -0.23 -0.23|N/A
TTL ENST00000233336.6 tubulin tyrosine ligase 442 1 0 0 1 1{mo-miR-540-3p -0.23 -0.32|N/A
TFRC ENST00000540528.1 transferrin receptor 296) 1 0 1 0 0| rno-miR-540-3p -0.23 -0.24|N/A
KRTS1 ENST00000327741.5 keratin 81 49 1 0 0 1 0| rmo-miR-540-3p -0.23 -0.23|N/A
PRR3 ENST00000376560.3 proline rich 3 1145 2 0 2 0 1] mo-miR-540-3p -0.23 -0.47|N/A
LRRCI ENST00000370888.1 leucine rich repeat containing 1 343 1 0 1 0 0frmo-miR-540-3p -0.23 -0.23|N/A
PCGFS ENST00000336126.5 polycomb group ring finger 5 176| 1 0 0 1 0| rno-miR-540-3p -0.23 -0.23|N/A
FCRLB ENST00000336830.5 Fc receptor-like B 87 1 0 1 0 0frmo-miR-540-3p -0.23 -0.25|N/A
DGKE ENST00000284061.3 diacylglycerol kinase, epsilon 64kDa 470 2| 1 1 0 0frno-miR-540-3p -0.23 -0.35|N/A
MTSSIL ENST00000338779.6 suppressor 1-like 2982 2 0 1 1 1{mo-miR-540-3p -0.23 -0.23|N/A
NOC3L ENST00000371361.3 nucleolar complex associated 3 homolog (S. cerevisiae) 70| 1 0 1 0 0frno-miR-540-3p -0.23 -0.24|N/A
APIAR ENST00000274000.5 adaptor-related protein complex 1 associated regulatory protein 89 1 0 1 0 0fmo-miR-540-3p -0.23 -0.23|N/A
ERLIN2 ENST00000276461.5 ER lipid raft associated 2 887 1 0 1 0 2| mo-miR-540-3p -0.23 -0.29|N/A
CHUK ENST00000370397.7 conserved helix-loop-helix ubiquitous kinase 18 1 0 0 1 0frno-miR-540-3p -0.23 -0.23|N/A
RNF122 ENST00000256257.1 ring finger protein 122 16| 1 0 1 0 0fmo-miR-540-3p -0.23 -0.23|N/A
AK2 ENST00000467905.1 adenylate kinase 2 3125 1 0 0 1 0| rno-miR-540-3p -0.23 -0.23|N/A
TMEDI0 ENST00000303575.4 t emp24-like trafficking protein 10 (yeast) 1753 1 0 1 0 1{mo-miR-540-3p -0.23 -0.27|N/A
SLC25A47 ENST00000361529.3 solute carrier family 25, member 47 5 1 0 0 1 1{rno-miR-540-3p -0.23 -0.23|N/A
NKX3-1 ENST00000380871.4 NK3 homeobox 1 240) 1 1 0 0 0| rmo-miR-540-3p -0.23 -0.23|N/A
TBCIDI16 ENST00000310924.2 TBCI domain family, member 16 556 2 0 0 2 1| mo-miR-540-3p -0.23 -0.27|N/A
PVRLI ENST00000264025.3 poliovirus receptor-related 1 (herpesvirus entry mediator C) 50| 3 0 1 2 3| mo-miR-540-3p -0.23 -0.32|N/A
SASH3 ENST00000356892.3 SAM and SH3 domain containing 3 5 1 1 0 0 0frno-miR-540-3p -0.23 -0.23|N/A
TCEA1 ENST00000396401.3 transcription elongation factor A (SII), 1 20| 1 0 0 1 0fmo-miR-540-3p -0.23 -0.23|N/A
SCARBI1 ENST00000261693.6 scavenger receptor class B, member 1 186 1 0 0 1 0fmo-miR-540-3p -0.23 -0.23|N/A
CARD14 ENST00000573882.1 caspase recruitment domain family, member 14 5 1 0 0 1 0frno-miR-540-3p -0.23 -0.23|N/A
GRAMD4 ENST00000361034.3 GRAM domain containing 4 403| 1 0 0 1 1{mo-miR-540-3p -0.23 -0.23|N/A
OTUD3 ENST00000375120.3 OTU domain containing 3 438 2 0 0 2 0| rno-miR-540-3p -0.23 -0.24|N/A
OTX2 ENST00000339475.5 orthodenticle homeobox 2 5 1 0 1 0 0fmo-miR-540-3p -0.23 -0.23|N/A
LMO1 ENST00000335790.3 LIM domain only 1 (thombotin 1) 238 1 0 0 1 0fmo-miR-540-3p -0.23 -0.23|N/A
TPBGL ENST00000562197.2 trophoblast glycoprotein-like 8| 1 0 1 0 1{rno-miR-540-3p -0.23 -0.23|N/A
HMGCLLI1 ENST00000274901.4 3-hydroxymethyl-3-methylglutaryl-CoA lyase-like 1 11 1 0 1 0 0fmo-miR-540-3p -0.23 -0.23|N/A
CABIN1 ENST00000263119.5 calcineurin binding protein 1 50| 1 0 0 1 0frno-miR-540-3p -0.23 -0.23|N/A
MPP5 ENST00000261681.4 protein, palmitoylated 5 (MAGUK p55 subfamily member 5) 354 1 0 0 1 0fmo-miR-540-3p -0.23 -0.23|N/A
NXF2B ENST00000372752.1 nuclear RNA export factor 2B 5 1 0 0 1 0frno-miR-540-3p -0.23 -0.23|N/A
ANP32E ENST00000533654.1 acidic (leucine-rich) nuclear phosphoprotein 32 family, member E 572 1 0 1 0 0fmo-miR-540-3p -0.23 -0.25|N/A
FSCNI ENST00000382361.3 fascin homolog 1, actin-bundling protein (Strongylocentrotus purpuratus) 192 1 0 1 0 0frno-miR-540-3p -0.23 -0.23|N/A
LPPR1 ENST00000374874.3 Lipid phosphate phosphatase-related protein type 1 19 1 0 1 0 0f mo-miR-540-3p -0.23 -0.23|N/A
SUMF2 ENST00000434526.2 sulfatase modifying factor 2 182 1 0 0 1 0fmo-miR-540-3p -0.23 -0.23|N/A
WWP1 ENST00000517970.1 ‘WW domain containing E3 ubiquitin protein ligase 1 161 1 0 0 1 0frno-miR-540-3p -0.23 -0.23|N/A
FAMI169A ENST00000380515.3 family with sequence similarity 169, member A 90| 1 0) 0) 1 0| rno-miR-540-3p -0.22 -0.25|N/A
STAU2 ENST00000522695.1 staufen double-stranded RNA binding protein 2 306| 1 1 0 0 0frno-miR-540-3p -0.22 -0.28|N/A
SLC25A32 ENST00000297578.4 solute carrier family 25 (mitochondrial folate carrier), member 32 554 1 0 0 1 0fmo-miR-540-3p -0.22 -0.25|N/A
MMP20 ENST00000260228.2 ‘matrix metallopeptidase 20 5| 1 0] 0| 1 0] mo-miR-540-3p -0.22] -0.22|N/A
HMGXB3 ENST00000503427.1 HMG box domain containing 3 26 1 0 0 1 0frno-miR-540-3p -0.22 -0.22|N/A
VPSI1 ENST00000300793.6 vacuolar protein sorting 11 homolog (S. cerevisiae) 54] 1 0) 0) 1 0fmo-miR-540-3p -0.22 -0.22|N/A
MUC5B ENST00000447027.1 mucin 5B, oligomeric mucus/gel-forming 5 1 0 0 1 0frno-miR-540-3p -0.22 -0.22|N/A
RNF6 ENST00000346166.3 ring finger protein (C3H2C3 type) 6 47| 1 0 1 0 0fmo-miR-540-3p -0.22 -0.22|N/A
RABI5 ENST00000436278.2 RABI5, member RAS oncogene family 23 2 0 1 1 0fmo-miR-540-3p -0.22 -0.26|N/A
IENG ENST00000229135.3 interferon, gamma 5 1 0 0 1 0frno-miR-540-3p -0.22 -0.22|N/A
CXCL10 ENST00000306602.1 chemokine (C-X-C motif) ligand 10 5 1 0 0 1 0fmo-miR-540-3p -0.22 -0.22|N/A
PDXP ENST00000215904.6 pyridoxal (pyridoxine, vitamin B6) phosphatase 58 1 0 1 0 1| rno-miR-540-3p -0.22 -0.23|N/A
CMKLR1 ENST00000312143.7 chemokine-like receptor 1 5 2 0 0 2 0fmo-miR-540-3p -0.22 -0.22|N/A
SLC30A8 ENST00000427715.2 solute carrier family 30 (zinc transporter), member 8 5 1 0 1 0 0frno-miR-540-3p -0.22 -0.22|N/A
TFI30 ENST00000407280.3 interferon, gamma-inducible protein 30 1011] 1 0 0 1 0fmo-miR-540-3p -0.22 -0.22|N/A
AURKA ENST00000395907.1 aurora kinase A 435 1 0] 1 [ 1| mo-miR-540-3p -0.22] -0.22|N/A
PRRG1 ENST00000378628.4 proline rich Gla (G-carboxyglutamic acid) 1 1122 1 0 1 0 0frno-miR-540-3p -0.22 -0.23|N/A
ABCC12 ENST00000416054.1 ATP-binding cassette, sub-family C (CFTR/MRP), member 12 5| 2| 0] [ 2| 0] mo-miR-540-3p -0.22] -0.22|N/A
PREP ENST00000369110.3 prolyl endopeptidase 1155 1 0 0 1 0frno-miR-540-3p -0.22 -0.22|N/A
CAMK2N2 ENST00000296238.3 calcium/calmodulin-dependent protein kinase IT inhibitor 2 39 1 0 1 0 0fmo-miR-540-3p -0.22 -0.22|N/A
IGF2BP3 ENST00000258729.3 insulin-like growth factor 2 mRNA binding protein 3 30| 1 0 0 1 2| mo-miR-540-3p -0.22 -0.22|N/A
DNAH6 ENST00000389394.3 dynein, axonemal, heavy chain 6 13 1 0 1 0 0frno-miR-540-3p -0.22 -0.22|N/A
ABCA10 ENST00000416101.2 ATP-binding cassette, sub-family A (ABC1), member 10 7 2 0 1 1 1{mo-miR-540-3p -0.22 -0.22|N/A
ARF3 ENST00000256682.4 ADP-ribosylation factor 3 1093 1 0 1 0 1{rno-miR-540-3p -0.22 -0.28|N/A
MOCOS ENST00000261326.5 molybdenum cofactor sulfurase 627 1 0 1 0 0[ mo-miR-540-3p -0.22 -0.23|N/A
HLA-DQA2 ENST00000374940.3 major histocompatibility complex, class II, DQ alpha 2 5 1 0 0 1 0[ mo-miR-540-3p -0.22 -0.22|N/A
REEP4 ENST00000334530.5 receptor accessory protein 4 78] 1 0 1 0 0frno-miR-540-3p -0.22 -0.22|N/A
FASLG ENST00000340030.3 Fas ligand (TNF superfamily, member 6) 5 1 0 0 1 0[ mo-miR-540-3p -0.22 -0.22|N/A
UGT2A2 ENST00000457664.2 UDP glucuronos fi 2 family, polypeptide A2 5 1 1 0] 0] 0] mo-miR-540-3p -0.22] -0.22|N/A
SOS2 ENST00000216373.5 son of sevenless homolog 2 (Drosophila) 70| 1 1 0 0 0frno-miR-540-3p -0.22 -0.22|N/A
PLA2G4D ENST00000290472.3 phospholipase A2, group IVD (cytosolic) S 1 0] 0] 1 1| mo-miR-540-3p -0.22] -0.22|N/A
SH3PXD2A ENST00000369774.4 SH3 and PX domains 2A 152] 5 0] 2| 3 0] mo-miR-540-3p -0.22] -0.25|N/A
UCP3 ENST00000314032.4 uncoupling protein 3 (mitochondrial, proton carrier) 10| 2| 0 0 2 0frno-miR-540-3p -0.22 -0.29|N/A
SLCIA4 ENST00000234256.3 solute carrier family 1 (gl 1 amino acid transporter), member 4 380| 1 0] 1 0] 0] mo-miR-540-3p -0.22] -0.22|N/A
TPM2 ENST00000378300.5 tropomyosin 2 (beta) 9695 1 0 1 0 0| rno-miR-540-3p -0.22 -0.22|N/A
RAB9B ENST00000243298.2 RAB9B, member RAS oncogene family 21] 1 0 0 1 1| ro-miR-540-3p -0.22 -0.22|N/A
SEMBT2 ENST00000361972.4 Scm-like with four mbt domains 2 107, 2| 0] 2| 0] 0] mo-miR-540-3p -0.22] -0.22|N/A
RPL26L1 ENST00000265100.2 ribosomal protein L26-like 1 2493 1 0] 0] 1 0] mo-miR-540-3p -0.22] -0.22|N/A
ABCA9 ENST00000370732.2 ATP-binding cassette, sub-family A (ABC1), member 9 5 1 0 0 1 1| ro-miR-540-3p -0.22 -0.22|N/A
EIF2AK1 ENST00000199389.6 eukaryotic translation initiation factor 2-alpha kinase 1 1726| 2 1 0 1 0[ mo-miR-540-3p -0.22 -0.51|N/A
MCAT ENST00000327555.5 malonyl CoA:ACP acyltransferase (mitochondrial) 133 2| 0 0 2 0frno-miR-540-3p -0.22 -0.45|N/A
FOXJ3 ENST00000372571.1 forkhead box I3 329 1 0 0 1 0| rno-miR-540-3p -0.22 -0.23|N/A
PHF19 ENST00000373896.3 PHD finger protein 19 490) 3 0] 2| 1 0] mo-miR-540-3p -0.22] -0.23|N/A
KCNK2 ENST00000444842.2 potassium channel, subfamily K, member 2 258 1 0 0 1 0frno-miR-540-3p -0.22 -0.22|N/A
LMBRD2 ENST00000296603.4 LMBRI domain containing 2 211] 2 0 2 0 0[rno-miR-540-3p -0.22 -0.28|N/A
OLA1 ENST00000284719.3 Obg-like ATPase 1 11 3 0] 1 2| 0] mo-miR-540-3p -0.22] -0.51|N/A
RNF165 ENST00000269439.7 ring finger protein 165 18 1 0 0 1 2| ro-miR-540-3p -0.22 -0.22|N/A
FAMI63A ENST00000341785.4 family with sequence similarity 163, member A 23 1 0 1 0 0frno-miR-540-3p -0.22 -0.22|N/A
ELP3 ENST00000521015.1 elongator acetyltransferase complex subunit 3 566| 1 0 1 0 0fmo-miR-540-3p -0.22 -0.22|N/A
MYH3 ENST00000226209.7 myosin, heavy chain 3, skeletal muscle, embryonic 15 1 0 0 1 0frno-miR-540-3p -0.22 -0.22|N/A
TDG ENST00000392872.3 thymine-DNA glycosylase 201 1 0] 0] 1 0] mo-miR-540-3p -0.22] -0.22|N/A
MRPL27 ENST00000442592.3 mitochondrial ribosomal protein L27 503 1 0 0 1 0frno-miR-540-3p -0.22 -0.22|N/A
MTEFR1 ENST00000458689.2 mitochondrial fission regulator 1 1051] 1 0 0 1 0frno-miR-540-3p -0.22 -0.23|N/A
HIC2 ENST00000407464.2 hypermethylated in cancer 2 28 3 0] 1 2] 0] mo-miR-540-3p -0.22] -0.41|N/A
NES ENST00000368223.3 nestin 335 1 0] 1 0] 0] mo-miR-540-3p -0.22] -0.22|N/A




IDH3A ENST00000299518.2 isocitrate dehydrogenase 3 (NAD+) alpha 915 1 1 0 0 0frno-miR-540-3p -0.22 -0.3|N/A
VPSIDI ENST00000561976.1 'VPS9 domain containing 1 23 1 0] 1 0] 0] mo-miR-540-3p -0.22] -0.22|N/A
RP11-247C2.2 ENST00000563727.1 HCG2004779; Uncharacterized protein 5 1 0) 0) 1 1| mo-miR-540-3p -0.22 -0.22|N/A
CIQB ENST00000509305.1 c component 1, g subcomponent, B chain 5 1 0 0 1 0fmo-miR-540-3p -0.22 -0.22|N/A
LIN9 ENST00000328205.5 1in-9 homolog (C. elegans) 139 1 0 0 1 1{rno-miR-540-3p -0.22 -0.22|N/A
SYCN ENST00000318438.6 syncollin 5 1 0] 1 0] 0] mo-miR-540-3p -0.22] -0.22|N/A
PCDHI1X ENST00000504220.2 protocadherin 11 X-linked 5 1 0 0 1 0[rno-miR-540-3p -0.22 -0.22|N/A
CAMKI1 ENST00000256460.3 calcium/calmodulin-dependent protein kinase T 3500] 1 0] 1 0] 0] mo-miR-540-3p -0.22] -0.22|N/A
DIEXF ENST00000491415.2 digestive organ expansion factor homolog (zebrafish) 493] 2 1 0 1 0fmo-miR-540-3p -0.22 -0.32|N/A
LRRC38 ENST00000376085.3 leucine rich repeat containing 38 5 1 0 1 0 0| rno-miR-540-3p -0.22 -0.22|N/A
CCNT2 ENST00000295238.6 cyclin T2 381 1 1 0 0 0| ro-miR-540-3p -0.22 -0.22|N/A
PRDMI0 ENST00000358825.5 PR domain containing 10 68 1 0 1 0 1| mo-miR-540-3p -0.22 -0.22|N/A
DEDD2 ENST00000336034.4 death effector domain containing 2 32| 1 0 1 0 1{mo-miR-540-3p -0.22 -0.22|N/A
TMEM67 ENST00000453321.3 transmembrane protein 67 219 1 0 0 1 0| rno-miR-540-3p -0.22 -0.22|N/A
ZFAND2B ENST00000409594.1 zinc finger, ANI-type domain 2B 132] 1 0 1 0 0[rmo-miR-540-3p -0.22 -0.22|N/A
RGAG4 ENST00000545866.1 retrotransposon gag domain containing 4 34 1 0 0 1 0] rno-miR-540-3p -0.22 -0.22|N/A
THAP11 ENST00000303596.1 THAP domain containing 11 1536| 1 0 0 1 0frno-miR-540-3p -0.22 -0.22|N/A
RHOT1 ENST00000333942.6 ras homolog family member T1 71 1 0 0 1 0frmo-miR-540-3p -0.22 -0.22|N/A
RALYL ENST00000517638.1 RALY RNA binding protein-like 7 1 0 1 0 0frno-miR-540-3p -0.22 -0.22|N/A
FAMI109B ENST00000321753.3 family with sequence similarity 109, member B 78| 1 0 0 1 0frmo-miR-540-3p -0.22 -0.22|N/A
HTR7 ENST00000371719.2 S-hydroxytryptamine (serotonin) receptor 7, adenylate cyclase-coupled 12 1 0 0 1 0| rno-miR-540-3p -0.22 -0.22|N/A
COX20 ENST00000411948.2 COX20 cytochrome C oxidase assembly factor 693 1 1 0 0 0frmo-miR-540-3p -0.22 -0.66|N/A
TIE1 ENST00000372476.3 tyrosine kinase with immunoglobulin-like and EGF-like domains 1 5 1 0 1 0 0| rno-miR-540-3p -0.21 -0.21|N/A
SCOC ENST00000608372.1 short coiled-coil protein 922 1 0 1 0 0frmo-miR-540-3p -0.21 -0.21|N/A
MPZ ENST00000533357.1 myelin protein zero 17 1 0 0 1 0| rno-miR-540-3p -0.21 -0.21|N/A
TSPYLS ENST00000322128.3 TSPY-like 5 20 1 0 0 1 0| ro-miR-540-3p -0.21 -0.21|N/A
RUFY4 ENST00000441828.2 RUN and FYVE domain containing 4 5 1 0 0 1 1{mo-miR-540-3p -0.21 -0.21|N/A
DNAICI6 ENST00000375847.3 Dnal (Hsp40) homolog, subfamily C, member 16 366) 1 0 0 1 4| rno-miR-540-3p -0.21 -0.23[N/A
TMEMI56 ENST00000381938.3 I protein 156 15 1 0 1 0 0| rmo-miR-540-3p -0.21 -0.21|N/A
HECA ENST00000367658.2 headcase homolog (Drosophila) 783 1 0) 1 0) 1{rno-miR-540-3p -0.21 -0.22|N/A
UNC13C ENST00000545554.1 unc-13 homolog C (C. elegans) 14| 1 0 0 1 0frmo-miR-540-3p -0.21 -0.21|N/A
GREM2 ENST00000318160.4 gremlin 2, DAN family BMP antagonist 631] 1 0 1 0 0frno-miR-540-3p -0.21 -0.21|N/A
ST3GAL3 ENST00000372377.4 ST3 beta-galactoside alpha-2,3-sialyltransferase 3 135 1 0 0 1 0frmo-miR-540-3p -0.21 -0.21|N/A
THRAP3 ENST00000354618.5 thyroid hormone receptor associated protein 3 13 1 1 0 0 0frno-miR-540-3p -0.21 -0.21|N/A
SSBP3 ENST00000417664.2 single stranded DNA binding protein 3 1474 1 0 1 0 1{mo-miR-540-3p -0.21 -0.29|N/A
LUZP1 ENST00000418342.1 leucine zipper protein 1 434 1 0 1 0 1{rmo-miR-540-3p -0.21 -0.23|N/A
SLC9A6 ENST00000370698.3 solute carrier family 9, subfamily A (NHES6, cation proton antiporter 6), member 6 547 1 0 1 0 0fmo-miR-540-3p -0.21 -0.22|N/A
CDC42EP4 ENST00000335793.3 CDC42 effector protein (Rho GTPase binding) 4 47| 2 0 2 0 0fmo-miR-540-3p -0.21 -0.38|N/A
DPP8 ENST00000341861.5 dipeptidyl-peptidase 8 1293 1 1 0 0 0| rno-miR-540-3p -0.21 -0.24|N/A
SLAMF6 ENST00000368059.3 SLAM family member 6 5 1 0 1 0 0fmo-miR-540-3p -0.21 -0.21|N/A
B3GALTS ENST00000380620.4 UDP-Gal:betaGIcNAc beta 1,3-galactc polypeptide 5 5 1 0 0 1 1{rno-miR-540-3p -0.21 -0.21|N/A
SNX15 ENST00000377244.3 sorting nexin 15 341 1 0 1 0 0fmo-miR-540-3p -0.21 -0.21|N/A
FOXN2 ENST00000340553.3 forkhead box N2 441 1 0 1 0 0| rno-miR-540-3p 021 -0.21{N/A
HOMER2 ENST00000450735.2 homer homolog 2 (Drosophila) 12| 1 0 1 0 0fmo-miR-540-3p -0.21 -0.21|N/A
IHH ENST00000295731.6 indian hedgehog 238 1 0 0 1 0| rno-miR-540-3p -0.21 -0.21|N/A
PRKAR2A ENST00000265563.8 protein kinase, cAMP-dependent, regulatory, type II, alpha 583 1 0 1 0 0fmo-miR-540-3p -0.21 -0.22|N/A
PTK2 ENST00000522684.1 protein tyrosine kinase 2 1134 2| 0 1 1 0frno-miR-540-3p -0.21 -0.37|N/A
MCMI10 ENST00000378694.1 minichromosome complex component 10 838 1 1 0 0 2| mo-miR-540-3p -0.21 -0.27|N/A
PLAU ENST00000372764.3 plasminogen activator, urokinase 4515 1 0 0 1 1{mo-miR-540-3p -0.21 -0.21|N/A
MYOT ENST00000239926.4 myotilin 5 1 0 1 0 0frno-miR-540-3p -0.21 -0.21|N/A
ADAMTSI10 ENST00000395838.1 ADAM metallopeptidase with thrombospondin type 1 motif, 10 7 1 0 0 1 0fmo-miR-540-3p -0.21 -0.21|N/A
TMCOSA ENST00000319669.4 transmembrane and coiled-coil domains SA 5 1 0 0 1 0frno-miR-540-3p -0.21 -0.21(N/A
UBE3C ENST00000348165.5 ubiquitin protein ligase E3C 1332 1 0 1 0 1{mo-miR-540-3p -0.21 -0.21|N/A
OGN ENST00000262551.4 osteoglycin 5 1 0 0 1 0fmo-miR-540-3p -0.21 -0.21|N/A
GALE ENST00000374497.3 UDP-galactose-4-epimerase 27 1 0 0 1 0frno-miR-540-3p -0.21 -0.21|N/A
ARHGEF17 ENST00000263674.3 Rho guanine nucleotide exchange factor (GEF) 17 729 2 1 1 0 1{mo-miR-540-3p -0.21 -0.21|N/A
HMOX1 ENST00000216117.8 heme oxygenase (decycling) 1 702 1 0 0 1 0frno-miR-540-3p -0.21 -0.21{N/A
RAP2A ENST00000245304.4 RAP2A, member of RAS oncogene family 721 1 0 0 1 0fmo-miR-540-3p -0.21 -0.25|N/A
CELFS ENST00000541430.2 CUGBP, Elav-like family member 5 5 1 0 0 1 2[rno-miR-540-3p 021 -0.27|N/A
KLHDCS8B ENST00000332780.2 kelch domain containing 8B 321 1 0 0 1 0fmo-miR-540-3p -0.21 -0.21|N/A
ZNF213 ENST00000396878.3 zinc finger protein 213 48 1 0 1 0 1| rno-miR-540-3p -0.21 -0.21(N/A
AL117190.3 ENST00000599197.1 Esophagus cancer-related gene-2 interaction susceptibility protein; Uncharacterized protein 30) 1 0) 0 1 0f mo-miR-540-3p -0.21 -0.21|N/A
UBAP2L ENST00000343815.6 ubiquitin associated protein 2-like 3367 1 0 1 0 0fmo-miR-540-3p -0.21 -0.21|N/A
CASS4 ENST00000371336.3 Cas scaffolding protein family member 4 49| 1 0 0 1 1| ro-miR-540-3p -0.21 -0.21|N/A
DOK7 ENST00000507039.1 docking protein 7 19 1 1 0] [ 2| mo-miR-540-3p -0.21 -0.21|N/A
OSBPLI1 ENST00000296220.5 oxysterol binding protein-like 11 101 1 0 1 0 0frno-miR-540-3p -0.21 -0.21(N/A
PRPF4 ENST00000374199.4 pre-mRNA processing factor 4 2735 1 0) 1 0) 0| rno-miR-540-3p -0.21 -0.21|N/A
FRS2 ENST00000550389.1 fibroblast growth factor receptor substrate 2 176| 2| 0 0) 2 1{rno-miR-540-3p -0.21 -0.39[N/A
SLIT2 ENST00000504154.1 slit homolog 2 (Drosophila) 579 1 1 0 0 1{rno-miR-540-3p -0.21 -0.21|N/A
DHX33 ENST00000225296.3 DEAH (Asp-Glu-Ala-His) box polypeptide 33 724| 1 0] 1 [ 0] mo-miR-540-3p -0.21 -0.22|N/A
ADAT3 ENST00000329478.2 adenosine deami tRNA-specific 3 168 1 0 0 1 0frno-miR-540-3p -0.21 -0.21(N/A
TMEM229B ENST00000557006.1 t protein 229B 5| 2| 1 0] 1 1| mo-miR-540-3p -0.21 -0.21|N/A
WDR31 ENST00000341761.4 WD repeat domain 31 23 1 0] 1 [ 0] mo-miR-540-3p -0.21 -0.21|N/A
RSPO4 ENST00000217260.4 R-spondin 4 5 1 0 0 1 1{rno-miR-540-3p -0.21 -0.21|N/A
PLSI ENST00000457734.2 plastin 1 467 1 0] 0] 1 0] mo-miR-540-3p -0.21 -0.22|N/A
SP7 ENST00000536324.2 Sp7 transcription factor 5 1 0 1 0 1| rno-miR-540-3p -0.21 -0.21(N/A
KRT6C ENST00000252250.6 keratin 6C 5 1 0 1 0 0| rmo-miR-540-3p -0.21 -0.21|N/A
AFAP1L2 ENST00000304129.4 actin filament associated protein 1-like 2 13 1 0 1 0 0frno-miR-540-3p -0.21 -0.21|N/A
PITPNA ENST00000313486.7 phosphatidylinositol transfer protein, alpha 366| 2 0 1 1 2| mo-miR-540-3p -0.21 -0.41|N/A
FAM193B ENST00000514747.1 family with sequence similarity 193, member B 77 1 0 0) 1 0| rno-miR-540-3p -0.21 -0.21{N/A
CDC42SE1 ENST00000439374.2 CDC42 small effector 1 231] 1 0 0 1 0| rno-miR-540-3p -0.21 -0.21|N/A
CDK6 ENST00000265734.4 cyclin-dependent kinase 6 1116] 2 0 1 1 0fmo-miR-540-3p -0.21 -0.22|N/A
APOC2 ENST00000585786.1 apolipoprotein C-1I 2242 1 0 0 1 1{rno-miR-540-3p -0.21 -0.36|N/A
MYOZ2 ENST00000307128.5 myozenin 2 5| 1 0] [ 1 1| mo-miR-540-3p -0.21 -0.27|N/A
VGLL3 ENST00000398399.2 vestigial like 3 (Drosophila) 187 1 1 0) 0 0| rno-miR-540-3p -0.21 -0.21|N/A
PAX3 ENST00000350526.4 paired box 3 7 1 0 0 1 0[rno-miR-540-3p -0.21 -0.21|N/A
PML ENST00000565898.1 promyelocytic leukemia 83 1 0 0 1 2| ro-miR-540-3p -0.21 -0.21|N/A
ADAR ENST00000292205.5 adenosine deami RNA-specific 633 1 0 0 1 0frno-miR-540-3p -0.21 -0.21|N/A
TCHP ENST00000405876.4 trichoplein, keratin filament binding 140) 1 0 0 1 0[ mo-miR-540-3p -0.21 -0.21|N/A
ANAPC2 ENST00000323927.2 anaphase promoting complex subunit 2 8| 1 0 1 0 0[ mo-miR-540-3p -0.21 -0.21|N/A
CYPSIAT ENST00000003100.8 cytochrome P450, family 51, subfamily A, polypeptide 1 0 1 0 0 1 0frno-miR-540-3p -0.21 -0.21|N/A
CYB561A3 ENST00000294072.4 cytochrome b561 family, member A3 470] 1 0] 0] 1 0] mo-miR-540-3p -0.21 -0.21|N/A
CARMI ENST00000327064.4 coactivator-associated arginine methy f 1 663 1 0] 1 0] 1| mo-miR-540-3p -0.21 -0.21N/A
CDYL2 ENST00000570137.2 chromodomain protein, Y-like 2 239 1 0 1 0 1| ro-miR-540-3p -0.21 -0.28|N/A
TMEM251 ENST00000415050.2 t protein 251 14| 1 1 0] 0] 1| mo-miR-540-3p -0.21 -0.6|N/A
LBH ENST00000406087.1 limb bud and heart development 1956)| 1 0 1 0 0f mo-miR-540-3p -0.21 -0.21|N/A
HS3ST2 ENST00000261374.3 heparan sulfate (glucosamine) 3-O-sulfc 2 5 1 0 1 0 0| rno-miR-540-3p -0.21 -0.21|N/A
DDR1 ENST00000446312.1 discoidin domain receptor tyrosine kinase 1 195 1 1 0 0 0[ mo-miR-540-3p -0.21 -0.21|N/A
GINS2 ENST00000253462.3 GINS complex subunit 2 (Psf2 homolog) 136 2| 1 0 1 1| ro-miR-540-3p -0.21 -0.54|N/A
FAM220A ENST00000313324.4 family with sequence similarity 220, member A 15 1 0 1 0 1| ro-miR-540-3p -0.21 -0.21|N/A
ADCY6 ENST00000357869.3 adenylate cyclase 6 6 1 1 0] 0] 1| mo-miR-540-3p -0.21 -0.21|N/A
UIMC1 ENST00000! 4 ubiquitin interaction motif containing 1 322 1 0 1 0 0f mo-miR-540-3p -0.21 -0.21|N/A
SIXS ENST00000560168.1 SIX homeobox § 47 1 0 0 1 2[rno-miR-540-3p -0.21 -0.21|N/A
ZNF319 ENST00000299237.2 zinc finger protein 319 521 1 0] 0] 1 0] mo-miR-540-3p -0.2 -0.2|N/A
SH3RF1 ENST00000284637.9 SH3 domain containing ring finger 1 2747 1 0 0 1 1| ro-miR-540-3p -0.2! -0.2|N/A
GLIPR1 ENST00000266659.3 GLI pathogenesis-related 1 623 1 0 0 1 1| ro-miR-540-3p -0.2! -0.29|N/A
BCL6B ENST00000293805.5 B-cell CLL/lymphoma 6, member B 7| 1 1 0] 0] 0] mo-miR-540-3p -0.2 -0.2|N/A
KRT34 ENST00000394001.1 keratin 34 5 1 0 0 1 0| rno-miR-540-3p -0.2 -0.2|N/A
NRII2 ENST00000393716.2 nuclear receptor subfamily 1, group I, member 2 14| 1 1 0 0 0frno-miR-540-3p -0.2! -0.2|N/A
MYADML2 ENST00000409745.2 myeloid-associated differentiation marker-like 2 5 1 0 0 1 0f mo-miR-540-3p -0.2] -0.2|N/A
CSF1 ENST00000329608.6 colony stimulating factor 1 (macrophage) 290| 2| 0] 1 1 0] mo-miR-540-3p -0.2 -0.2|N/A
UBE2D4 ENST00000222402.3 ubiquitin-conjugating enzyme E2D 4 (putative) 20| 1 0 0 1 0frno-miR-540-3p -0.2! -0.2|N/A
AMER2 ENST00000357816.2 APC membrane recruitment protein 2 7 3 1 1 1 0fmo-miR-540-3p -0.2] -0.27|N/A
EEFIA2 ENST00000298049.7 eukaryotic translation elongation factor 1 alpha 2 63 1 0 0 1 0frno-miR-540-3p -0.2! -0.2|N/A
PANK1 ENST00000322191.6 pantothenate kinase 1 435 2 0 0 2 0fmo-miR-540-3p -0.2] -0.25|N/A
HARS2 ENST00000435019.2 histidyl-tRNA synthetase 2, mitochondrial 150] 1 0 1 0 0frno-miR-540-3p -0.2! -0.2|N/A
MRS2 ENST00000274747.7 MRS2 ium transporter 826 1 0 0 1 0[rno-miR-540-3p -0.2 -0.2|N/A
FCHSD2 ENST00000311172.7 FCH and double SH3 domains 2 73 1 1 0] 0] 1] mo-miR-540-3p -0.2 -0.32|N/A
TPM3 ENST00000368531.2 tropomyosin 3 669 1 0 1 0 1] mo-miR-540-3p -0.2] -0.21|N/A




AHNAK2 ENST00000557457.1 AHNAK nucleoprotein 2 ] 1 1 0 0 0[rno-miR-540-3p -0.2 -0.31|N/A
YKT6 ENST00000223369.2 YKT6 v-SNARE homolog (S. cerevisiae) 2409) 1 1 0 0 0fmo-miR-540-3p -0.2] -0.21|N/A
PIK3IP1 ENST00000441972.1 phosphoinositide-3-kinase interacting protein 1 22| 1 0 0 1 0frno-miR-540-3p -0.2! -0.2|N/A
SDHD ENST00000526592.1 succinate dehydrogenase complex, subunit D, integral membrane protein 62 1 0] 1 0] 0] mo-miR-540-3p -0.2 -0.2[N/A
C190rf26 ENST00000590083.1 chromosome 19 open reading frame 26 24 2| 1 0 1 1| mo-miR-540-3p -0.2! -0.2|N/A
RORB ENST00000376896.3 RAR-related orphan receptor B 5 1 0] 0] 1 1| mo-miR-540-3p -0.2 -0.2[N/A
GABPA ENST00000354828.3 GA binding protein transcription factor, alpha subunit 60kDa 8| 2| 1 0 1 0frno-miR-540-3p -0.2! -0.34|N/A
GRPELI ENST00000264954.4 GrpE-like 1, mitochondrial (E. coli) 1416] 1 0) 1 0] 0] mo-miR-540-3p -0.2 -0.35|N/A
0S9 ENST00000389142.5 osteosarcoma amplified 9, endoplasmic reticulum lectin 1038 1 0 0 1 0fmo-miR-540-3p -0.2! -0.2|N/A
DNAJB2 ENST00000336576.5 DnaJ (Hsp40) homolog, subfamily B, member 2 2187, 1 0 1 0 1| mo-miR-540-3p -0.2 -0.2[N/A
NUDTI8 ENST00000521807.2 nudix (nucleoside diphosphate linked moiety X)-type motif 18 40| 1 0 0 1 0frmo-miR-540-3p -0.2! -0.2|N/A
MEF2A ENST00000354410.5 myocyte enhancer factor 2A 654 1 0 0 1 0| rno-miR-540-3p -0.2 -0.23|N/A
UBTF ENST00000343638.5 upstream binding transcription factor, RNA polymerase [ 1090 1 0 0 1 0frmo-miR-540-3p -0.2! -0.2|N/A
BEST3 ENST00000488961.1 bestrophin 3 5 1 0 0 1 1| mo-miR-540-3p -0.2 -0.2|N/A
ADAMI1 ENST00000200557.6 ADAM metallopeptidase domain 11 32| 1 0 0 1 1{mo-miR-540-3p -0.2! -0.2|N/A
CYP26B1 ENST00000001146.2 cytochrome P450, family 26, subfamily B, polypeptide 1 1315 2 0 2 0 2[rno-miR-540-3p -0.2 -0.2|N/A
TSNAREIL ENST00000519651.1 t-SNARE domain containing 1 11 1 0 0 1 3|rno-miR-540-3p -0.2 -0.26|N/A
HSPA12A ENST00000369209.3 heat shock 70kDa protein 12A 37 1 1 0 0 3| mo-miR-540-3p -0.2! -0.23|N/A
NXF2 ENST00000372763.1 nuclear RNA export factor 2 5 1 0 0 1 0| rno-miR-540-3p -0.2 -0.2|N/A
ASPHD2 ENST00000215906.5 aspartate beta-hydroxylase domain containing 2 102| 1 0 1 0 0frmo-miR-540-3p -0.2! -0.2|N/A
DRGX ENST00000374139.2 dorsal root ganglia homeobox 5 1 0 1 0 1| mo-miR-540-3p -0.2 -0.2|N/A
NNAT ENST00000062104.2 neuronatin 5 1 0 1 0 0frmo-miR-540-3p -0.2] -0.2|N/A
B4GALT1 ENST00000379731.4 UDP-Gal:betaGIcNAc beta 1,4- galactosyltransferase, polypeptide 1 2265 1 0 1 0 3|rno-miR-540-3p -0.2 -0.23|N/A
NBEALIL ENST00000449802.1 neurobeachin-like 1 42| 2 0 1 1 0frmo-miR-540-3p -0.2] -0.21|N/A
ILI3RAL ENST00000371666.3 interleukin 13 receptor, alpha 1 494 1 1 0 0 0| rno-miR-540-3p -0.2 -0.4|N/A
DOCKS ENST00000432829.2 dedicator of cytokinesis 8 11 1 0 1 0 0frmo-miR-540-3p -0.2! -0.2|N/A
SLC25A37 ENST00000519973.1 solute carrier family 25 (mitochondrial iron transporter), member 37 145 2 0 1 1 0frmo-miR-540-3p -0.2! -0.21|N/A
SLCI3AS ENST00000433363.2 solute carrier family 13 (sodium-dependent citrate transporter), member 5 4843] 1 0 0 1 1] mo-miR-540-3p -0.2 -0.2|N/A
HS2ST1 ENST00000370550.5 heparan sulfate 2-O-sulfotransferase 1 787 2 0 2 0 2| mo-miR-540-3p -0.2! -0.33|N/A
MAP3K9 ENST00000554752.2 mitogen-activated protein kinase kinase kinase 9 44| 1 0 1 0 3| mo-miR-540-3p -0.2 -0.24|N/A
PIRT ENST00000580256.2 phosphomositide-interacting regulator of transient receptor potential channels 5 1 0 0 1 0frmo-miR-540-3p -0.2! -0.2|N/A
TSPANIS ENST00000373290.2 tetraspanin 15 15 1 0 0 1 0| rno-miR-540-3p -0.2 -0.2|N/A
DOK6 ENST00000382713.5 docking protein 6 8| 1 0 0 1 0frmo-miR-540-3p -0.2! -0.2|N/A
NLRX1 ENST00000409109.1 NLR family member X1 36 1 0 1 0 0| rno-miR-540-3p -0.2 -0.2|N/A
BICD1 ENST00000348411.1 bicaudal D homolog 1 (Drosophila) 205 1 0 0 1 1{mo-miR-540-3p -0.2! -0.24|N/A
MANIA2 ENST00000356554.3 mannosidase, alpha, class 1A, member 2 603 3 1 1 1 1{rmo-miR-540-3p -0.2! -0.22(N/A
CCDC39 ENST00000273654.4 coiled-coil domain containing 39 5 1 0 1 0 0fmo-miR-540-3p -0.2! -0.2|N/A
LRRC49 ENST00000260382.5 leucine rich repeat containing 49 94| 2 0 0 2 0fmo-miR-540-3p -0.2! -0.44|N/A
CTNS ENST00000046640.3 cystinosin, lysosomal cystine transporter 308 1 0 1 0 1{rno-miR-540-3p -0.2! -0.24|N/A
SNN ENST00000329565.5 stannin 663 1 0 1 0 3|rno-miR-540-3p -0.2 -0.21|N/A
KIAA0195 ENST00000314256.7 KIAA0195 810 1 0 0 1 0| rno-miR-540-3p -0.2 -0.2|N/A
KCNA6 ENST00000433855.1 potassium voltage-gated channel, shaker-related subfamily, member 6 5 1 0 0 1 2| mo-miR-540-3p -0.2! -0.2|N/A
AL354898.1 ENST00000277491.7 5 1 0 1 0 0| rno-miR-540-3p -0.2 -0.2|N/A
TMEMI129 ENST00000303277.2 t protein 129 57 1 0 0 1 1| mo-miR-540-3p -0.2 -0.2|N/A
FYB ENST00000351578.6 FYN binding protein 5 1 0 0 1 0frno-miR-540-3p -0.2! -0.2|N/A
AGBL2 ENST00000525123.1 ATP/GTP binding protein-like 2 7 1 0 0 1 0fmo-miR-540-3p -0.2! -0.2|N/A
SAMDS ENST00000367474.1 sterile alpha motif domain containing 5 28 1 0 1 0 1{rno-miR-540-3p -0.2! -0.2|N/A
ALPL ENST00000374840.3 alkaline phosphatase, liver/bone/kidney 251 1 0 1 0 0fmo-miR-540-3p -0.2! -0.2|N/A
PAPOLB ENST00000404991.1 poly(A) polymerase beta (testis specific) 5 1 1 0 0 0fmo-miR-540-3p -0.2! -0.2|N/A
NR2F1 ENST00000327111.3 nuclear receptor subfamily 2, group F, member 1 26 1 0 0 1 0frno-miR-540-3p -0.2! -0.2|N/A
CSRNP3 ENST00000314499.7 cysteine-serine-rich nuclear protein 3 24| 2 1 1 0 0fmo-miR-540-3p -0.2! -0.2|N/A
UBE2V1 ENST00000371657.5 ubiquitin-conjugating enzyme E2 variant 1 1621] 2| 0 0 2 0frno-miR-540-3p -0.2! -0.2|N/A
PPP6R3 ENST00000393800.2 protein phosphatase 6, regulatory subunit 3 400 2 0 0 2 0fmo-miR-540-3p -0.2! -0.29|N/A
AARD ENST00000378279.3 alanine and arginine rich domain containing protein 7 1 0 1 0 0fmo-miR-540-3p -0.2! -0.25|N/A
EPN2 ENST00000314728.5 epsin 2 1609 1 0 0 1 1] mo-miR-540-3p -0.2 -0.22|N/A
COX11 ENST00000371584.1 cytochrome ¢ oxidase assembly homolog 11 (yeast) 116| 1 0 0 1 0fmo-miR-540-3p -0.2! -0.2|N/A
MICALCL ENST00000256186.2 MICAL C-terminal like 62) 2 0 1 1 0| rno-miR-540-3p -0.2 -0.2|N/A
CD164L2 ENST00000374027.3 CD164 sialomucin-like 2 5 2 0 2 0 0| rmo-miR-540-3p -0.2 -0.36|N/A
XXYLT1 ENST00000310380.6 xyloside xylosyltransferase 1 1052 1 0 0 1 0frno-miR-540-3p -0.2! -0.2|N/A
LYPLAL ENST00000316963.3 lysophospholipase I 57 1 0) 0) 1 0| rno-miR-540-3p -0.2! -0.2|N/A
SNAPC4 ENST00000298532.2 small nuclear RNA activating complex, polypeptide 4, 190kDa 875 1 0 0 1 0frno-miR-540-3p -0.2! -0.2|N/A
GPR37L1 ENST00000367282.5 G protein-coupled receptor 37 like 1 5 1 0 0 1 1{mo-miR-540-3p -0.2! -0.2|N/A
CANT1 ENST00000392446.5 calcium activated nucleotidase 1 538 1 0) 1 0) 0| rno-miR-540-3p -0.19 -0.21{N/A
MMD2 ENST00000406755.1 monocyte to macrophage differentiation-associated 2 5 1 0 0 1 1| ro-miR-540-3p -0.19 -0.2|N/A
PTEN ENST00000371953.3 phosphatase and tensin homolog 118 2| 0) 1 1 1{rno-miR-540-3p -0.19 -0.21{N/A
PTGFR ENST00000370756.3 prostaglandin F receptor (FP) 20 1 0 0 1 0| rno-miR-540-3p -0.19 -0.19|N/A
PPIP5K2 ENST00000321521.9 diphosphoinositol pentakisphosphate kinase 2 203 1 0) 0) 1 0| rno-miR-540-3p -0.19 -0.19[N/A
EMILIN3 ENST00000332312.3 elastin microfibril interfacer 3 12| 2| 0 1 1 0| rno-miR-540-3p -0.19 -0.19[N/A
PTBP3 ENST00000374257.1 polypyrimidine tract binding protein 3 214] 3 1 1 1 0frno-miR-540-3p -0.19 -0.63|N/A
MAMSTR ENST00000318083.6 MEF?2 activating motif and SAP domain containing transcriptional regulator 100| 1 0) 1 0) 0| rno-miR-540-3p -0.19 -0.21{N/A
UBE2Z ENST00000360943.5 ubiquitin-conjugating enzyme E2Z 3688 1 0 1 0 0frno-miR-540-3p -0.19 -0.19|N/A
FIZ1 ENST00000221665.3 FLT3-interacting zinc finger 1 136| 1 0) 1 0) 3| mo-miR-540-3p -0.19 -0.19[N/A
PRRG2 ENST00000246794.5 proline rich Gla (G-carboxyglutamic acid) 2 8 1 0] 0| 1 0] mo-miR-540-3p -0.19] -0.19|N/A
ZNF512B ENST00000369888.1 zinc finger protein 512B 8| 1 0 1 0 2| rno-miR-540-3p -0.19 -0.19|N/A
GPR26 ENST00000284674.1 G protein-coupled receptor 26 5| 1 0) 0) 1 1{rno-miR-540-3p -0.19 -0.19[N/A
SH3GLB2 ENST00000372564.3 SH3-domain GRB2-like endophilin B2 535 1 0 1 0 0| rno-miR-540-3p -0.19 -0.19|N/A
TPK1 ENST00000549981.1 thiamin pyrophosphokinase 1 7 1 0) 0) 1 0| rno-miR-540-3p -0.19 -0.19[N/A
DNAJC6 ENST00000395325.3 Dnal (Hsp40) homolog, subfamily C, member 6 96 1 0 1 0 1| ro-miR-540-3p -0.19 -0.19|N/A
NUDTI13 ENST00000372997.3 nudix (nucleoside diphosphate linked moiety X)-type motif 13 10) 1 0) 1 0) 0| rno-miR-540-3p -0.19 -0.19[N/A
MRPL4 ENST00000390669.1 mitochondrial ribosomal protein L4 3854 1 0 0) 1 0| rno-miR-540-3p -0.19 -0.19[N/A
ZNF592 ENST00000299927.3 zinc finger protein 592 1128] 2| 1 0 1 0frno-miR-540-3p -0.19 -0.24|N/A
TUBGCP3 ENST00000261965.3 tubulin, gamma complex associated protein 3 22 1 0) 0) 1 0| rno-miR-540-3p -0.19 -0.26|N/A
CECRS ENST00000155674.5 cat eye syndrome chromosome region, candidate 5 1473 1 0 1 0 0frno-miR-540-3p -0.19 -0.19|N/A
ADAMI5 ENST00000360674.4 ADAM metallopeptidase domain 15 645 1 0) 1 0) 0| rno-miR-540-3p -0.19 -0.19[N/A
TTYH3 ENST00000258796.7 tweety family member 3 188 1 0 0) 1 4| mo-miR-540-3p -0.19 -0.19[N/A
GLBI ENST00000307363.5 galactosidase, beta 1 1136 1 0 0 1 0frno-miR-540-3p -0.19 -0.19|N/A
DNMI ENST00000475805.1 dynamin 1 17, 1 1 0] 0] 0] mo-miR-540-3p -0.19] -0.19|N/A
UBQLN4 ENST00000368309.3 ubiquilin 4 5 1 0 0 1 0| rno-miR-540-3p -0.19 -0.19|N/A
CXADR ENST00000356275.6 coxsackie virus and adenovirus receptor 56| 1 0 0 1 0[ mo-miR-540-3p -0.19 -0.19|N/A
BRD4 ENST00000263377.2 bromodomain containing 4 849 1 1 0 0 0[ mo-miR-540-3p -0.19 -0.28|N/A
CLICS ENST00000339561.6 chloride intracellular channel 5 21] 2| 0 1 1 1| ro-miR-540-3p -0.19 -0.24|N/A
TWF1 ENST00000552521.1 twinfilin actin-binding protein 1 72| 1 0 1 0 0[ mo-miR-540-3p -0.19 -0.19|N/A
GPR8S ENST00000297146.3 G protein-coupled receptor 85 21 1 0 0 1 0fmo-miR-540-3p -0.19 -0.19|N/A
SH3GL2 ENST00000380607.4 SH3-domain GRB2-like 2 125 1 0 1 0 0[rno-miR-540-3p -0.19 -0.19|N/A
IKZF3 ENST00000346872.3 IKAROS family zinc finger 3 (Aiolos) 7| 1 0] 0] 1 0] mo-miR-540-3p -0.19] -0.19|N/A
PTPRT ENST00000373187.1 protein tyrosine phosphatase, receptor type, T 5 2 2 0 0 3| rno-miR-540-3p -0.19 -0.19|N/A
HCFC2 ENST00000229330.4 host cell factor C2 46| 1 1 0 0 2[rno-miR-540-3p -0.19 -0.39|N/A
CDC6 ENST00000209728.4 cell division cycle 6 772 1 0] 0] 1 1| mo-miR-540-3p -0.19] -0.25|N/A
KLF9 ENST00000377126.2 Kruppel-like factor 9 20 1 0 1 0 0| rno-miR-540-3p -0.19 -0.29|N/A
OCLN ENST00000355237.2 occludin 5 1 0 1 0 1{rno-miR-540-3p -0.19 -0.19|N/A
AXINT ENST00000262320.3 axin 1 27 1 0] 1 0] 0] mo-miR-540-3p -0.19] -0.19|N/A
SULTIBI ENST00000310613.3 sulfotransferase family, cytosolic, 1B, member 1 5 1 0 1 0 0f mo-miR-540-3p -0.19 -0.19|N/A
ZMAT3 ENST00000311417.2 zinc finger, matrin-type 3 459 1 0 0 1 2| rno-miR-540-3p -0.19 -0.21|N/A
LCAT ENST00000264005.5 lecithin-cholesterol acyltransferase 19 1 0) 1 0) 0| rno-miR-540-3p -0.19 -0.29|N/A
DKK2 ENST00000285311.3 dickkopf WNT signaling pathway inhibitor 2 5 2| 0 2 0 0frno-miR-540-3p -0.19 -0.19|N/A
RNDI ENST00000309739.5 Rho family GTPase 1 117 1 0 0 1 0| rno-miR-540-3p -0.19 -0.19|N/A
DKFZP434E1119 ENST00000598970.1 S 1 0] 1 0] 0] mo-miR-540-3p -0.19] -0.19|N/A
MIBI ENST00000261537.6 mindbomb E3 ubiquitin protein ligase 1 897 1 0 0 1 1| ro-miR-540-3p -0.19 -0.19|N/A
KLF7 ENST00000423015.1 Kruppel-like factor 7 (ubiquitous) 737 1 0 0 1 1| ro-miR-540-3p -0.19 -0.19|N/A
FHLI ENST00000394155.2 four and a half LIM domains 1 239 1 0] 1 0] 0] mo-miR-540-3p -0.19] -0.24|N/A
SLC25A23 ENST00000301454.4 solute carrier family 25 (mitochondrial carrier; phosphate carrier), member 23 5 2 0 0 2 0frmo-miR-540-3p -0.19 -0.19|N/A
RAB3B ENST00000371655.3 RAB3B, member RAS oncogene family 611 2| 0 0 2 1| mo-miR-540-3p -0.19 -0.52|N/A
SLC29A4 ENST00000396872.3 solute carrier family 29 (equilibrative nucleoside transporter), member 4 61 1 0] 0] 1 2| mo-miR-540-3p -0.19] -0.24|N/A
NEUROGI1 ENST00000314744.4 neurogenin 1 5 1 0 0 1 1| mo-miR-540-3p -0.19 -0.19|N/A
TOR2A ENST00000458505.3 torsin family 2, member A 75 1 0] 0] 1 0] mo-miR-540-3p -0.19] -0.19|N/A
VPS26B ENST00000281187.5 vacuolar protein sorting 26 homolog B (S. pombe) 1236 1 0 0 1 1| mo-miR-540-3p -0.19 -0.2|N/A
CLECI6A ENST00000409790.1 C-type lectin domain family 16, member A 108 1 0 1 0 3| ro-miR-540-3p -0.19 -0.2|N/A
DIDO1 ENST00000266070.4 death inducer-obliterator 1 1279 1 0] 1 0] 0] mo-miR-540-3p -0.19] -0.19|N/A
APLP2 ENST00000263574.5 amyloid beta (A4) precursor-like protein 2 5552 1 0 0 1 1] mo-miR-540-3p -0.19 -0.22[N/A




SCN3B ENST00000392770.2 sodium channel, voltage-gated, type III, beta subunit 10| 1 1 0 0 0frno-miR-540-3p -0.19 -0.43[N/A
TMEM104 ENST00000335464.5 t protein 104 657, 1 0] 0] 1 2| mo-miR-540-3p -0.19] -0.2[N/A
NDP ENST00000378062.5 Norrie disease (pseudoglioma) 5 1 0) 0) 1 0| rno-miR-540-3p -0.19 -0.19|N/A
SV2B ENST00000394232.1 synaptic vesicle glycoprotein 2B 7] 1 1 0] 0] 1] mo-miR-540-3p -0.19] -0.19|N/A
LHX6 ENST00000373755.2 LIM homeobox 6 196| 1 0 0 1 0[rno-miR-540-3p -0.19 -0.19|N/A
TP73 ENST00000378280.1 tumor protein p73 831 2| 0] 0] 2| 0] mo-miR-540-3p -0.19] -0.2[N/A
CSGALNACT2 ENST00000374466.3 chondroitin sulfate N-acetylgalactosaminyltransferase 2 128 1 0 0 1 0frno-miR-540-3p -0.18 -0.18|N/A
STAT3 ENST00000585517.1 signal transducer and activator of transcription 3 (acute-phase response factor) 478 1 0] 1 0] 0] mo-miR-540-3p -0.18] -0.18|N/A
PARVG ENST00000444313.3 parvin, gamma 5 1 0 0 1 0fmo-miR-540-3p -0.18 -0.18|N/A
CLDN4 ENST00000435050.1 claudin 4 o4 1 0 0 1 0| rno-miR-540-3p -0.18 -0.18|N/A
UBL4A ENST00000369660.4 ubiquitin-like 4A 3118] 1 0 1 0 0| ro-miR-540-3p -0.18 -0.18|N/A
COL5A2 ENST00000374866.3 collagen, type V, alpha 2 4327 2 0 1 1 0| rno-miR-540-3p -0.18 -0.36|N/A
ARHGEF7 ENST00000426073.2 Rho guanine nucleotide exchange factor (GEF) 7 361 1 0 0 1 0frmo-miR-540-3p -0.18 -0.18|N/A
UNC79 ENST00000553484.1 unc-79 homolog (C. elegans) 5 1 0 0 1 0| rno-miR-540-3p -0.18 -0.18|N/A
MAP2K7 ENST00000397981.3 mitogen-activated protein kinase kinase 7 164] 1 0 1 0 0[rmo-miR-540-3p -0.18 -0.18|N/A
TBCID14 ENST00000448507.1 TBCI domain family, member 14 1583 1 0 1 0 1] mo-miR-540-3p -0.18 -0.18|N/A
TEX22 ENST00000451127.2 testis expressed 22 9 1 1 0 0 0| rno-miR-540-3p -0.18 -0.45|N/A
OPRLI1 ENST00000336866.2 opiate receptor-like 1 12| 1 0 1 0 0frmo-miR-540-3p -0.18 -0.28|N/A
EFNA2 ENST00000215368.2 ephrin-A2 83 1 0 1 0 0frno-miR-540-3p -0.18 -0.18|N/A
CRTAM ENST00000227348.4 cytotoxic and regulatory T cell molecule 5 1 0 1 0 0frmo-miR-540-3p -0.18 -0.18|N/A
POLAI ENST00000379068.3 polymerase (DNA directed), alpha 1, catalytic subunit 310] 1 0 0 1 0frno-miR-540-3p -0.18 -0.18|N/A
ELOVL6 ENST00000394607.3 ELOVL fatty acid elongase 6 901 1 0 0 1 0| ro-miR-540-3p -0.18 -0.18|N/A
PCNX ENST00000304743.2 pecanex homolog (Drosophila) 45| 1 0 0 1 0| rno-miR-540-3p -0.18 -0.2|N/A
CCDC124 ENST00000597436.1 coiled-coil domain containing 124 7442\ 1 0 0 1 0frmo-miR-540-3p -0.18 -0.18|N/A
GDNF ENST00000326524.2 glial cell derived neurotrophic factor 4 1 0 1 0 0| rno-miR-540-3p -0.18 -0.18|N/A
MMD ENST00000262065.3 monocyte to macrophage differentiation-associated 558 1 0 1 0 0frmo-miR-540-3p -0.18 -0.18|N/A
TSPYL2 ENST00000375442.4 TSPY-like 2 270 1 0 0 1 0| rmo-miR-540-3p -0.18 -0.18|N/A
LYPD3 ENST00000244333.3 LY6/PLAUR domain containing 3 13 1 0 0 1 0| rno-miR-540-3p -0.18 -0.18|N/A
SPTSSB ENST00000359175.4 serine palmitoyltransferase, small subunit B 15 1 0 0 1 0frmo-miR-540-3p -0.18 -0.18|N/A
HES2 ENST00000377834.4 hairy and enhancer of split 2 (Drosophila) 5 1 0) 1 0) 0| ro-miR-540-3p -0.18 -0.18[N/A
TBCID1 ENST00000261439.4 TBCI (tre-2/USP6, BUB2, cdc16) domain family, member 1 150] 3 1 1 1 0frmo-miR-540-3p -0.18 -0.53|N/A
JAM2 ENST00000480456.1 junctional adhesion molecule 2 41 1 0 1 0 0| rno-miR-540-3p -0.18 -0.27|N/A
FOXP1 ENST00000318789.4 forkhead box P1 204 2 0 2 0 0| ro-miR-540-3p -0.18 -0.29|N/A
SEPNI ENST00000361547.2 selenoprotein N, 1 104 1 0 0 1 1| mo-miR-540-3p -0.18 -0.2|N/A
ADCYS ENST00000462833.1 adenylate cyclase 5 25 1 0 0 1 1{mo-miR-540-3p -0.18 -0.18|N/A
PRRT4 ENST00000489835.2 proline-rich brane protein 4 5 1 0 0 1 0frno-miR-540-3p -0.18 -0.18|N/A
SOHLH1 ENST00000298466.5 spermatogenesis and oogenesis specific basic helix-loop-helix 1 5 1 0 1 0 0fmo-miR-540-3p -0.18 -0.18|N/A
RTN4RL2 ENST00000335099.3 reticulon 4 receptor-like 2 13 1 0 0 1 0fmo-miR-540-3p -0.18 -0.18|N/A
TYRO3 ENST00000263798.3 TYRO3 protein tyrosine kinase 70| 1 0 0 1 0frno-miR-540-3p -0.18 -0.18|N/A
MTPN ENST00000393085.3 myotrophin 1296 1 0 0 1 0fmo-miR-540-3p -0.18 -0.18|N/A
RAB22A ENST00000244040.3 RAB22A, member RAS oncogene family 484] 1 0 1 0 1{rno-miR-540-3p -0.18 -0.21|N/A
TBCIDS ENST00000253692.7 TBC1 domain family, member 5 400 1 0 0 1 1{mo-miR-540-3p -0.18 -0.2|N/A
RCVRN ENST00000226193.5 recoverin 5 1 0 1 0 0| rno-miR-540-3p -0.18 -0.18|N/A
VSX1 ENST00000376709.4 visual system homeobox 1 5 1 0 1 0 0fmo-miR-540-3p -0.18 -0.18|N/A
ACI129492.6 ENST00000399413.3 5 1 0 1 0 0| rno-miR-540-3p -0.18 -0.18|N/A
FGFR1 ENST00000397091.5 fibroblast growth factor receptor 1 650)| 1 0 0 1 1{mo-miR-540-3p -0.18 -0.21|N/A
TGFBR3 ENST00000212355.4 transforming growth factor, beta receptor I 245 2| 0 2 0 0frno-miR-540-3p -0.18 -0.18|N/A
KIF6 ENST00000287152.7 kinesin family member 6 12| 1 0 0 1 0fmo-miR-540-3p -0.18 -0.18|N/A
DUSP4 ENST00000240100.2 dual specificity phosphatase 4 245 1 0 0 1 1{mo-miR-540-3p -0.18 -0.18|N/A
SYNPO2L ENST00000: 4 synaptopodin 2-like 5 1 0 1 0 0frno-miR-540-3p -0.18 -0.18|N/A
SMARCA4 ENST00000358026.2 | SWISNE elated, marx associated, actin dependent regulatorof chromatin, subfamily &, 662, 1 0 1 0 0| mo-miR-540-3p 0.18 -0.18|N/A
CPTIA ENST00000265641.5 camitine palmito 1A (liver) 869 1 0 0 1 0| rno-miR-540-3p -0.18 -0.18|N/A
ATP6VOC ENST00000368562.1 ATPase, H+ transporting, lysosomal 16kDa, VO subunit ¢ 7064| 1 0 0 1 0fmo-miR-540-3p -0.18 -0.18|N/A
FOXN4 ENST00000355216.1 forkhead box N4 16| 1 0 1 0 0| rno-miR-540-3p -0.18 -0.24|N/A
TPPP3 ENST00000393957.2 tubulin polymerization-promoting protein family member 3 5 1 0 1 0 0fmo-miR-540-3p -0.18 -0.18|N/A
MARCHS8 ENST00000453424.2 reiated ring finger (C3HC4) 8, E3 ubiquitin protein ligase 48 1 0 0 1 1{mo-miR-540-3p -0.18 -0.18|N/A
GLYCTK ENST00000354773.4 glycerate kinase 3833 1 0 1 0 0| rno-miR-540-3p -0.18 -0.18|N/A
GPR3 ENST00000374024.3 G protein-coupled receptor 3 5 1 0 1 0 0[mo-miR-540-3p -0.18 -0.18|N/A
SNX30 ENST00000374232.3 sorting nexin family member 30 33 1 0 1 0 1| rno-miR-540-3p -0.18 -0.18|N/A
TMEM150C ENST00000515780.2 t protein 150C 8 1 0] 0] 1 0] mo-miR-540-3p -0.18] -0.18|N/A
AZI2 ENST00000479665.1 S-azacytidine induced 2 530 1 1 0 0 0| rno-miR-540-3p -0.18 -0.32|N/A
SDHAF2 ENST00000543265.1 succinate dehydrogenase complex assembly factor 2 545 1 0 1 0 2| rno-miR-540-3p -0.18 -0.42|N/A
SLCIAL ENST00000262352.3 solutz ca.rl'ner family 1 (neuronal/epithelial high affinity glutamate transporter, system Xag), 138 1 1 0 0 1| mo-miR-540-3p 0.18 02|N/A
member
NRXN3 ENST00000281127.7 neurexin 3 14 3 2 1 0 1{rno-miR-540-3p -0.18 -0.55|N/A
DACH1 ENST00000305425.4 dachshund homolog 1 (Drosophila) 18 1 0 0 1 0fmo-miR-540-3p -0.18 -0.18|N/A
PHACTR3 ENST00000359926.3 phosphatase and actin regulator 3 84 1 0 0 1 0frno-miR-540-3p -0.18 -0.18|N/A
PVRL4 ENST00000368012.3 poliovirus receptor-related 4 6 1 0 1 0 0fmo-miR-540-3p -0.18 -0.18|N/A
ZDHHC23 ENST00000330212.3 zinc finger, DHHC-type containing 23 10| 1 0 1 0 0frno-miR-540-3p -0.18 -0.18|N/A
PRELP ENST00000343110.2 proline/arginine-rich end leucine-rich repeat protein 5 1 0 1 0 1| rno-miR-540-3p -0.18 -0.18|N/A
ADD3 ENST00000277900.8 adducin 3 (gamma) 537, 1 0] [ 1 1| mo-miR-540-3p -0.18] -0.18|N/A
CCNAL ENST00000440264.1 cyclin AT 17 1 0 1 0 0| rno-miR-540-3p -0.18 -0.18|N/A
KCNS2 ENST00000287042.4 potassium voltage-gated channel, delayed-rectifier, subfamily S, member 2 5 2 0 0 2 0fmo-miR-540-3p -0.18 -0.18|N/A
DHH ENST00000266991.2 desert hedgehog 5 1 0 1 0 0| rno-miR-540-3p -0.18 -0.18|N/A
SYN3 ENST00000358763.2 synapsin [T 5 1 0 1 0 0| rno-miR-540-3p -0.18 -0.18|N/A
SDR42E1 ENST00000328945.5 short chain dehydrc luctase family 42E, member 1 164 1 0 0 1 1{mo-miR-540-3p -0.18 -0.26|N/A
RNF14 ENST00000394520.2 ring finger protein 14 20| 1 0 0 1 1| rno-miR-540-3p -0.18 -0.25|N/A
RWDD2A ENST00000369724.4 RWD domain containing 2A 286| 1 0] 1 [ 0] mo-miR-540-3p -0.18] -0.18|N/A
TTLLA ENST00000457313.1 tubulin tyrosine ligase-like family, member 4 303 1 0 0 1 0frno-miR-540-3p -0.17 -0.17|N/A
SEC24B ENST00000265175.5 SEC24 family, member B (S. cerevisiae) 24| 1 0 0 1 0fmo-miR-540-3p -0.17 -0.17|N/A
ALOX15 ENST00000570836.1 arachidonate 15-lipoxygenase 5| 1 0 1 0 0frno-miR-540-3p -0.17 -0.17|N/A
SYK ENST00000375754.4 spleen tyrosine kinase 25| 1 0 0 1 1| rno-miR-540-3p -0.17 -0.17|N/A
STX3 ENST00000535361.1 syntaxin 3 564 1 0] [ 1 0] mo-miR-540-3p -0.17] -0.17|N/A
ST6GALNAC2 ENST00000225276.5 i:l:lﬁy 1(5:;;}1‘?6 -;c,«;ty]-neuraminy]-Z,3-bem-galactosy]-1,3)-N-acsty]ga]actosaminide alpha-2,6- 37 1 1 0 0 1| ro-miR-540-3p 0.17 L041|N/A
NFIB ENST00000397575.3 nuclear factor I/B 1149 2| 0] 1 1 0] mo-miR-540-3p -0.17] -0.19|N/A
PSMD12 ENST00000356126.3 proteasome (prosome, macropain) 26S subunit, non-ATPase, 12 399| 1 1 0 0 0f mo-miR-540-3p -0.17 -0.57|N/A
ZCCHC2 ENST00000269499.5 zinc finger, CCHC domain containing 2 13 1 0 1 0 0frno-miR-540-3p -0.17 -0.17|N/A
NTSM ENST00000389022.4 5',3"-nucleotidase, mitochondrial 534 1 0] 1 0] 0] mo-miR-540-3p -0.17] -0.17|N/A
TRERF1 ENST00000541110.1 transcriptional regulating factor 1 52 1 0 1 0 0frno-miR-540-3p -0.17 -0.17|N/A
STO6GAL2 ENST00000361686.4 ST6 beta-galactosamide alpha-2,6-sialyltranferase 2 5 2| 0 1 1 0frno-miR-540-3p -0.17 -0.17|N/A
TMEM260 ENST00000261556.6 t protein 260 44 1 0] 0] 1 0] mo-miR-540-3p -0.17] -0.17|N/A
PTAFR ENST00000373857.3 platelet-activating factor receptor 5 1 0 0 1 0f mo-miR-540-3p -0.17 -0.17|N/A
STX17 ENST00000259400.6 syntaxin 17 510] 1 0 0 1 0| rno-miR-540-3p -0.17 -0.18|N/A
SIRT3 ENST00000382743.4 sirtuin 3 408| 1 0] 0] 1 1| mo-miR-540-3p -0.17] -0.24|N/A
PSMDI11 ENST00000261712.3 proteasome (prosome, macropain) 26S subunit, non-ATPase, 11 189] 2| 0 0 2 0frno-miR-540-3p -0.17 -0.37|N/A
DDAl ENST00000359866.4 DETI and DDBI associated 1 76 1 0 1 0 0| rno-miR-540-3p -0.17 -0.27|N/A
SCP2 ENST00000488965.1 sterol carrier protein 2 3640| 1 0 1 0 2| ro-miR-540-3p -0.17 -0.17|N/A
TOX2 ENST00000372999.1 TOX high mobility group box family member 2 21 1 0 0 1 1{ mo-miR-540-3p -0.17 -0.17|N/A
PLEKHM2 ENST00000375799.3 pleckstrin homology domain containing, family M (with RUN domain) member 2 349| 1 0 0 1 0frno-miR-540-3p -0.17 -0.17|N/A
KATNBI ENST00000379661.3 katanin p80 (WD repeat containing) subunit B 1 949 1 0 0 1 0[ mo-miR-540-3p -0.17 -0.17|N/A
TNSI1 ENST00000171887.4 tensin | 591 3 0] 2| 1 1/ mo-miR-540-3p -0.17] -0.17|N/A
SCARB2 ENST00000264896.2 scavenger receptor class B, member 2 5609) 3 1 1 1 4{rmo-miR-540-3p -0.17 -0.98|N/A
ISY1-RAB43 ENST00000418265.1 ISY1-RAB43 readthrough S 1 0] 0] 1 1| mo-miR-540-3p -0.17] -0.17|N/A
MAVS ENST00000428216.2 mitochondrial antiviral signaling protein 211 1 0 1 0 0frno-miR-540-3p -0.17 -0.18|N/A
FAXC ENST00000389677.5 failed axon connections homolog (Drosophila) 95 2| 1 0 1 3| rno-miR-540-3p -0.17 -0.4|N/A
SLC6AL6 ENST00000454748.3 solute carrier family 6, member 16 17 1 0 0 1 0f mo-miR-540-3p -0.17 -0.17|N/A
IGLONS ENST00000270642.8 IgLON family member 5 5 1 0 0 1 1{rno-miR-540-3p -0.17 -0.17|N/A
TRAM2 ENST00000182527.3 translocation associated membrane protein 2 2774] 1 0 1 0 3| rno-miR-540-3p -0.17 -0.17|N/A
PRDM1 ENST00000369089.3 PR domain containing 1, with ZNF domain 48 1 0 0 1 1{mo-miR-540-3p -0.17 -0.22|N/A
GRK6 ENST00000393576.3 G protein-coupled receptor kinase 6 130) 2| 1 1 0 0frno-miR-540-3p -0.17 -0.26|N/A
TMEM41B ENST00000528080.1 t protein 41B 191 1 0] 1 0] 0] mo-miR-540-3p -0.17] -0.17|N/A
FGR ENST00000374005.3 feline Gardner-Rasheed sarcoma viral oncogene homolog S 1 0] 1 0] 0] mo-miR-540-3p -0.17] -0.17|N/A
IMIDIC ENST00000399251.1 Jumonji domain containing 1C 60| 1 0 0 1 0frno-miR-540-3p -0.17 -0.17|N/A
FLVCRI ENST00000366971.4 feline leukemia virus subgroup C cellular receptor 1 322 1 1 0 0 0fmo-miR-540-3p -0.17 -0.24|N/A
SLC26A1 ENST00000361661.2 solute carrier family 26 (anion exchanger), member 1 241 1 1 0 0 0frno-miR-540-3p -0.17 -0.17|N/A
SHROOM2 ENST00000380913.3 shroom family member 2 121 1 0] 1 0] 1| mo-miR-540-3p -0.17] -0.27N/A
ERN1 ENST00000433197.3 endoplasmic reticulum to nucleus signaling 1 182 2 1 0 1 0f mo-miR-540-3p -0.17 -0.17|N/A




CHST4 ENST00000338482.5 carbohydrate (N-acetylglucosamine 6-O) sulfc 4 15] 1 0 1 0 0[rno-miR-540-3p -0.17 -0.17|N/A
CBX7 ENST00000216133.5 chromobox homolog 7 z‘ 1 0] 0] 1 0] mo-miR-540-3p -0.17] -0.17|N/A
C3orfl8 ENST00000426034.1 chromosome 3 open reading frame 18 29 1 0 0 1 0frno-miR-540-3p -0.17 -0.17|N/A
FRMD4B ENST00000398540.3 FERM domain containing 4B 12 1 0 0 1 0fmo-miR-540-3p -0.17 -0.17|N/A
ZC3H12D ENST00000416573.2 zinc finger CCCH-type containing 12D 13 1 0 1 0 0frno-miR-540-3p -0.17 -0.17|N/A
RABI1FIP3 ENST00000262305.4 RABI1 family interacting protein 3 (class IT) 71 2 0 1 1 0fmo-miR-540-3p -0.17 -0.17|N/A
LDOC1 ENST00000370526.2 leucine zipper, down-regulated in cancer 1 14 1 0 0 1 0frno-miR-540-3p -0.17 -0.18|N/A
STK40 ENST00000359297.2 serine/threonine kinase 40 214 1 0] 0] 1 1| mo-miR-540-3p -0.17] -0.17|N/A
CACNAIE ENST00000526775.1 calcium channel, voltage-dependent, R type, alpha 1E subunit 5 1 0 0 1 1{mo-miR-540-3p -0.17 -0.17|N/A
FBLN7 ENST00000331203.2 fibulin 7 44 1 0 1 0 0| rno-miR-540-3p -0.17 -0.17|N/A
COROIC ENST00000261401.3 coronin, actin binding protein, 1C 1970| 1 0 0 1 1{mo-miR-540-3p -0.17 -0.19|N/A
AP3M2 ENST00000174653.3 adaptor-related protein complex 3, mu 2 subunit 792 1 0 1 0 0| rno-miR-540-3p -0.17 -0.17|N/A
TRAPPC10 ENST00000291574.4 trafficking protein particle complex 10 302 1 0 0 1 1{mo-miR-540-3p -0.17 -0.23|N/A
SRGAPI ENST00000355086.3 SLIT-ROBO Rho GTPase activating protein 1 64 1 1 0 0 1| mo-miR-540-3p -0.17 -0.32|N/A
NAA40 ENSTO00000: 93.4 N(alpha)-acetyltransferase 40, NatD catalytic subunit 217 1 0 1 0 2| mo-miR-540-3p -0.17 -0.26|N/A
MTMR9 ENST00000221086.3 myotubularin related protein 9 400] 1 1 0 0 0] rno-miR-540-3p -0.17 -0.22|N/A
FAMI79B ENST00000382233.2 family with sequence similarity 179, member B 12 1 0 1 0 0| rno-miR-540-3p -0.17 -0.17|N/A
SLC22A3 ENST00000392145.1 solute carrier family 22 (organic cation transporter), member 3 86 1 0 1 0 0frmo-miR-540-3p -0.17 -0.17|N/A
JPH4 ENST00000356300.4 junctophilin 4 5 1 0 1 0 0frno-miR-540-3p -0.17 -0.17|N/A
CHST8 ENST00000438847.3 carbohydrate (N-acetylgalactosamine 4-0) sulfotransferase 8 32| 1 0 0 1 0frmo-miR-540-3p -0.17 -0.17|N/A
RIOK3 ENST00000339486.3 RIO kinase 3 757 1 0 1 0 0| rno-miR-540-3p -0.17 -0.17|N/A
YPELL ENST00000339468.3 yippee-like 1 (Drosophila) 81 1 0 0 1 2| mo-miR-540-3p -0.17 -0.32|N/A
TBCIDI3 ENST00000372648.5 TBCI domain family, member 13 2204 1 0 0 1 1| mo-miR-540-3p -0.17 -0.17|N/A
SLC36A4 ENST00000326402.4 solute carrier family 36 (proton/amino acid symporter), member 4 252 2 0 1 1 0frmo-miR-540-3p -0.17 -0.27|N/A
FLJ27365 ENST00000360737.3 hsa-mir-4763 74 1 0 0 1 0| rno-miR-540-3p -0.17 -0.17|N/A
UTRN ENST00000367545.3 utrophin 87 1 0 0 1 0| ro-miR-540-3p -0.17 -0.17|N/A
VWF ENST00000261405.5 von Willebrand factor 16| 1 0 0 1 0| rno-miR-540-3p -0.17 -0.17|N/A
RGS3 ENST00000374140.2 regulator of G-protein signaling 3 2735 1 0 0 1 0| rno-miR-540-3p -0.17 -0.17|N/A
MENT ENST00000377316.2 multiple endocrine neoplasia 8| 1 0 0 1 0frmo-miR-540-3p -0.17 -0.17|N/A
LYPD6 ENST00000334166.4 LY6/PLAUR domain containing 6 261] 1 0) 0) 1 0| ro-miR-540-3p -0.17 -0.17|N/A
COLQ ENST00000383785.2 collagen-like tail subunit (single strand of homotrimer) of asymmetric acetylcholi: 8| 1 0 1 0 0frmo-miR-540-3p -0.17 -0.17|N/A
FNIP2 ENST00000264433.6 folliculin interacting protein 2 266 1 0 0 1 0| rno-miR-540-3p -0.17 -0.17|N/A
PKNOX2 ENST00000298282.9 PBX/knotted 1 homeobox 2 46| 1 0 0 1 0| ro-miR-540-3p -0.17 -0.17|N/A
ADPGK ENST00000311669.8 ADP-dependent glucokinase 1938 1 0 0 1 0frno-miR-540-3p -0.17 -0.17|N/A
KLK9 ENST00000376832.4 kallikrein-related peptidase 9 5 1 0 1 0 0fmo-miR-540-3p -0.17 -0.17|N/A
PMP22 ENST00000395938.2 peripheral myelin protein 22 1152 1 0 0 1 0frno-miR-540-3p -0.17 -0.17|N/A
IFNGR1 ENST00000367739.4 interferon gamma receptor 1 8| 1 0 1 0 0fmo-miR-540-3p -0.17 -0.17|N/A
RALGPS2 ENST00000367635.3 Ral GEF with PH domain and SH3 binding motif 2 201 1 0 0 1 1{mo-miR-540-3p -0.17 -0.17|N/A
GPRCSB ENST00000300571.2 G protein-coupled receptor, family C, group 5, member B 84 1 0 0 1 1{rno-miR-540-3p -0.17 -0.17|N/A
TTC9 ENST00000256367.2 tetratricopeptide repeat domain 9 39 1 0 0 1 1{mo-miR-540-3p -0.17 -0.27|N/A
LEPR ENST00000371060.3 leptin receptor 169 1 0 0 1 1| mo-miR-540-3p -0.17 -0.17[N/A
HIVEP2 ENST00000367604.1 human immunodeficiency virus type I enhancer binding protein 2 137 1 0 0 1 0fmo-miR-540-3p -0.17 -0.17|N/A
FGDS ENST00000285046.5 FYVE, RhoGEF and PH domain containing 5 9 1 0 0 1 0[rno-miR-540-3p -0.17 -0.17|N/A
DUOXA1 ENST00000358996.1 dual oxidase maturation factor 1 5 1 0 0 1 0fmo-miR-540-3p -0.17 -0.17|N/A
KLHL1 ENST00000377844.4 kelch-like family member 1 40| 1 0 0 1 0[rno-miR-540-3p -0.17 -0.17|N/A
IL12RB1 ENST00000593993.2 interleukin 12 receptor, beta 1 5 1 0 1 0 0fmo-miR-540-3p -0.17 -0.17|N/A
BTD ENST00000303498.5 biotinidase 183 1 1 0 0 0| rno-miR-540-3p -0.17 -0.22|N/A
RWDD4 ENST00000326397.5 RWD domain containing 4 5 1 0 1 0 0fmo-miR-540-3p -0.17 -0.17|N/A
PPPIR13B ENST00000423488.2 protein phosphatase 1, regulatory subunit 13B 105] 1 0 1 0 0fmo-miR-540-3p -0.17 -0.17|N/A
TMCC1 ENST00000432054.2 transmembrane and coiled-coil domain family 1 97 1 0 0 1 0frno-miR-540-3p -0.17 -0.17|N/A
INTU ENST00000335251.6 inturned planar cell polarity protein 105] 2 0 1 1 0fmo-miR-540-3p -0.16 -0.26|N/A
NEU3 ENST00000532963.1 sialidase 3 (membrane sialidase) 243| 1 0 1 0 0frno-miR-540-3p -0.16 -0.17|N/A
SLC39A14 ENST00000381237.1 solute carrier family 39 (zinc transporter), member 14 2413 1 0 1 0 1{mo-miR-540-3p -0.16 -0.17|N/A
ANPEP ENST00000300060.6 alanyl (membrane) aminopeptidase 216| 1 0 1 0 0fmo-miR-540-3p -0.16 -0.16|N/A
GPR75 ENST00000394705.2 G protein-coupled receptor 75 35 1 0 1 0 0frno-miR-540-3p -0.16 -0.19|N/A
RIMS4 ENST00000372851.3 I synaptic exocytosis 4 30 2 0 2 0 1| mo-miR-540-3p -0.16 -0.16|N/A
PRCI ENST00000361919.3 protein regulator of cytokinesis 1 288 1 0 1 0 0frno-miR-540-3p -0.16 -0.16|N/A
PDZD2 ENST00000438447.1 PDZ domain containing 2 5 2 0 1 1 0fmo-miR-540-3p -0.16 -0.16|N/A
KDM4A ENST00000372396.3 lysine (K)-specific demethylase 4A 257 1 0 1 0 0frno-miR-540-3p -0.16 -0.16|N/A
SFXN3 ENST00000393459.1 sideroflexin 3 154] 1 0] 1 [ 0] mo-miR-540-3p -0.16] -0.16|N/A
MSL1 ENST00000398532.4 male-specific lethal 1 homolog (Drosophila) 4715 1 0 1 0 1| rno-miR-540-3p -0.16 -0.16|N/A
TBX21 ENST00000177694.1 T-box 21 5| 1 0] 1 0] 0] mo-miR-540-3p -0.16] -0.16|N/A
RCSD1 ENST00000367854.3 RCSD domain containing 1 32| 1 0 0 1 0fmo-miR-540-3p -0.16 -0.16|N/A
ZBTB41 ENST00000367405.4 zinc finger and BTB domain containing 41 33 1 0 0 1 0frno-miR-540-3p -0.16 -0.18|N/A
TEC ENST00000381501.3 tec protein tyrosine kinase 11 2| 0) 1 1 0| rno-miR-540-3p -0.16 -0.39|N/A
KAZALDI ENST00000370200.5 Kazal-type serine peptidase inhibitor domain 1 186 2| 1 1 0 1| rno-miR-540-3p -0.16 -0.72|N/A
ZNF256 ENST00000598928.1 zinc finger protein 256 18 2 0 2 0 0| rmo-miR-540-3p -0.16 -0.53|N/A
SH3RF2 ENST00000511217.1 SH3 domain containing ring finger 2 53 1 1 0 0 0fmo-miR-540-3p -0.16 -0.18|N/A
RUFY3 ENST00000381006.3 RUN and FYVE domain containing 3 162 2) 0 2 0 0| rno-miR-540-3p -0.16 -0.32|N/A
MAK ENST00000313243.2 male germ cell-associated kinase 7 2 0 2 0 1{mo-miR-540-3p -0.16 -0.24|N/A
GNAZ ENST00000248996.4 guanine nucleotide binding protein (G protein), alpha z polypeptide 50| 1 0 0 1 0frno-miR-540-3p -0.16 -0.16|N/A
PTCH1 ENST00000430669.2 patched 1 123] 1 0] 1 [ 0] mo-miR-540-3p -0.16] -0.16|N/A
SLC25A28 ENST00000370495.4 solute carrier family 25 (mitochondrial iron transporter), member 28 49| 1 0 1 0 0fmo-miR-540-3p -0.16 -0.16|N/A
SLX4 ENST00000294008.3 SLX4 structure-specific endonuclease subunit 48| 1 0 0 1 0frno-miR-540-3p -0.16 -0.16|N/A
DENNDIC ENST00000381480.2 DENN/MADD domain containing 1C 5| 1 0] 1 [ 0] mo-miR-540-3p -0.16] -0.16|N/A
PHACTR1 ENST00000379350.1 phosphatase and actin regulator 1 5 1 0 0 1 0frno-miR-540-3p -0.16 -0.16|N/A
MAPK11 ENST00000330651.6 mitogen-activated protein kinase 11 9) 1 0) 0) 1 0| rno-miR-540-3p -0.16 -0.16|N/A
CD300A ENST00000360141.3 CD300a molecule 5 1 0 1 0 0| rno-miR-540-3p -0.16 -0.16|N/A
BAK1 ENST00000442998.2 BCL2-antagonist/iller 1 15] 1 0] 0] 1 1| mo-miR-540-3p -0.16] -0.16|N/A
GUCD1 ENST00000447813.2 guanylyl cyclase domain containing 1 2990| 1 0 1 0 0| rno-miR-540-3p -0.16 -0.16[N/A
FOXO1 ENST00000379561.5 forkhead box Ol 480] 1 1 0 0 0| rno-miR-540-3p -0.16 -0.17|N/A
ABCF2 ENST00000287844.2 ATP-binding cassette, sub-family F (GCN20), member 2 48| 1 0 0 1 1{mo-miR-540-3p -0.16 -0.23|N/A
TMTC2 ENST00000321196.3 t t and tetratricopeptide repeat containing 2 173 1 0 0 1 0frno-miR-540-3p -0.16 -0.17|N/A
RNF144A ENST00000320892.6 ring finger protein 144A 124| 1 0] [ 1 0] mo-miR-540-3p -0.16] -0.16|N/A
SLC6A14 ENST00000371900.4 solute carrier family 6 (amino acid transporter), member 14 5 1 0 1 0 0[mo-miR-540-3p -0.16 -0.16|N/A
CXorf36 ENST00000398000.2 chromosome X open reading frame 36 5 1 0 0 1 0frno-miR-540-3p -0.16 -0.16|N/A
CNIH4 ENST00000465271.1 cornichon family AMPA receptor auxiliary protein 4 1348 3 0 2 1 0[ mo-miR-540-3p -0.16 -0.49|N/A
GIT2 ENST00000355312.3 G protein-coupled receptor kinase interacting ArfGAP 2 924 1 0 0 1 0frno-miR-540-3p -0.16 -0.17|N/A
FRYL ENST00000503238.1 FRY-like 276) 1 0] 1 0] 0] mo-miR-540-3p -0.16] -0.16|N/A
GRM7 ENST00000486284.1 glutamate receptor, metabotropic 7 5 1 0 0 1 0[ mo-miR-540-3p -0.16 -0.16|N/A
CCDC120 ENST00000376396.3 coiled-coil domain containing 120 170] 2| 0 1 1 0frno-miR-540-3p -0.16 -0.16|N/A
FAM178B ENST00000417561.3 family with sequence similarity 178, member B 5 1 0 0 1 0[ mo-miR-540-3p -0.16 -0.16|N/A
AMDHD2 ENST00000302956.4 amidohydrolase domain containing 2 48—<81 1 0 0 1 2| ro-miR-540-3p -0.16 -0.48|N/A
DNAICS ENST00000360864.4 DnaJ (Hsp40) homolog, subfamily C, member 5 1089 1 0 1 0 2| ro-miR-540-3p -0.16 -0.27|N/A
AMDI1 ENST00000368885.3 adenosylmethionine decarboxylase 1 725 1 0 0 1 1{mo-miR-540-3p -0.16 -0.26|N/A
ME1L ENST00000369705.3 malic enzyme 1, NADP(+)-dependent, cytosolic 586 1 1 0 0 0f mo-miR-540-3p -0.16 -0.18|N/A
MAGI3 ENST00000307546.9 ; associated guanylate kinase, WW and PDZ domain containing 3 70| 1 1 0 0 0frno-miR-540-3p -0.16 -0.41|N/A
MRPL49 ENST00000279242.2 mitochondrial ribosomal protein L49 142 1 0 1 0 0[ mo-miR-540-3p -0.16 -0.16|N/A
C21orf128 ENST00000329015.2 chromosome 21 open reading frame 128 5 1 0 1 0 0frno-miR-540-3p -0.16 -0.16|N/A
C2CD4C ENST00000332235.6 (2 calcium-dependent domain containing 4C 70| 1 0 0 1 1| ro-miR-540-3p -0.16 -0.16|N/A
CALCRL ENST00000392370.3 calcitonin receptor-like 18] 1 0] 0] 1 0] mo-miR-540-3p -0.16] -0.16|N/A
GRHL3 ENST00000361548.4 grainyhead-like 3 (Drosophila) 15 1 0 1 0 0f mo-miR-540-3p -0.16 -0.16|N/A
GOLTIB ENST00000540141.1 golgi transport 1B 348 2 1 0 1 0| rno-miR-540-3p -0.16 -0.62|N/A
PEX14 ENST00000356607.4 peroxisomal biogenesis factor 14 1637 1 0 0 1 0[ mo-miR-540-3p -0.16 -0.16|N/A
MAP3K12 ENST00000267079.2 mitogen-activated protein kinase kinase kinase 12 6l] 1 0 0 1 0frno-miR-540-3p -0.16 -0.18|N/A
SIK1 ENST00000270162.6 salt-inducible kinase 1 2163 2 1 0 1 0| rno-miR-540-3p -0.16 -0.16|N/A
BBX ENST00000415149.2 bobby sox homolog (Drosophila) 141 1 0 1 0 0[ mo-miR-540-3p -0.16 -0.17|N/A
TMEMS86A ENST00000280734.2 I protein 86A 5 1 0 0 1 0| rno-miR-540-3p -0.16 -0.16|N/A
TMEM25 ENST00000411589.2 I protein 25 767 1 0 0 1 0[rno-miR-540-3p -0.16 -0.16|N/A
FAMI29A ENST00000367511.3 family with sequence similarity 129, member A 213 1 0] 1 0] 0] mo-miR-540-3p -0.16] -0.16|N/A
DUSP22 ENST00000419235.2 dual specificity phosphatase 22 1330) 1 0] 0] 1 0] mo-miR-540-3p -0.16] -0.16|N/A
RP4-559A3.7 ENST00000432920.2 Uncharacterized protein 15 1 0 0 1 0frno-miR-540-3p -0.16 -0.16|N/A
XYLT1 ENST00000261381.6 xylosyltransferase T 159 1 0 1 0 1{mo-miR-540-3p -0.16 -0.16|N/A
ATXNTL1 ENST00000419735.3 ataxin 7-like 1 67 1 0 0 1 0[ro-miR-540-3p -0.16 -0.16|N/A
ARLI13B ENST00000535334.1 ADP-ribosylation factor-like 13B 23 1 0 1 0 0fmo-miR-540-3p -0.16 -0.16|N/A
LPGATI ENST00000366997.4 lysophosphatidylglycerol acyltransfe 1 135] 1 0 0 1 3|rno-miR-540-3p -0.16 -0.21|N/A
DLG1 ENST00000346964.2 discs, large homolog 1 (Drosophila) 813 1 0 0 1 0frno-miR-540-3p -0.16 -0.16|N/A
APIGI ENST00000299980.4 adaptor-related protein complex 1, gamma 1 subunit 436 1 1 0 0 1{rmo-miR-540-3p -0.16 -0.16|N/A
LOXL4 ENST00000260702.3 lysyl oxidase-like 4 299] 1 1 0] 0] 0] mo-miR-540-3p -0.16] -0.16|N/A




FAMS9B ENST00000449319.2 family with sequence similarity 89, member B 28] 1 0 1 0 0frno-miR-540-3p -0.16 -0.16|N/A
GAD2 ENST00000376261.3 glutamate decarboxylase 2 (pancreatic islets and brain, 65kDa) 5 1 0 0 1 0fmo-miR-540-3p -0.16 -0.16|N/A
NSUN7 ENST00000316607.5 NOP2/Sun domain family, member 7 9 1 0 1 0 1| mo-miR-540-3p -0.16 -0.16|N/A
ATPAFI1 ENST00000576409.1 ATP synthase mitochondrial F1 complex assembly factor 1 1637 1 0 1 0 1{rmo-miR-540-3p -0.16 -0.18|N/A
FBXL20 ENST00000394294.3 F-box and leucine-rich repeat protein 20 455 1 0 0 1 2| mo-miR-540-3p -0.16 -0.2|N/A
PLEKHSI ENST00000354462.3 pleckstrin homology domain containing, family S member 1 7 1 0 1 1] 0fmo-miR-540-3p -0.16 -0.23|N/A
PPP2R1B ENST00000527614.1 protein phosphatase 2, regulatory subunit A, beta 341 2| 0 0 2 0frno-miR-540-3p -0.16 -0.28|N/A
CMTM6 ENST00000205636.3 CKLF-like MARVEL t domain containing 6 169 1 1 0] 0] 0] mo-miR-540-3p -0.16] -0.27N/A
MKLNT ENST00000352689.6 muskelin 1, intracellular mediator containing kelch motifs 477 2 0 1 1 3| mo-miR-540-3p -0.16 -0.2|N/A
NRID2 ENST00000312521.4 nuclear receptor subfamily 1, group D, member 2 154 1 1 0 0 0| rno-miR-540-3p -0.16 -0.45|N/A
CSDC2 ENST00000306149.7 cold shock domain containing C2, RNA binding 31 1 0 0 1 0frmo-miR-540-3p -0.15 -0.15|N/A
ZCCHC3 ENST00000382352.3 zinc finger, CCHC domain containing 3 1328 1 0 1 0 1| mo-miR-540-3p -0.15 -0.15|N/A
PSD3 ENST00000327040.8 pleckstrin and Sec7 domain containing 3 133 1 0 0 1 0frmo-miR-540-3p -0.15 -0.17|N/A
NPFFRI ENST00000277942.6 neuropeptide FF receptor 1 5 1 1 0 0 2[rno-miR-540-3p -0.15 -0.15|N/A
ZNF365 ENST00000395254.3 zinc finger protein 365 173 2 0 2 0 0[rmo-miR-540-3p -0.15 -0.16|N/A
ATP2B3 ENST00000370186.1 ATPase, Ca++ transporting, plasma membrane 3 5 1 0 0 1 3|rno-miR-540-3p -0.15 -0.15|N/A
XKR6 ENST00000304437.2 XK, Kell blood group complex subunit-related family, member 6 5 1 0 0 1 0| rno-miR-540-3p -0.15 -0.15|N/A
CD160 ENST00000369290.1 CD160 molecule 5 1 0 1 0 0| ro-miR-540-3p -0.15 -0.15|N/A
MAPREI] ENST00000375571.5 microtubule-associated protein, RP/EB family, member 1 39 1 0 0 1 0| rno-miR-540-3p -0.15 -0.23|N/A
KCNC4 ENST00000369787.3 potassium voltage-gated channel, Shaw-related subfamily, member 4 138] 1 1 0 0 0frmo-miR-540-3p -0.15 -0.31|N/A
PXK ENST00000463280.1 PX domain containing serine/threonine kinase 220) 1 0 0 1 0| rno-miR-540-3p -0.15 -0.17|N/A
YWHAG ENST00000307630.3 tyl;)smet%-monooxygenase/ﬁymophan S-monooxygenase activation protein, gamma 5623 1 0 1 0 1| mo-miR-540-3p 0.15 0.15|N/A
polypeptide
CSK ENST00000220003.9 c-src tyrosine kinase 941 1 0 1 0 0frmo-miR-540-3p -0.15 -0.15|N/A
EPHBI ENST00000398015.3 EPH receptor Bl 2] 1 0 0 1 0| rno-miR-540-3p -0.15 -0.15|N/A
OTX1 ENST00000366671.3 orthodenticle homeobox 1 11 1 0 1 0 1{mo-miR-540-3p -0.15 -0.15|N/A
ESRP1 ENST00000358397.5 epithelial splicing regulatory protein 1 74 1 0 0 1 1| mo-miR-540-3p -0.15 -0.15|N/A
ZNF667 ENST00000591790.1 zinc finger protein 667 24| 1 0 0 1 0[rmo-miR-540-3p -0.15 -0.15|N/A
GPAM ENST00000348367.4 glycerol-3-phosphate a mitochondrial 153 2 0 1 1 4| mo-miR-540-3p -0.15 -0.16|N/A
ALGI10B ENST00000308742.4 ALGI10B, alpha-1,2-glucosyltransferase 471 1 0 0 1 1{mo-miR-540-3p -0.15 -0.15|N/A
ADO ENST00000373783.1 2-aminoethanethiol (c: ) dioxygenase 686) 1 0 1 0 1| mo-miR-540-3p -0.15 -0.18|N/A
MFSD6 ENST00000392328.1 major facilitator superfamily domain containing 6 47| 2 0 1 1 0frmo-miR-540-3p -0.15 -0.15|N/A
EXTLI ENST00000374280.3 exostosin-like glycos 1 35| 1 0 1 0 0frno-miR-540-3p -0.15 -0.15|N/A
FAMS53A ENST00000489363.1 family with sequence similarity 53, member A 50| 1 0 0 1 0fmo-miR-540-3p -0.15 -0.15|N/A
TMEM127 ENST00000258439.3 transmembrane protein 127 296 1 0 0 1 0frno-miR-540-3p -0.15 -0.15|N/A
P4HA3 ENST00000331597.4 prolyl 4-hydroxylase, alpha polypeptide IIT 5 1 0 1 0 0fmo-miR-540-3p -0.15 -0.15|N/A
MMP24 ENST00000246186.6 matrix metallopeptidase 24 ( inserted) 201] 1 0 1 0 1| mo-miR-540-3p -0.15 -0.15[N/A
CAPN2 ENST00000295006.5 calpain 2, (m/I) large subunit 1090 1 0 0 1 0frno-miR-540-3p -0.15 -0.23|N/A
EFCAB6 ENST00000356087.4 EF-hand calcium binding domain 6 23 2 0 1 1 0fmo-miR-540-3p -0.15 -0.2|N/A
MYOI8A ENST00000354329.4 myosin XVIIIA 159 1 1 0 0 0[rno-miR-540-3p -0.15 -0.16|N/A
CDON ENST00000392693.3 cell adhesion associated, oncogene regulated 173 3 0 3 0 0fmo-miR-540-3p -0.15 -0.18|N/A
DYNCIHI ENST00000360184.4 dynein, cytoplasmic 1, heavy chain 1 329 1 0 0 1 0frno-miR-540-3p -0.15 -0.15|N/A
ASAP1 ENST00000357668.1 ArfGAP with SH3 domain, ankyrin repeat and PH domain 1 185 1 0 1 0 0fmo-miR-540-3p -0.15 -0.23|N/A
GMPS ENST00000496455.2 guanine monphosphate synthase 867 1 1 0 0 1{rno-miR-540-3p -0.15 -0.17|N/A
UNCI119B ENST00000344651.4 unc-119 homolog B (C. elegans) 5 1 0 1 0 1{mo-miR-540-3p -0.15 -0.15|N/A
ARHGAP17 ENST00000441763.2 Rho GTPase activating protein 17 1337 1 1 0 0 0frno-miR-540-3p -0.15 -0.15|N/A
FIX1 ENST00000317811.4 four jointed box 1 (Drosophila) 823 1 0 1 0 0fmo-miR-540-3p -0.15 -0.15|N/A
GNGI10 ENST00000374293.4 guanine nucleotide binding protein (G protein), gamma 10 407 1 0 1 0 0fmo-miR-540-3p -0.15 -0.15|N/A
ATGI16L1 ENST00000392017.4 autophagy related 16-like 1 (S. cerevisiae) 552 1 0 1 0 0frno-miR-540-3p -0.15 -0.15|N/A
ABCC1 ENST00000399408.2 ATP-binding cassette, sub-family C (CFTR/MRP), member 1 441 1 0 1 0 0[mo-miR-540-3p -0.15 -0.15|N/A
SIRT1 ENST00000212015.6 sirtuin 1 220) 1 0 1 0 0| rno-miR-540-3p -0.15 -0.16|N/A
MCC ENST00000302475.4 mutated in colorectal cancers 115] 1 1 0 0 0fmo-miR-540-3p -0.15 -0.16|N/A
CPNES ENST00000244751.2 copine V 13 1 0 1 0 0| rno-miR-540-3p -0.15 -0.15|N/A
XKR4 ENST00000327381.6 XK, Kell blood group complex subunit-related family, member 4 5 1 0 0 1 1{mo-miR-540-3p -0.15 -0.15|N/A
VAMP2 ENST00000404970.3 vesicle-associated membrane protein 2 (synaptobrevin 2) 1840 1 0 0 1 0fmo-miR-540-3p -0.15 -0.15|N/A
HLA-DQAL ENST00000343139.5 major histocompatibility complex, class II, DQ alpha 1 7 1 0 0 1 0frno-miR-540-3p -0.15 -0.22(N/A
GTF2A1 ENST00000353612.1 general transcription factor 1A, 1, 19/37kDa 38 1 0 0 1 0fmo-miR-540-3p -0.15 -0.16|N/A
REEP3 ENST00000373758.4 receptor accessory protein 3 1095 1 0 1 0 1{rmo-miR-540-3p -0.15 -0.19|N/A
RER1 ENST00000378512.1 RERI retention in endoplasmic reticulum 1 homolog (S. cerevisiae) 2954| 1 0 1 0 1{mo-miR-540-3p -0.15 -0.27|N/A
SLC33A1 ENST00000392845.3 solute carrier family 33 (acetyl-CoA transporter), member 1 145 1 0 0 1 0fmo-miR-540-3p -0.15 -0.28|N/A
SLC30A7 ENST00000370112.4 solute carrier family 30 (zinc transporter), member 7 204] 2| 0 2 0 0frno-miR-540-3p -0.15 -0.29|N/A
Cé6orf106 ENST00000374023.3 chromosome 6 open reading frame 106 80| 3 0 2 1 0fmo-miR-540-3p -0.15 -0.28|N/A
KIAA1549 ENST00000440172.1 KIAA1549 508 1 0 0 1 0| rno-miR-540-3p -0.15 -0.16|N/A
AC015987.2 ENST00000416501.1 5| 1 0] 1 [ 0] mo-miR-540-3p -0.15 -0.15|N/A
POU2F3 ENST00000260264.4 POU class 2 homeobox 3 5| 1 0] 1 [ 0] mo-miR-540-3p -0.15 -0.15|N/A
ZFP36L1 ENST00000555997.1 ZFP36 ring finger protein-like 1 231 1 0 1 0 1| rno-miR-540-3p -0.15 -0.15|N/A
MGATI1 ENST00000333055.3 mannosyl (alpha-1,3-)-glycoprotein beta-1,2-N-acetylglucosaminylt 831 1 0 0 1 0fmo-miR-540-3p -0.15 -0.15|N/A
FBXL16 ENST00000397621.1 F-box and leucine-rich repeat protein 16 5 1 0 0 1 1| ro-miR-540-3p -0.15 -0.15|N/A
B3GNT7 ENST00000287590.5 UDP-GleNAc:betaGal beta-1,3-N-acetylglucc 7 5| 1 0) 0) 1 0| rno-miR-540-3p -0.15 -0.15|N/A
MAGI2 ENST00000419488.1 membrane associated guanylate kinase, WW and PDZ domain containing 2 43| 1 0 1 0 0frno-miR-540-3p -0.15 -0.17|N/A
ACVRLI ENST00000550683.1 activin A receptor type II-like 1 68 1 0] 1 [ 1| mo-miR-540-3p -0.15 -0.25|N/A
VKORCIL1 ENST00000360768.3 vitamin K epoxide reductase complex, subunit 1-like 1 2291 1 0 1 0 3| rno-miR-540-3p -0.15 -0.32|N/A
ACSS3 ENST00000548058.1 acyl-CoA synthetase short-chain family member 3 306| 1 0 1 0 0frno-miR-540-3p -0.15 -0.25|N/A
HTRID ENST00000374619.1 5-hydroxytryptamine (serotonin) receptor 1D, G protein-coupled 99 1 0 0 1 0fmo-miR-540-3p -0.15 -0.2|N/A
TREML2 ENST00000483722.1 triggering receptor expressed on myeloid cells-like 2 5 2| 0 1 1 0frno-miR-540-3p -0.15 -0.31|N/A
FOXAL ENST00000250448.2 forkhead box Al 249) 1 0] 0] 1 0] mo-miR-540-3p -0.15 -0.15|N/A
KLHL9 ENST00000359039.4 kelch-like family member 9 222 1 0 1 0 0| rno-miR-540-3p -0.15 -0.17|N/A
ZNF362 ENST00000539719.1 zinc finger protein 362 27 1 1 0 0 0frno-miR-540-3p -0.15 -0.16|N/A
RASGEF1B ENST00000509081.1 RasGEF domain family, member 1B 20| 1 0] [ 1 1| mo-miR-540-3p -0.15 -0.15|N/A
RORC ENST00000356728.6 RAR-related orphan receptor C 42| 1 0 1 0 1| ro-miR-540-3p -0.15 -0.15|N/A
KCNQ3 ENST00000370398.1 potassium voltage-gated channel, KQT-like subfamily, member 5 K 1 0) 1 0) 1{mo-miR-540-3p -0.15 -0.2|N/A
DESI2 ENST00000302550.11 desumoylating isopeptidase 2 147 1 0 1 0 1| ro-miR-540-3p -0.15 -0.15|N/A
GABRQ ENST00000370306.2 gamma-aminobutyric acid (GABA) A receptor, theta 14| 1 0 0 1 2| mo-miR-540-3p -0.15 -0.15|N/A
TANC2 ENST00000424789.2 tetratricopeptide repeat, ankyrin repeat and coiled-coil containing 2 155] 3 0 0 3 0frno-miR-540-3p -0.15 -0.16|N/A
TMISF4 ENST00000398022.2 t t 9 superfamily protein member 4 3096| 1 0 1 0 0frno-miR-540-3p -0.15 -0.16|N/A
COL4A4 ENST00000396625.3 collagen, type IV, alpha 4 133 2| 0] 0] 2| 0] mo-miR-540-3p -0.15 -0.16|N/A
BCL2L2 ENST00000250405.5 BCL2-like 2 1380] 1 0 0 1 0| rno-miR-540-3p -0.15 -0.15|N/A
NAGPA ENST00000312251.3 N-acetylglucosamine-1-phosphodiester alpha-N-acetyl d. 297| 1 0 0 1 0[ mo-miR-540-3p -0.15 -0.15|N/A
SGMS2 ENST00000394684.4 sphingomyelin synthase 2 111 2 0 2 0 1{ mo-miR-540-3p -0.15 -0.31|N/A
DIRASI ENST00000323469.4 DIRAS family, GTP-binding RAS-like 1 9] 1 0 1 0 1{rno-miR-540-3p -0.15 -0.18|N/A
MEDS ENST00000372457.4 mediator complex subunit 8 745 1 0] 1 0] 1| mo-miR-540-3p -0.15 -0.33|N/A
GPATCHS ENST00000591680.1 G patch domain containing 8 337 1 0 0 1 0fmo-miR-540-3p -0.15 -0.21|N/A
OTOF ENST00000338581.6 otoferlin 5 1 0 0 1 1{rno-miR-540-3p -0.15 -0.15|N/A
KIAA1456 ENST00000524591.2 KIAA1456 24| 1 0] 0] 1 1| mo-miR-540-3p -0.15 -0.18|N/A
FGD4 ENST00000427716.2 FYVE, RhoGEF and PH domain containing 4 38 1 1 0 0 0| rno-miR-540-3p -0.15 -0.19|N/A
GLBIL2 ENST00000339772.7 galactosidase, beta 1-like 2 38 1 0 0 1 0frno-miR-540-3p -0.14 -0.14|N/A
BMP8B ENST00000372827.3 bone morphogenetic protein 8b E‘ 1 0 0 1 0[ mo-miR-540-3p -0.14 -0.14|N/A
MBLAC2 ENST00000316610.6 metallo-beta-lactamase domain containing 2 498] 1 0 1 0 0frno-miR-540-3p -0.14 -0.14|N/A
MAP3K1 ENST00000399503.3 mitogen-activated protein kinase kinase kinase 1, E3 ubiquitin protein ligase 137 1 0 0 1 0frno-miR-540-3p -0.14 -0.14|N/A
SLC24A2 ENST00000341998.2 solute carrier family 24 (sodium/potassium/calcium exchanger), member 2 5 1 0 0 1 0[ mo-miR-540-3p -0.14 -0.14|N/A
URGCP-MRPS24 ENST00000603700.1 URGCP-MRPS24 readthrough 110] 1 0 0 1 0| rno-miR-540-3p -0.14 -0.14|N/A
KCNN3 ENST00000271915.4 potassium intermediate/small conductance calcium-activated channel, subfamily N, member 3 5 2| 0 1 1 2| rno-miR-540-3p -0.14 -0.14|N/A
PPPIR9A ENST00000289495.5 protein phosphatase 1, regulatory subunit 9A 46| 1 1 0 0 2| ro-miR-540-3p -0.14 -0.26|N/A
GNAOI1 ENST00000262493.6 guanine nucleotide binding protein (G protein), alpha activating activity polypeptide O 8| 1 0 0 1 0frno-miR-540-3p -0.14 -0.14|N/A
RNF219 ENST00000282003.6 ring finger protein 219 630 1 0 1 0 0frno-miR-540-3p -0.14 -0.14|N/A
EDA ENST00000374553.2 ectodysplasin A 9l 1 0] 1 0] 1| mo-miR-540-3p -0.14] -0.14|N/A
IKZF2 ENST00000457361.1 IKAROS family zinc finger 2 (Helios) 32) 1 0 0 1 0| rno-miR-540-3p -0.14 -0.16|N/A
TMEMI08 ENST00000321871.6 I protein 108 31 2 0 2 0 0[rno-miR-540-3p -0.14 -0.27|N/A
PLXNDI ENST00000393239.1 plexin D1 211 1 0] 1 0] 0] mo-miR-540-3p -0.14] -0.15|N/A
NRP2 ENST00000360409.3 neuropilin 2 146| 1 1 0 0 1{rno-miR-540-3p -0.14 -0.14|N/A
PTPN7 ENST00000367279.4 protein tyrosine phosphatase, non-receptor type 7 S 1 0] 1 0] 0] mo-miR-540-3p -0.14] -0.14|N/A
KIFIB ENST00000377086.1 kinesin family member 1B 234] 1 0 0 1 0fmo-miR-540-3p -0.14 -0.14|N/A
SSTRS ENST00000397547.2 somatostatin receptor 5 5 1 0 0 1 0frno-miR-540-3p -0.14 -0.14|N/A
RP2 ENST00000218340.3 retinitis pigmentosa 2 (X-linked recessive) 441 1 0 0 1 0fmo-miR-540-3p -0.14 -0.14|N/A
DDX17 ENST00000396821.3 DEAD (Asp-Glu-Ala-Asp) box helicase 17 2204 1 0] 0] 1 0] mo-miR-540-3p -0.14] -0.14|N/A
MYLK4 ENST00000268446.5 myosin light chain kinase family, member 4 5 1 0 1 0 0frno-miR-540-3p -0.14 -0.14|N/A
PAPPA ENST00000328252.3 pregnancy-associated plasma protein A, pappalysin 1 350| 1 0 0 1 0fmo-miR-540-3p -0.14 -0.15|N/A
RABSB ENST00000321437.4 RABSB, member RAS oncogene family 45 1 0 1 0 0frno-miR-540-3p -0.14 -0.14|N/A
RSL24D1 ENST00000260443.4 ribosomal L24 domain containing 1 80| 1 0 1 0 0[ mo-miR-540-3p -0.14 -0.14|N/A




ANGELI ENST00000251089.2 angel homolog 1 (Drosophila) 200] 2| 0 2 0 0frno-miR-540-3p -0.14 -0.15|N/A
RGS17 ENST00000367225.2 regulator of G-protein signaling 17 11 2 0 1 1 0fmo-miR-540-3p -0.14 -0.25|N/A
PRLR ENST00000342362.5 prolactin receptor 95 1 1 0 0 0frno-miR-540-3p -0.14 -0.19|N/A
GDAP1 ENST00000220822.7 ganglioside induced differentiation associated protein 1 37 1 0 0 1 1{rmo-miR-540-3p -0.14 -0.35|N/A
AP3S2 ENST00000336418.4 adaptor-related protein complex 3, sigma 2 subunit 985 2| 1 0 1 0frno-miR-540-3p -0.14 -0.44|N/A
CERS6 ENST00000305747.6 ceramide synthase 6 1932 1 0] 1 0] 0] mo-miR-540-3p -0.14] -0.18|N/A
MACF1 ENST00000567887.1 microtubule-actin crosslinking factor 1 668 2| 1 0 1 0frno-miR-540-3p -0.14 -0.15|N/A
CAMSAPI ENST00000389532.4 calmodulin regulated spectrin-associated protein 1 966| 1 0] 0] 1 1| mo-miR-540-3p -0.14] -0.14|N/A
TMEM165 ENST00000381334.5 I protein 165 2603 1 0 0 1 0| ro-miR-540-3p -0.14 -0.15|N/A
PRKABI ENST00000229328.5 protein kinase, AMP-activated, beta 1 non-catalytic subunit 9 1 0 0 1 0| rno-miR-540-3p -0.14 -0.2|N/A
PURG ENST00000475541.1 purine-rich element binding protein G 29 1 0 1 0 0frmo-miR-540-3p -0.14 -0.14|N/A
LARPI ENST00000336314.4 La ribonucleoprotein domain family, member 1 4979 1 0 1 0 0| rno-miR-540-3p -0.14 -0.14|N/A
VWC2L ENST00000427124.1 von Willebrand factor C domain containing protein 2-like 5 1 0 1 0) 0| rno-miR-540-3p -0.14 -0.14|N/A
GSTK1 ENST00000358406.5 glutathione S-t Kappa 1 299 1 1 0 0 0| rno-miR-540-3p -0.14 -0.34|N/A
GMEBI ENST00000373816.1 glucocorticoid modulatory element binding protein 1 154] 1 0 0 1 1{mo-miR-540-3p -0.14 -0.16|N/A
CEP112 ENST00000535342.2 centrosomal protein 112kDa 73 1 1 0 0 0] rno-miR-540-3p -0.14 -0.39|N/A
MCIR ENST00000555147.1 melanocortin 1 receptor (alpha melanocyte stimulating hormone receptor) 49 1 0 0 1 0| rno-miR-540-3p -0.14 -0.2|N/A
SMURF2 ENST00000262435.9 SMAD specific E3 ubiquitin protein ligase 2 978 1 1 0 0 2| mo-miR-540-3p -0.14 -0.37|N/A
KIF27 ENST00000297814.2 kinesin family member 27 18 1 0 0 1 0| rno-miR-540-3p -0.14 -0.14|N/A
RPS6KA2 ENST00000265678.4 ribosomal protein S6 kinase, 90kDa, polypeptide 2 1043 1 0 0 1 1{mo-miR-540-3p -0.14 -0.14|N/A
GRIK4 ENST00000527524.2 glutamate receptor, ionotropic, kainate 4 5 1 1 0 0 1| mo-miR-540-3p -0.14 -0.14|N/A
MTA3 ENST00000405592.1 1s associated 1 family, member 3 194] 2 0 2 0 0frmo-miR-540-3p -0.14 -0.14|N/A
ATL2 ENST00000406122.1 atlastin GTPase 2 1135 1 0 0 1 0| rno-miR-540-3p -0.14 -0.14|N/A
PIBF1 ENST00000326291.6 progesterone immunomodulatory binding factor 1 102| 1 0 0 1 0frmo-miR-540-3p -0.14 -0.24|N/A
PIK3R3 ENST00000262741.5 phosphoinositide-3-kinase, regulatory subunit 3 (gamma) 335 1 0 1 0 0| rno-miR-540-3p -0.14 -0.19|N/A
TTYH2 ENST00000269346.4 tweety family member 2 16| 1 0 0 1 0frmo-miR-540-3p -0.14 -0.16|N/A
CHTF8 ENST00000448552.2 CTEFS, chromosome 1on fidelity factor 8 homolog (S. cerevisiae) 13 1 0 1 0 1{mo-miR-540-3p -0.14 -0.14[N/A
PER2 ENST00000254658.3 period circadian clock 2 106] 1 1 0 0 1] mo-miR-540-3p -0.14 -0.14|N/A
VAC14 ENST00000261776.5 Vac14 homolog (S. cerevisiae) 58 1 0 0 1 0frmo-miR-540-3p -0.14 -0.14[N/A
ITSN1 ENST00000379960.5 intersectin 1 (SH3 domain protein) 194| 1 0) 0) 1 0| ro-miR-540-3p -0.14 -0.14[N/A
FBXO41 ENST00000295133.5 F-box protein 41 175 1 0 0 1 1{mo-miR-540-3p -0.14 -0.14|N/A
WSCDI ENST00000574946.1 WSC domain containing 1 403 1 0 1 0 3|rno-miR-540-3p -0.14 -0.16|N/A
ARHGEF4 ENST00000392953.3 Rho guanine nucleotide exchange factor (GEF) 4 189 1 0 1 0 1{mo-miR-540-3p -0.14 -0.14|N/A
VPS41 ENST00000310301.4 vacuolar protein sorting 41 homolog (S. cerevisiae) 163 2| 0 2 0 0frno-miR-540-3p -0.14 -0.31|N/A
TNRC6B ENST00000335727.9 trinucleotide repeat containing 6B 69) 3 0 2 1 1{mo-miR-540-3p -0.14 -0.14|N/A
TLRS ENST00000540964.1 toll-like receptor 5 5 2 0 2 0 0| rno-miR-540-3p -0.14 -0.29|N/A
GLPIR ENST00000373256.4 glucagon-like peptide 1 receptor 5 1 0 1 0 0fmo-miR-540-3p -0.14 -0.14|N/A
MFN2 ENST00000444836.1 mitofusin 2 1096 1 0 1 0 0fmo-miR-540-3p -0.14 -0.14|N/A
TLL1 ENST00000061240.2 tolloid-like 1 247 1 0 1 0 0| rno-miR-540-3p -0.14 -0.14|N/A
CHRNA4 ENST00000370263.4 cholinergic receptor, nicotinic, alpha 4 (neuronal) 5 1 0 0 1 0fmo-miR-540-3p -0.14 -0.14|N/A
TRIM46 ENST00000392451.2 tripartite motif containing 46 69 1 0 0 1 0frno-miR-540-3p -0.14 -0.14|N/A
GBP2 ENST00000370466.3 guanylate binding protein 2, interferon-inducible 1309 1 0 1 0 0fmo-miR-540-3p -0.14 -0.15|N/A
CYP27B1 ENST00000228606.4 cytochrome P450, family 27, subfamily B, polypeptide 1 11 1 0 0 1 1{rno-miR-540-3p -0.14 -0.18|N/A
AGPATS ENST00000285518.6 1-acylglycerol-3-phosphate O-acyltransferase 5 879 1 0 0 1 0fmo-miR-540-3p -0.14 -0.16|N/A
NIDI ENST00000366595.3 nidogen 1 303 1 0 0 1 0| rno-miR-540-3p -0.14 -0.14|N/A
SMOC2 ENST00000356284.2 SPARC related modular calcium binding 2 5 1 0 1 0 0fmo-miR-540-3p -0.14 -0.14|N/A
EPN3 ENST00000268933.3 epsin 3 5 1 0 1 0 0| rno-miR-540-3p -0.14 -0.14|N/A
YTHDF2 ENST00000373812.3 YTH domain family, member 2 38 1 0 1 0 0fmo-miR-540-3p -0.14 -0.14|N/A
GPC4 ENST00000370828.3 glypican 4 542) 2 0 1 1 0| mo-miR-540-3p -0.13 -0.2|N/A
BLOCISS ENST00000397457.2 biogenesis of lysosomal organelles complex-1, subunit 5, muted 187 1 0 1 0 0frno-miR-540-3p -0.13 -0.14|N/A
ZKSCAN3 ENST00000377255.3 zinc finger with KRAB and SCAN domains 3 63 2 0 1 1 0fmo-miR-540-3p -0.13 -0.29|N/A
RHO ENST00000296271.3 rhodopsin 5 1 0 0 1 0| rno-miR-540-3p -0.13 -0.13|N/A
PRDM16 ENST00000511072.1 PR domain containing 16 64| 3 0 3 0 1{mo-miR-540-3p -0.13 -0.22|N/A
WNT9A ENST00000272164.5 wingless-type MMTV integration site family, member 9A 73 2 0 2 0 1{mo-miR-540-3p -0.13 -0.13|N/A
RBM20 ENST00000369519.3 RNA binding motif protein 20 7 1 0 0 1 0frno-miR-540-3p -0.13 -0.13|N/A
FAMI9AS ENST00000358295.5 family with sequence similarity 19 (chemokine (C-C motif)-like), member A5 14| 2 1 1 0 0fmo-miR-540-3p -0.13 -0.41|N/A
NIN ENST00000389868.3 ninein (GSK3B interacting protein) 594 1 0 1 0 0frno-miR-540-3p -0.13 -0.14|N/A
MED20 ENST00000409312.1 mediator complex subunit 20 32| 1 0 0 1 0fmo-miR-540-3p -0.13 -0.26|N/A
UAPILI ENST00000360271.3 'UDP-N-acteylglucosamine pyrophosphorylase 1-like 1 398 1 0 1 0 0frno-miR-540-3p -0.13 -0.13|N/A
SYDEL ENST00000342784.2 synapse defective 1, Rho GTPase, homolog 1 (C. elegans) 249 1 0 0 1 0fmo-miR-540-3p -0.13 -0.13|N/A
OPCML ENST00000331898.7 opioid binding protein/cell adhesion molecule-like 5 1 0 0 1 0frno-miR-540-3p -0.13 -0.13|N/A
CDH8 ENST00000584337.1 cadherin 8, type 2 11] 1 0] 1 0] 0] mo-miR-540-3p -0.13] -0.13|N/A
OLR1 ENST00000543993.1 oxidized low density lipoprotein (lectin-like) receptor 1 15| 1 0) 1 0) 0fmo-miR-540-3p -0.13 -0.2|N/A
CDKI18 ENST00000360066.2 cyclin-dependent kinase 18 262 1 0 1 0 2| rno-miR-540-3p -0.13 -0.14|N/A
HES5 ENST00000378453.3 hairy and enhancer of split 5 (Drosophila) 5 1 0 0 1 0fmo-miR-540-3p -0.13 -0.13|N/A
NRSA2 ENST00000367362.3 nuclear receptor subfamily 5, group A, member 2 121 1 0 1 0 0frno-miR-540-3p -0.13 -0.13|N/A
C100rf105 ENST00000441508.2 chromosome 10 open reading frame 105 5 1 0 0 1 0fmo-miR-540-3p -0.13 -0.13|N/A
KANK1 ENST00000382303.1 KN motif and ankyrin repeat domains 1 6 1 0 0 1 0fmo-miR-540-3p -0.13 -0.13|N/A
RPSOKA4 ENST00000528057.1 ribosomal protein S6 kinase, 90kDa, polypeptide 4 1763 1 0 1 0 0frno-miR-540-3p -0.13 -0.13|N/A
CDK14 ENST00000378803.1 cyclin-dependent kinase-like 4 5 1 0 0 1 0fmo-miR-540-3p -0.13 -0.13|N/A
MBTPS1 ENST00000343411.3 membrane-bound transcription factor peptidase, site 1 1502 1 0 0 1 0frno-miR-540-3p -0.13 -0.13|N/A
SHISA3 ENST00000319234.4 shisa family member 3 52| 1 0) 1 0) 0| rno-miR-540-3p -0.13 -0.13|N/A
TMEM201 ENST00000340305.5 t protein 201 164| 1 1 0| [ 1| mo-miR-540-3p -0.13] -0.13|N/A
TBXS ENST00000349716.5 T-box 5 68| 1 0 0 1 1{rno-miR-540-3p -0.13 -0.19|N/A
AGPAT4 ENST00000366911.5 1-acylglycerol-3-phosphate O-acyltransferase 4 142 1 0) 0) 1 1{mo-miR-540-3p -0.13 -0.25|N/A
SMCR8 ENST00000406438.3 Smith-Magenis syndrome chromosome region, candidate 8 219 1 0 0 1 3| rno-miR-540-3p -0.13 -0.14|N/A
ZIK1 ENST00000307468.4 zinc finger protein interacting with K protein 1 64| 1 0 1 0 0fmo-miR-540-3p -0.13 -0.18|N/A
TMEM63C ENST00000298351.4 t | protein 63C 13 1 0 0 1 0| rno-miR-540-3p -0.13 -0.13|N/A
LYPD6B ENST00000409642.3 LY6/PLAUR domain containing 6B 26| 1 0] 0] 1 0] mo-miR-540-3p -0.13] -0.13|N/A
EGFR ENST00000275493.2 epidermal growth factor receptor 632 1 0 0) 1 0| rno-miR-540-3p -0.13 -0.13|N/A
ITGA6 ENST00000375221.2 integrin, alpha 6 1328] 1 0 1 0 0frno-miR-540-3p -0.13 -0.13|N/A
RAX ENST00000256852.7 retina and anterior neural fold homeobox 5 1 0 1 0 0fmo-miR-540-3p -0.13 -0.13|N/A
HPCAL4 ENST00000372844.3 hippocalcin like 4 5 1 0 1 0 1{rno-miR-540-3p -0.13 -0.13|N/A
SCN3A ENST00000360093.3 sodium channel, voltage-gated, type III, alpha subunit 5| 1 0) 0) 1 0fmo-miR-540-3p -0.13 -0.13|N/A
YEATS2 ENST00000305135.5 YEATS domain containing 2 499 1 1 0 0 0[mo-miR-540-3p -0.13 -0.13|N/A
DGKZ ENST00000343674.6 diacylglycerol kinase, zeta 65 1 0 1 0 0frno-miR-540-3p -0.13 -0.13|N/A
GNAI2 ENST00000313601.6 guanine nucleotide binding protein (G protein), alpha inhibiting activity polypeptide 2 27 1 0 0 1 1{mo-miR-540-3p -0.13 -0.14|N/A
SCAI ENST00000336505.6 suppressor of cancer cell invasion 74 1 0 0 1 1| ro-miR-540-3p -0.13 -0.16|N/A
KIAA1737 ENST00000361786.2 KIAA1737 57 1 0] 1 0] 0] mo-miR-540-3p -0.13] -0.15|N/A
DRP2 ENST00000402866.1 dystrophin related protein 2 5 1 0 0 1 0[ mo-miR-540-3p -0.13 -0.13|N/A
TMEMI189-UBE2V1 ENST00000341698.2 TMEM189-UBE2V1 readthrough 1621 2 0 0 2 0| rno-miR-540-3p -0.13 -0.13|N/A
TMEM189 ENST00000557021.1 t protein 189 1621 2| 0] 0] 2| 0] mo-miR-540-3p -0.13] -0.13|N/A
RP11-20123.1 ENST00000564543.1 Uncharacterized protein 7064 1 0] 0] 1 0] mo-miR-540-3p -0.13] -0.13|N/A
FGFR2 ENST00000369061.4 fibroblast growth factor receptor 2 75 1 0 1 0 0frno-miR-540-3p -0.13 -0.13|N/A
ZFP3 ENST00000318833.3 ZFP3 zinc finger protein 29 1 0] 0] 1 0] mo-miR-540-3p -0.13] -0.13|N/A
NUP160 ENST00000378460.2 nucleoporin 160kDa 997 1 0] 0] 1 0] mo-miR-540-3p -0.13] -0.13|N/A
MGATS ENST00000409645.1 mannosyl (alpha-1,6-)-glycoprotein beta-1,6-N-acetyl-glucc 1627 1 1 0 0 0frno-miR-540-3p -0.13 -0.13|N/A
SEPT6 ENST00000394610.1 septin 6 1854 1 0] 0] 1 0] mo-miR-540-3p -0.13] -0.13|N/A
PPP2R4 ENST00000393370.2 protein phosphatase 2A activator, regulatory subunit 4 2731 1 0 1 0 0frno-miR-540-3p -0.13 -0.13|N/A
GABRG2 ENST00000356592.3 gamma-aminobutyric acid (GABA) A receptor, gamma 2 24| 1 0 1 0 0frno-miR-540-3p -0.13 -0.14|N/A
DMWD ENST00000377735.3 dystrophia myotonica, WD repeat containing 229 2 1 1 0 1{mo-miR-540-3p -0.13 -0.34|N/A
ZFP36L2 ENST00000282388.3 ZFP36 ring finger protein-like 2 317 2 0 1 1 0f mo-miR-540-3p -0.13 -0.19|N/A
KLHL20 ENST00000209884.4 kelch-like family member 20 324 1 0 1 0 0| rno-miR-540-3p -0.13 -0.13|N/A
LONRF2 ENST00000393437.3 LON peptidase N-terminal domain and ring finger 2 394 1 0 1 0 0[ mo-miR-540-3p -0.13 -0.14|N/A
SPAG6 ENST00000313311.6 sperm associated antigen 6 23 1 0 1 0 1| ro-miR-540-3p -0.13 -0.2|N/A
GLI2 ENST00000452319.1 GLI family zinc finger 2 73 1 1 0 0 1{rno-miR-540-3p -0.13 -0.13|N/A
WARS ENST00000392882.2 tryptophanyl-tRNA synthetase 1916| 1 0 1 0 0[ mo-miR-540-3p -0.13 -0.14|N/A
CHST10 ENST00000264249.3 carbohydrate sulfotransferase 10 33 1 0 1 0 0frno-miR-540-3p -0.13 -0.13|N/A
RET ENST00000355710.3 ret proto-oncogene 5 1 1 0 0 1| ro-miR-540-3p -0.13 -0.13|N/A
WNT4 ENST00000290167.6 wingless-type MMTV integration site family, member 4 5 1 0 0 1 0f mo-miR-540-3p -0.13 -0.13|N/A
TEX15 ENST00000256246.2 testis expressed 15 Sﬂ 1 0 0 1 0frmo-miR-540-3p -0.13 -0.13|N/A
KCNJI12 ENST00000583088.1 potassium inwardly-rectifying channel, subfamily J, member 12 9\ 1 0 0 1 0frno-miR-540-3p -0.13 -0.13|N/A
SLCOA8 ENST00000253122.5 solute carrier family 6 (neurotransmitter transporter), member 8 i‘ 1 0] 1 0] 0] mo-miR-540-3p -0.13] -0.13|N/A
PARD3B ENST00000406610.2 par-3 family cell polarity regulator beta 38 1 0 0 1 0frno-miR-540-3p -0.13 -0.13|N/A
AC079354.1 ENST00000295844.3 uncharacterized protein KITAA2012 S 1 0] 1 0] 0] mo-miR-540-3p -0.13] -0.13|N/A
CITA ENST00000324288.8 class II, major histocompatibility complex, transactivator 5 1 0 0 1 0frno-miR-540-3p -0.13 -0.13|N/A
1GF2 ENST00000381395.1 insulin-like growth factor 2 (somatomedin A) 1371] 1 0 0 1 1| mo-miR-540-3p -0.13 -0.17|N/A
HOXCl11 ENST00000546378.1 homeobox C11 80| 2 0 2 0 0frno-miR-540-3p -0.13 -0.29[N/A
LIF ENST00000403987.3 leukemia inhibitory factor 59 1 0 1 0 1] mo-miR-540-3p -0.13] -0.14|N/A




Clorfl116 ENST00000359470.5 chromosome 1 open reading frame 116 17 1 0 1 0 0frno-miR-540-3p -0.13 -0.18|N/A
TRMT6 ENST00000203001.2 tRNA meth § 6 homolog (S. cerevisiae) 684 1 0 0 1 0fmo-miR-540-3p -0.13 -0.2|N/A
POU2F1 ENST00000367866.2 POU class 2 homeobox 1 83| 1 1 0 0 0[rno-miR-540-3p -0.13 -0.14|N/A
SLC36A1 ENST00000243389.3 solute carrier family 36 (proton/amino acid symporter), member 1 236| 1 0] 1 0] 1] mo-miR-540-3p -0.13] -0.13|N/A
STXIA ENST00000395156.3 syntaxin 1A (brain) 82) 1 0 0 1 0[rno-miR-540-3p -0.13 -0.13|N/A
MMP25 ENST00000336577.4 matrix metallopeptidase 25 5 1 0 0 1 0fmo-miR-540-3p -0.13 -0.13|N/A
EXOC6B ENST00000272427.6 exocyst complex component 6B 106| 1 0 0 1 0frno-miR-540-3p -0.13 -0.13|N/A
COL22A1 ENST00000303045.6 collagen, type XXITI, alpha 1 S 1 0] 0] 1 0] mo-miR-540-3p -0.13] -0.13|N/A
TBC1D24 ENST00000567020.1 TBC1 domain family, member 24 269 1 0 0 1 0fmo-miR-540-3p -0.13 -0.13|N/A
MGATSB ENST00000428789.2 mannosyl (alpha-1,6-)-glycoprotein beta-1,6-N-acetyl-glucosaminylt isozyme B 85 1 0 0 1 0| rno-miR-540-3p -0.13 -0.13|N/A
FAMS3F ENST00000333407.6 family with sequence similarity 83, member F 5 2 0 2 0 0frmo-miR-540-3p -0.13 -0.13|N/A
SLC46A3 ENST00000266943.6 solute carrier family 46, member 3 5 1 0 1 0 0| rno-miR-540-3p -0.13 -0.13|N/A
DPH2 ENST00000255108.3 DPH2 homolog (S. cerevisiae) 209 1 0 0 1 0frmo-miR-540-3p -0.13 -0.13|N/A
GFRAT ENST00000439649.3 GDNF family receptor alpha 1 69 3 0 1 2 2[rno-miR-540-3p -0.13 -0.31|N/A
INGS ENST00000313552.6 inhibitor of growth family, member 5 529 2 0 1 1 0[rmo-miR-540-3p -0.13 -0.15|N/A
DGKH ENST00000261491.5 diacylglycerol kinase, eta 46| 1 0 0 1 2[rno-miR-540-3p -0.13 -0.2|N/A
PHTE2 ENST00000416283.2 putative homeodomain transcription factor 2 1730] 1 0 0 1 0| rno-miR-540-3p -0.13 -0.13|N/A
GSGIL ENST00000380898.2 GSGl-like 5 1 0 1 0 1] mo-miR-540-3p -0.13 -0.13|N/A
LMLN ENST00000330198.4 leishmanolysin-like (metallopeptidase M8 family) 18 1 0 0 1 1| mo-miR-540-3p -0.13 -0.13[N/A
FBXLI8 ENST00000382368.3 F-box and leucine-rich repeat protein 18 92| 1 0 0 1 1{mo-miR-540-3p -0.13 -0.14|N/A
GNAI2 ENST00000275364.3 guanine nucleotide binding protein (G protein) alpha 12 565 1 0 0 1 0| rno-miR-540-3p -0.13 -0.15|N/A
POLR3A ENST00000372371.3 polymerase (RNA) III (DNA directed) polypeptide A, 155kDa 490 1 0 1 0 1{mo-miR-540-3p -0.13 -0.28|N/A
EXOC2 ENST00000230449.4 exocyst complex component 2 192 1 0 1 0 1| mo-miR-540-3p -0.13 -0.16|N/A
TRIM25 ENST00000316881.4 tripartite motif containing 25 247 1 0 0 1 0frmo-miR-540-3p -0.13 -0.14|N/A
ALG10 ENST00000266483.2 ALG10, alpha-1,2-glucos 13 1 0 0 1 0| rno-miR-540-3p -0.13 -0.21|N/A
ENTPD4 ENST00000358689.4 ect leoside triphosphate diphosphohydrolase 4 465 2 0 0 2 0frmo-miR-540-3p -0.13 -0.17|N/A
ZBTB6 ENST00000373659.3 zinc finger and BTB domain containing 6 55 1 0 0 1 0frmo-miR-540-3p -0.13 -0.15|N/A
LRRN3 ENST00000422987.3 leucine rich repeat neuronal 3 24 1 0 0 1 0| rno-miR-540-3p -0.13 -0.13|N/A
NTRK2 ENST00000395882.1 neurotrophic tyrosine kinase, receptor, type 2 3 1 0 1 0 2| mo-miR-540-3p -0.13 -0.13|N/A
DLL4 ENST00000249749.5 delta-like 4 (Drosophila) 605 1 1 0 0 0[rmo-miR-540-3p -0.13 -0.13|N/A
FAMI3A ENST00000395002.2 family with sequence similarity 13, member A 441 1 0 1 0 0frmo-miR-540-3p -0.13 -0.13|N/A
SGK3 ENST00000345714.4 serum/glucocorticoid regulated kinase family, member 3 56 1 0 1 0 0| rno-miR-540-3p -0.13 -0.19|N/A
FAM53C ENST00000513056.1 family with sequence similarity 53, member C 592 1 0 0 1 1{mo-miR-540-3p -0.13 -0.13|N/A
EFR3A ENST00000254624.5 EFR3 homolog A (S. cerevisiae) 372 1 0 0 1 0| rno-miR-540-3p -0.13 -0.13|N/A
PIPSKL1 ENST00000388747.4 phosphatidylinositol-4-phosphate 5-kinase-like 1 12| 1 0 0 1 0fmo-miR-540-3p -0.12 -0.21|N/A
RASLI2 ENST00000220062.4 RAS-like, family 12 39 1 0 0 1 0| rno-miR-540-3p -0.12 -0.12|N/A
TMEMI132B ENST00000299308.3 t protein 132B 5 1 0 1 0 0| rmo-miR-540-3p -0.12 -0.12|N/A
TMEMI51B ENST00000451188.2 t protein 151B 5 1 0] 0] 1 0] mo-miR-540-3p -0.12] -0.12|N/A
NOL9 ENST00000: 05.5 nucleolar protein 9 194] 1 0 0 1 0frno-miR-540-3p -0.12 -0.21|N/A
PHF17 ENST00000226319.6 PHD finger protein 17 1393 1 0 0 1 0fmo-miR-540-3p -0.12 -0.13|N/A
RBM28 ENST00000223073.2 RNA binding motif protein 28 297 2| 1 0 1 1{rno-miR-540-3p -0.12 -0.28|N/A
GUCY1A2 ENST00000526355.2 guanylate cyclase 1, soluble, alpha 2 24| 1 0 1 0 2| mo-miR-540-3p -0.12 -0.16|N/A
KCNI1S ENST00000328656.4 potassium inwardly-rectifying channel, subfamily J, member 15 5 1 0 0 1 1{rno-miR-540-3p -0.12 -0.12(N/A
FAMI17A ENST00000240364.2 family with sequence similarity 117, member A 185 1 0 0 1 0fmo-miR-540-3p -0.12 -0.12|N/A
HS6ST1 ENST00000259241.6 heparan sulfate 6-O-sulfc 1 22) 1 0 1 0 0| rno-miR-540-3p -0.12 -0.12|N/A
CD22 ENST00000544992.2 CD22 molecule 13 1 0 1 0 0| rmo-miR-540-3p -0.12 -0.21|N/A
RNF111 ENST00000348370.4 ring finger protein 111 395 1 0 1 0 0frno-miR-540-3p -0.12 -0.15|N/A
CCSAP ENST00000366687.1 centriole, cilia and spindle-associated protein 1210 1 0 1 0 0fmo-miR-540-3p -0.12 -0.12|N/A
SEPT8 ENST00000378706.1 septin 8 199 1 0 0 1 1| mo-miR-540-3p -0.12 -0.15|N/A
ECHDC2 ENST00000371522.4 enoyl CoA hydratase domain containing 2 172 1 0 0 1 0frno-miR-540-3p -0.12 -0.26|N/A
KIF5A ENST00000455537.2 kinesin family member SA 5 1 0 0 1 0fmo-miR-540-3p -0.12 -0.12|N/A
SPATAI13 ENST00000382108.3 spermatogenesis associated 13 900| 1 0 0 1 0frno-miR-540-3p -0.12 -0.12(N/A
MKNK2 ENST00000391601.1 MAP kinase interacting serine/threonine kinase 2 215 1 0 0 1 2| mo-miR-540-3p -0.12 -0.12|N/A
SNX27 ENST00000368843.3 sorting nexin family member 27 46| 1 0 0 1 1{mo-miR-540-3p -0.12 -0.12|N/A
SP8 ENST00000418710.2 Sp8 transcription factor 95 1 0 0 1 0frno-miR-540-3p -0.12 -0.13|N/A
C18orf25 ENST00000282059.6 chromosome 18 open reading frame 25 638 1 0 0 1 0fmo-miR-540-3p -0.12 -0.13|N/A
MLEC ENST00000228506.3 malectin 12084 2 0 1 1 0| rno-miR-540-3p -0.12 -0.12|N/A
LEMD3 ENST00000308330.2 LEM domain containing 3 189 1 0 0 1 0fmo-miR-540-3p -0.12 -0.14|N/A
TMCC3 ENST00000261226.4 transmembrane and coiled-coil domain family 3 70| 1 0 1 0 1{rmo-miR-540-3p -0.12 -0.19|N/A
XPR1 ENST00000367590.4 xenotropic and polytropic retrovirus receptor 1 544 2| 0) 0) 2 0fmo-miR-540-3p -0.12 -0.3|N/A
C6orf141 ENST00000529246.2 chromosome 6 open reading frame 141 28 1 0 0 1 0frno-miR-540-3p -0.12 -0.19|N/A
HMCN2 ENST00000428715.1 hemicentin 2 10| 1 0] [ 1 0] mo-miR-540-3p -0.12] -0.12|N/A
1QSEC3 ENST00000538872.1 1Q motif and Sec7 domain 3 5 2 1 0 1 0fmo-miR-540-3p -0.12 -0.12|N/A
BICC1 ENST00000373886.3 bicaudal C homolog 1 (Drosophila) 165 1 0 0 1 0frno-miR-540-3p -0.12 -0.12|N/A
EYAL ENST00000388742.4 eyes absent homolog 1 (Drosophila) 222 1 0 0 1 0fmo-miR-540-3p -0.12 -0.12|N/A
KRT32 ENST00000225899.3 keratin 32 5 1 0 0 1 0| rno-miR-540-3p -0.12 -0.12|N/A
DNAJCI1 ENST00000377577.5 Dnal (Hsp40) homolog, subfamily C, member 11 361 1 0] 0] 1 0] mo-miR-540-3p -0.12] -0.24|N/A
OTUD7B ENST00000369135.4 OTU domain containing 7B 299 1 1 0| [ 2| mo-miR-540-3p -0.12] -0.14|N/A
IPO9 ENST00000361565.4 importin 9 3549] 2) 0 1 1 2[rno-miR-540-3p -0.12 -0.3|N/A
GAB2 ENST00000340149.2 GRB2-associated binding protein 2 627| 1 0 1 0 2| mo-miR-540-3p -0.12 -0.12|N/A
GGPS1 ENST00000282841.5 geranylgeranyl diphosphate synthase 1 184 1 0 1 0 0frno-miR-540-3p -0.12 -0.36|N/A
NDRG4 ENST00000258187.5 NDRG family member 4 68 1 0] 0] 1 0] mo-miR-540-3p -0.12] -0.13|N/A
INOSOD ENST00000403263.1 INO8B0 complex subunit D 5| 2| 1 1 [ 3| mo-miR-540-3p -0.12] -0.12|N/A
RAB27B ENST00000262094.5 RAB27B, member RAS oncogene family 5 1 0 0 1 1| rno-miR-540-3p -0.12 -0.12|N/A
PKDCC ENST00000294964.5 protein kinase domain containing, cytoplasmic 123 1 0) 0) 1 0fmo-miR-540-3p -0.12 -0.12|N/A
WWOX ENST00000539474.2 WW domain containing oxidoreductase 48 1 0 1 0 0frno-miR-540-3p -0.12 -0.12|N/A
LEPRE1 ENST00000236040.4 leucine proline-enriched proteoglycan (leprecan) 1 4638| 1 0 0 1 0fmo-miR-540-3p -0.12 -0.12|N/A
ARHGAP19-SLIT1 ENST00000453547.2 ARHGAP19-SLITI readthrough (NMD candidate) 15 2 0 1 1 4| mo-miR-540-3p -0.12 -0.12|N/A
KIAALL61 ENST00000297625.7 KIAAL161 18] 1 0] 0] 1 1| mo-miR-540-3p -0.12] -0.12|N/A
RBI ENST00000267163.4 retinoblastoma 1 1891 1 0] 0| 1 0] mo-miR-540-3p -0.12] -0.12|N/A
PPFIAL ENST00000253925.7 Elroteu; tylroﬁmf phosphatase, receptor type, f polypeptide (PTPRF), interacting protein 760! 1 0 0 1 0| rno-miR-540-3p 012, L0.12|N/A
iprin), alpha
MRAS ENST00000289104.4 muscle RAS oncogene homolog 181] 2| 0) 0) 2 1{rno-miR-540-3p -0.12 -0.41|N/A
CDK19 ENST00000368911.3 cyclin-dependent kinase 19 51 3 1 2 0 0frno-miR-540-3p -0.12 -0.21(N/A
RBMX2 ENST00000305536.6 RNA binding motif protein, X-linked 2 139 1 0 0 1 0[mo-miR-540-3p -0.12 -0.23|N/A
USP13 ENST00000263966.3 ubiquitin specific peptidase 13 (isopeptidase T-3) 379 1 0 0 1 3| rno-miR-540-3p -0.12 -0.15|N/A
FAMS3G ENST00000388995.6 family with sequence similarity 83, member G 322 1 1 0 0 0frno-miR-540-3p -0.12 -0.12|N/A
TSKU ENST00000333090.4 tsukushi, small leucine rich proteoglycan 293 1 0 0 1 5| rno-miR-540-3p -0.12 -0.28|N/A
SETD3 ENST00000331768.5 SET domain containing 3 5§ 2 0 0 2 1{rno-miR-540-3p -0.12 -0.28|N/A
SLC16A2 ENST00000587091.1 solute carrier family 16, member 2 (thyroid hormone transporter) 22 1 0 0 1 0frno-miR-540-3p -0.12 -0.12|N/A
PRMT6 ENST00000370078.1 protein arginine methyltransferase 6 270| 1 0 0 1 0[ mo-miR-540-3p -0.12 -0.12|N/A
GAK ENST00000314167.4 cyclin G associated kinase 8| 1 0 0 1 0frno-miR-540-3p -0.12 -0.12|N/A
OTUD4 ENST00000454497.2 OTU domain containing 4 18 1 0 0 1 0[ mo-miR-540-3p -0.12 -0.12|N/A
RASLI0B ENST00000268864.3 RAS-like, family 10, member B 1495 1 0] 1 0] 0] mo-miR-540-3p -0.12] -0.12|N/A
KPNA6 ENST00000373625.3 karyopherin alpha 6 (importin alpha 7) 272 2| 0 2 0 1| ro-miR-540-3p -0.12 -0.15|N/A
DAG1 ENST00000515359.2 dystroglycan 1 (dystrophin-associated glycoprotein 1) 241 1 0 1 0 2| ro-miR-540-3p -0.12 -0.14|N/A
VPS37A ENST00000324849.4 vacuolar protein sorting 37 homolog A (S. cerevisiae) 339| 1 0 1 0 0fmo-miR-540-3p -0.12 -0.25|N/A
GPRI153 ENST00000: 93.2 G protein-coupled receptor 153 39 1 0 0 1 0frno-miR-540-3p -0.12 -0.12|N/A
UBXN2B ENST00000399598.2 UBX domain protein 2B 157, 1 0] 1 0] 0] mo-miR-540-3p -0.12] -0.12|N/A
LZTS3 ENST00000329152.3 gaorr;g[szapiglﬁs]\&mine zipper, putative tumor suppressor family member 3 (LZTS3), transcript 7 1 0 0 1 1| rmo-miR-540-3p 012, L0.12/N/A
CSorf45 ENST00000518219.1 chromosome 5 open reading frame 45 313 1 0 1 0 0frno-miR-540-3p -0.12 -0.12|N/A
AMIGO1 ENST00000369864.4 adhesion molecule with Ig-like domain 1 167 1 0 0 1 1{mo-miR-540-3p -0.12 -0.12|N/A
ERC1 ENST00000355446.5 ELKS/RAB6-interacting/CAST family member 1 159 1 0 0 1 0frno-miR-540-3p -0.12 -0.12|N/A
CDHI ENST00000261769.5 cadherin 1, type 1, E-cadherin (epithelial) 128 1 0 0 1 0frno-miR-540-3p -0.12 -0.12|N/A
FAMI31B ENST00000443739.2 family with sequence similarity 131, member B 5 1 0 1 0 0f mo-miR-540-3p -0.12 -0.12|N/A
WHSCILI ENST00000317025.8 Wolf-Hirschhorn syndrome candidate 1-like 1 481 1 1 0 0 1| ro-miR-540-3p -0.12 -0.13|N/A
TMEM43 ENST00000306077.4 I protein 43 2575 1 0 0 1 1{rno-miR-540-3p -0.12 -0.13|N/A
ITGA8 ENST00000378076.3 integrin, alpha 8 7| 1 0] 0] 1 0] mo-miR-540-3p -0.12] -0.16|N/A
NAA30 ENST00000556492.1 N(alpha)-acetyltransferase 30, NatC catalytic subunit 418| 1 0 0 1 0frno-miR-540-3p -0.12 -0.16|N/A
MANEAL ENST00000397631.3 mannosidase, endo-alpha-like 381 2 0 0 2 1{mo-miR-540-3p -0.12 -0.33|N/A
ARFGEF2 ENST00000371917.4 ADP-ribosylation factor guanine nucleotide-exchange factor 2 (brefeldin A-inhibited) 111 1 1 0 0 2| ro-miR-540-3p -0.12 -0.25|N/A
CEP85L ENST00000368491.3 centrosomal protein 85kDa-like 14 1 1 0 0 0frno-miR-540-3p -0.12 -0.24|N/A
RCBTBI ENST00000258646.3 regulator of chromosome condensation (RCC1) and BTB (POZ) domain containing protein 1 9l 1 0] 0] 1 0] mo-miR-540-3p -0.12] -0.12|N/A
MEISI ENST00000488550.1 Meis homeobox 1 533 1 0 0 1 0[ro-miR-540-3p -0.12 -0.12|N/A
XPC ENST00000285021.7 xeroderma pigmentosum, complementation group C 1827 1 0] 1 0] 0] mo-miR-540-3p -0.12] -0.12|N/A
IQGAP3 ENST00000361170.2 1Q motif containing GTPase activating protein 3 7 1 0 0 1 0frno-miR-540-3p -0.12 -0.12|N/A
NCSTN ENST00000294785.5 nicastrin 578 1 0 1 0 0[rno-miR-540-3p -0.12 -0.12|N/A
DEPDC. ENST00000382105.2 DEP domain containing 5 221‘ 1 0 0 1 0[ mo-miR-540-3p -0.12 -0.12|N/A




MAPKAPK2 ENST00000294981.4 mitogen-activated protein kinase-activated protein Kinase 2 78| 1 0 0 1 0frno-miR-540-3p -0.12 -0.12|N/A
FOSB ENST00000592811.1 FBJ murine osteosarcoma viral oncogene homolog B 11 1 0] 1 0] 1] mo-miR-540-3p -0.12] -0.15|N/A
CLSTN2 ENST00000458420.3 calsyntenin 2 119 5 1 1 3 2{rno-miR-540-3p -0.12 -0.19|N/A
SLC30A4 ENST00000261867.4 solute carrier family 30 (zinc transporter), member 4 19 1 0] 0] 1 0] mo-miR-540-3p -0.12] -0.15|N/A
TEADI ENST00000361905.4 TEA domain family member 1 (SV40 transcriptional enhancer factor) 740| 1 0 1 0 2| mo-miR-540-3p -0.12 -0.12|N/A
RPI1-170019.20 ENST00000470747.4 Uncharacterized protein 151 1 0] 0] 1 1| mo-miR-540-3p -0.12] 20.28[N/A
PLEC ENST00000345136.3 plectin 7 1 0 0 1 0[rno-miR-540-3p -0.12 -0.12|N/A
DNAJC25-GNG10 ENST00000374294.3 DNAJC25-GNG10 readthrough 407 1 0 1 0 0| ro-miR-540-3p -0.12 -0.12|N/A
LAMB3 ENST00000356082.4 laminin, beta 3 15 1 0 0 1 0| ro-miR-540-3p -0.12 -0.12|N/A
DNAJC25 ENST00000556107.1 DnaJ (Hsp40) homolog, subfamily C , member 25 407, 1 0 1 0 0| rno-miR-540-3p -0.12 -0.12|N/A
CRTC3 ENST00000420329.2 CREB regulated transcription coactivator 3 612 2 0 2 0 0frmo-miR-540-3p -0.12 -0.12|N/A
ZFHX2 ENST00000419474.3 zinc finger homeobox 2 7 1 0 1 0 0| rno-miR-540-3p -0.12 -0.12|N/A
KCNC1 ENST00000379472.3 potassium voltage-gated channel, Shaw-related subfamily, member 1 42| 1 0 0 1 0frmo-miR-540-3p -0.12 -0.12|N/A
ARNTL2 ENST00000546179.1 aryl hydrocarbon receptor nuclear translocator-like 2 283 2 0 2 0 0| rno-miR-540-3p -0.12 -0.19|N/A
PLEKHG1 ENST00000367328.1 pleckstrin homology domain containing, family G (with RhoGef domain) member 1 106| 1 0 0 1 0[rmo-miR-540-3p -0.12 -0.12|N/A
GANAB ENST00000346178.4 glucosidase, alpha; neutral AB 539 1 0 1 0 0] rno-miR-540-3p -0.12 -0.13|N/A
KIAAI430 ENST00000458385.2 KIAA1430 75| 1 0 0 1 0| rno-miR-540-3p -0.12 -0.13|N/A
POGK ENST00000367875.1 pogo transposable element with KRAB domain 377 1 0 0 1 0frmo-miR-540-3p -0.12 -0.12|N/A
AGO3 ENST00000373191.4 argonaute RISC catalytic component 3 198 2 1 1 0 3|rno-miR-540-3p -0.12 -0.25|N/A
UBR2 ENST00000372883.3 ubiquitin protein ligase E3 component n-recognin 2 728| 1 0 0 1 0frmo-miR-540-3p -0.12 -0.12|N/A
SPOP ENST00000393328.2 speckle-type POZ protein 883 1 0 0 1 0| rno-miR-540-3p -0.12 -0.12|N/A
GALNTIO ENST00000297107.6 (Lga‘l’bﬁjﬁg)’alpha’D' alactosamine:polypeptide N-acetylgalactosaminyltransferase 10 3445 1 0 1 0 0| mo-miR-540-3p -0.12 -0.12|NIA
KIAAI958 ENST00000337530.6 KIAA1958 117 1 0 0 1 1| mo-miR-540-3p -0.12 -0.13|N/A
HDLBP ENST00000391975.1 high density lipoprotein binding protein 1755 1 0 1 0 0| rno-miR-540-3p -0.12 -0.12|N/A
ZBTB40 ENST00000404138.1 zinc finger and BTB domain containing 40 124] 3 1 0 2 0frmo-miR-540-3p -0.12 -0.37|N/A
MBNL3 ENST00000370839.3 muscleblind-like splicing regulator 3 593 3 0 1 2 0| rno-miR-540-3p -0.12 -0.32|N/A
LDOCIL ENST00000341255.3 leucine zipper, down-regulated in cancer 1-like 348 1 0 0 1 0[rmo-miR-540-3p -0.12 -0.12|N/A
C2CD2 ENST00000329623.7 C2 calcium-dependent domain containing 2 106) 1 0 0 1 1| mo-miR-540-3p -0.12 -0.17|N/A
SORD ENST00000267814.9 sorbitol dehydrogenase 5 1 0 0 1 1{mo-miR-540-3p -0.12 -0.12|N/A
HOXB9 ENST00000311177.5 homeobox B9 8| 1 0 0 1 1| mo-miR-540-3p -0.12 -0.19|N/A
AIDA ENST00000340020.6 axin interactor, dorsalization associated 48| 1 0 0 1 0frmo-miR-540-3p -0.12 -0.12|N/A
SLC25A42 ENST00000318596.7 solute carrier family 25, member 42 1088 1 0 1 0 0| rno-miR-540-3p -0.12 -0.12|N/A
OTUDS ENST00000156084.4 OTU domain containing 5 957 1 0 1 0 0fmo-miR-540-3p -0.11 -0.13|N/A
RASAL2 ENST00000448150.3 RAS protein activator like 2 950| 3 0 1 2 3| rno-miR-540-3p -0.11 -0.18|N/A
PSEN2 ENST00000340188.4 presenilin 2 (Alzheimer disease 4) 613 1 0 0 1 0fmo-miR-540-3p -0.11 -0.12|N/A
SLC35D1 ENST00000235345.5 solute carrier family 35 (UDP-GlcA/UDP-GalNAc transporter), member D1 186 3 0 3 0 2| rno-miR-540-3p -0.11 -0.61|N/A
GPM6B ENST00000454189.2 glycoprotein M6B 135 1 0 1 0 1] mo-miR-540-3p -0.11 -0.29|N/A
NHLRC2 ENST00000369301.3 NHL repeat containing 2 368 2 0 1 1 1{mo-miR-540-3p -0.11 -0.13|N/A
GPCl1 ENST00000264039.2 glypican 1 1687 1 0 0 1 1] mo-miR-540-3p -0.11 -0.12|N/A
SMPD4 ENST00000351288.6 ;phingomyelin phosphod: 4, neutral (neutral sphingomyelinase-3) 5 1 0 0 1 0| rno-miR-540-3p -0.11 -0.11{N/A
CDC42BPA ENST00000366767.3 CDC42 binding protein kinase alpha (DMPK-like) 122 2| 0 0 2 2| rno-miR-540-3p -0.11 -0.13|N/A
BAZIA ENST00000358716.4 bromodomain adjacent to zinc finger domain, 1A 144] 1 0 0 1 0fmo-miR-540-3p -0.11 -0.11|N/A
PARP11 ENST00000427057.2 poly (ADP-ribose) polymerase family, member 11 75 1 0 0 1 0frno-miR-540-3p -0.11 -0.11(N/A
NFATC2 ENST00000371564.3 nuclear factor of activated T-cells, cytoplasmic, calcineurin-dependent 2 105] 1 0 0 1 0[mo-miR-540-3p -0.11 -0.11|N/A
POLR2F ENST00000442738.2 polymerase (RNA) IT (DNA directed) polypeptide F 134 1 0 1 0 1{rno-miR-540-3p -0.11 -0.27|N/A
TC2N ENST00000435962.2 tandem C2 domains, nuclear 604| 1 0 0 1 0fmo-miR-540-3p -0.11 -0.18|N/A
PAPD7 ENST00000230859.6 PAP associated domain containing 7 3195] 1 1 0 0 0fmo-miR-540-3p -0.11 -0.12|N/A
GABPB2 ENST00000368918.3 GA binding protein transcription factor, beta subunit 2 35 1 0 0 1 2| rno-miR-540-3p -0.11 -0.17|N/A
HAND2 ENST00000359562.4 heart and neural crest derivatives expressed 2 30| 1 0 0 1 1{mo-miR-540-3p -0.11 -0.3|N/A
HIPK2 ENST00000406875.3 homeodomain interacting protein kinase 2 48 3 2| 0 1 2| rno-miR-540-3p -0.11 -0.12(N/A
BCAP29 ENST00000005259.4 B-cell receptor-associated protein 29 326 2 1 1 0 1{mo-miR-540-3p -0.11 -0.31|N/A
CASZ1 ENST00000377022.3 castor zinc finger 1 5 2| 1 1 0 1{rno-miR-540-3p -0.11 -0.11(N/A
ATRNLI1 ENST00000355044.3 attractin-like 1 26 1 0 0 1 0fmo-miR-540-3p -0.11 -0.11|N/A
C2CD3 ENST00000334126.7 (2 calcium-dependent domain containing 3 605 1 0 0 1 0fmo-miR-540-3p -0.11 -0.11|N/A
SYTI2 ENST00000393946.2 synaptotagmin XTI 813 1 0 0 1 0| rno-miR-540-3p -0.11 -0.11|N/A
HNRNPDL ENST00000602300.1 heterogeneous nuclear ribonucleoprotein D-like 217 1 0 0 1 0fmo-miR-540-3p -0.11 -0.11|N/A
DDX21 ENST00000354185.4 DEAD (Asp-Glu-Ala-Asp) box helicase 21 202) 1 1 0 0 0| rno-miR-540-3p -0.11 -0.12|N/A
HOXA9 ENST00000396345.1 homeobox A9 151 1 0 0 1 1{mo-miR-540-3p -0.11 -0.27|N/A
BCLIL ENST00000334801.3 B-cell CLL/lymphoma 9-like 91 2| 0] 2| [ 1| mo-miR-540-3p -0.11 -0.13|N/A
MAP3K2 ENST00000409947.1 mitogen-activated protein kinase kinase kinase 2 187 1 0 1 0 0frno-miR-540-3p -0.11 -0.12|N/A
AGO1 ENST00000373204.4 argonaute RISC catalytic component 1 402 1 0 1 0 3| mo-miR-540-3p -0.11 -0.13|N/A
NPEPPS ENST00000322157.4 aminopeptidase puromycin sensitive 2194 1 0 0 1 0frno-miR-540-3p -0.11 -0.12|N/A
FICD ENST00000361549.2 FIC domain containing 541 1 0 0 1 0fmo-miR-540-3p -0.11 -0.11|N/A
TP63 ENST00000392460.3 tumor protein p63 0) 1 0 1 0 0fmo-miR-540-3p -0.11 -0.11|N/A
CIR1 ENST00000362053.5 corepressor interacting with RBPJ, 1 310| 1 0 1 0 0frno-miR-540-3p -0.11 -0.11|N/A
FAMSAL ENST00000259963.3 family with sequence similarity 8, member Al 1064| 1 0) 0) 1 0fmo-miR-540-3p -0.11 -0.12|N/A
COBL ENST00000265136.7 cordon-bleu WH2 repeat protein 205 1 1 0 0 0frno-miR-540-3p -0.11 -0.28|N/A
CTTNBP2NL ENST00000271277.6 CTTNBP2 N-terminal like 182 1 1 0] [ 0] mo-miR-540-3p -0.11 -0.15|N/A
TCEAL7 ENST00000332431.4 transcription elongation factor A (SII)-like 7 15 1 0 0 1 0frno-miR-540-3p -0.11 -0.37|N/A
KLHL24 ENST00000454652.2 kelch-like family member 24 143 1 1 0] [ 1| mo-miR-540-3p -0.11 -0.12|N/A
TXNDCS ENST00000539054.1 thioredoxin domain containing 5 (endoplasmic reticulum) 1190| 1 0 0 1 0frno-miR-540-3p -0.11 -0.19|N/A
ITIH1 ENST00000542827.1 inter-alpha-trypsin inhibitor heavy chain 1 202 1 0 1 0 0frno-miR-540-3p -0.11 -0.11|N/A
UHRF1BP1 ENST00000192788.5 UHRF]I binding protein 1 360| 1 0] 1 [ 1| mo-miR-540-3p -0.11 -0.14|N/A
FAM78B ENST00000354422.3 family with sequence similarity 78, member B 9 1 0 0 1 0frno-miR-540-3p -0.11 -0.26|N/A
SGSM1 ENST00000400358.4 small G protein signaling modulator 1 25 1 0 0 1 2| mo-miR-540-3p -0.11 -0.31|N/A
ZFAND3 ENST00000287218.4 zinc finger, AN1-type domain 3 86| 1 0 0 1 0frno-miR-540-3p -0.11 -0.18|N/A
GABBRI ENST00000376977.3 gamma-aminobutyric acid (GABA) B receptor, 1 213 1 0 0 1 1| rno-miR-540-3p -0.11 -0.11|N/A
ATP10B ENST00000327245.5 ATPase, class V, type 10B 5| 1 0] [ 1 1| mo-miR-540-3p -0.11 -0.11|N/A
PLCEI] ENST00000371380.3 phospholipase C, epsilon 1 7 1 0 1 0 1| ro-miR-540-3p -0.11 -0.11(N/A
CPLX1 ENST00000304062.6 complexin 1 49) 1 0] 0] 1 0] mo-miR-540-3p -0.11 -0.11|N/A
CSMD2 ENST00000373381.4 CUB and Sushi multiple domains 2 5 1 0 0 1 0frno-miR-540-3p -0.11 -0.11(N/A
TCF4 ENST00000354452.3 transcription factor 4 394| 1 0 1 0 1{mo-miR-540-3p -0.11 -0.13|N/A
EBF2 ENST00000535548.1 carly B-cell factor 2 11 1 0 0 1 1{rno-miR-540-3p -0.11 -0.21|N/A
RNF43 ENST00000407977.2 ring finger protein 43 52 1 0 0 1 2| rno-miR-540-3p -0.11 -0.17|N/A
SLCO2A1 ENST00000310926.4 solute carrier organic anion transporter family, member 2A1 113 1 0 0 1 0[ mo-miR-540-3p -0.11 -0.11|N/A
TXNRDI ENST00000378070.4 thioredoxin reductase 1 1255 1 0 0 1 0frno-miR-540-3p -0.11 -0.11|N/A
C8orf44-SGK3 ENST00000519289.1 CBorf44-SGK3 readthrough 56 1 0] 1 0] 0] mo-miR-540-3p -0.11 -0.19|N/A
ACACB ENST00000543201.1 acetyl-CoA carboxylase beta 59 2 0 0 2 0f mo-miR-540-3p -0.11 -0.12|N/A
CDV3 ENST00000420115.2 CDV3 homolog (mouse) 523 1 0 0 1 1{rno-miR-540-3p -0.11 -0.14|N/A
MBD2 ENST00000256429.3 methyl-CpG binding domain protein 2 823 3 1 1 1 2| mo-miR-540-3p -0.11 -0.61|N/A
DAB2IP ENST00000408936.3 DAB2 interacting protein 1787 1 0] 1 0] 1| mo-miR-540-3p -0.11 -0.1T|N/A
EFNB2 ENST00000245323.4 ephrin-B2 25| 1 0 1 0 0[rno-miR-540-3p -0.11 -0.11|N/A
NOVA2 ENST00000263257.5 neuro-oncological ventral antigen 2 7 1 0 1 0 2| ro-miR-540-3p -0.11 -0.12|N/A
ABR ENST00000302538.5 active BCR-related SQ 1 0 0 1 0| rno-miR-540-3p -0.11 -0.11|N/A
ATP8AL ENST00000381668.5 ATPase, aminophospholipid transporter (APLT), class I, type 8A, member 1 48 2| 0 1 1 0frno-miR-540-3p -0.11 -0.11|N/A
SLC8A3 ENST00000356921.2 solute carrier family 8 (sodium/calcium exchanger), member 3 5 1 0 0 1 2| ro-miR-540-3p -0.11 -0.11|N/A
NDST2 ENST00000309979.6 N-deacetylase/N-sulfc (heparan glucosaminyl) 2 175 1 0 1 0 0| ro-miR-540-3p -0.11 S0.11|N/A
SALL2 ENST00000327430.3 sal-like 2 (Drosophila) 233 1 0 0 1 0[rno-miR-540-3p -0.11 -0.11|N/A
QKI ENST00000392127.2 QKI, KH domain containing, RNA binding 323 2| 0] 1 1 0] mo-miR-540-3p -0.11 -0.23|N/A
FAM213B ENST00000378424.4 family with sequence similarity 213, member B 409 1 0 1 0 3| rno-miR-540-3p -0.11 -0.12|N/A
DCTNS ENST00000300087.2 dynactin 5 (p25) 764 1 0 1 0 0| rno-miR-540-3p -0.11 -0.14|N/A
BAGALT7 ENST00000029410.5 xylosylprotein beta 1,4-galacto: polypeptide 7 2968 1 0] 0] 1 1| mo-miR-540-3p -0.11 -0.21|N/A
SEPT7 ENST00000435235.1 septin 7 97 1 0 0 1 0| rno-miR-540-3p -0.11 -0.15|N/A
STOMLI ENST00000564777.1 stomatin (EPB72)-like 1 18 1 0 1 0 0[rno-miR-540-3p -0.11 -0.17|N/A
WWC2 ENST00000403733.3 WW and C2 domain containing 2 717, 1 0] 0] 1 0] mo-miR-540-3p -0.11 -0.1T|N/A
FZD4 ENST00000531380.1 frizzled family receptor 4 5 1 0 1 0 0frno-miR-540-3p -0.11 -0.11|N/A
C6orf223 ENST00000439969.2 chromosome 6 open reading frame 223 17 1 0 1 0 0frno-miR-540-3p -0.11 -0.11|N/A
SCNSA ENST00000354534.6 sodium channel, voltage gated, type VIII, alpha subunit 44| 2 0 1 1 5| rno-miR-540-3p -0.11 -0.11|N/A
NFATC4 ENST00000413692.2 nuclear factor of activated T-cells, cytoplasmic, calcineurin-dependent 4 73 1 0 1 0 0frno-miR-540-3p -0.11 -0.11|N/A
ARRDC4 ENST00000263042.6 arrestin domain containing 4 10| 1 0 0 1 0fmo-miR-540-3p -0.11 -0.11(N/A
IREB2 ENST00000258886.8 iron-responsive element binding protein 2 1096 1 1 0 0 0fmo-miR-540-3p -0.11 -0.16|N/A
LRRC3DN ENST00000596691.1 LRRC3 downstream neighbor (non-protein coding) 221 1 0 0 1 1| mo-miR-540-3p -0.11 -0.54|N/A
HNF4A ENST00000316099.4 hepatocyte nuclear factor 4, alpha 915 1 1 0] 0] 2| mo-miR-540-3p -0.11 -0.2|N/A
TMTCI ENST00000256062.5 t and tetratricopeptide repeat containing 1 379 1 1 0] 0] 0] mo-miR-540-3p -0.11 -0.12|N/A
KNDC1 ENST00000304613.3 kinase non-catalytic C-lobe domain (KIND) containing 1 5 1 0 0 1 0frno-miR-540-3p -0.11 -0.11|N/A
KIF21B ENST00000332129.2 kinesin family member 21B 12 2 0 0 2 2| ro-miR-540-3p -0.11 -0.1T|N/A
FOXE3 ENST00000335071.2 forkhead box E3 11 1 0 1 0 0[rno-miR-540-3p -0.11 -0.11|N/A
ZBTBl6 ENST00000335953.4 zinc finger and BTB domain containing 16 73 3 0 1 2 1{ mo-miR-540-3p -0.11 -0.1T|N/A




DNAICI10 ENST00000264065.7 DnaJ (Hsp40) homolog, subfamily C, member 10 709) 2| 1 0) 1 1| mo-miR-540-3p -0.11 -0.37|N/A
XIAP ENST00000371199.3 X-linked inhibitor of apoptosis 153 1 0 0 1 0fmo-miR-540-3p -0.11 -0.17|N/A
TTC4 ENST00000371281.3 tetratricopeptide repeat domain 4 575 1 1 0 0 1| mo-miR-540-3p -0.11 -0.38|N/A
AR ENST00000374690.3 androgen receptor 57 2| 0] 0] 2] 0] mo-miR-540-3p -0.1 -0.1T|N/A
TUFTI ENST00000368849.3 tuftelin 1 599 1 0 0 1 0[rno-miR-540-3p -0.1 -0.1|N/A
ZNF609 ENST00000326648.3 zinc finger protein 609 103 2 0 1 1 2| rno-miR-540-3p -0.1 -0.1|N/A
KIF11 ENST00000260731.3 kinesin family member 11 256| 1 1 0 0 1| mo-miR-540-3p -0.1 -0.31|N/A
TPPP ENST00000360578.5 tubulin polymerization promoting protein 7 1 0 0 1 1{mo-miR-540-3p -0.1 -0.25|N/A
DNMIL ENST00000452533.2 dynamin 1-like 399 2 1 1 0 1{mo-miR-540-3p -0.1 -0.57|N/A
DBNI ENST00000512501.1 drebrin 1 9937, 1 0 0 1 0frno-miR-540-3p 0.1 -0.11|N/A
CCDC14 ENST00000488653.2 coiled-coil domain containing 14 275 1 0 1 0 0frmo-miR-540-3p -0.1 -0.14|N/A
HPSE2 ENST00000370546.1 heparanase 2 12 1 0 0 1 1| mo-miR-540-3p 0.1 -0.19|N/A
JAZF1 ENST00000283928.5 JAZF zinc finger 1 869 1 0 1 0 0frmo-miR-540-3p -0.1 -0.28|N/A
ADCY9 ENST00000294016.3 adenylate cyclase 9 166| 1 0 0 1 1| mo-miR-540-3p 0.1 -0.14|N/A
ZNF395 ENST00000344423.5 zinc finger protein 395 1044 1 0 0 1 0[rmo-miR-540-3p -0.1 -0.11|N/A
RNF169 ENST00000299563.4 ring finger protein 169 204 2 0 1 1 1| mo-miR-540-3p 0.1 -0.11|N/A
RTKN2 ENST00000373789.3 thotekin 2 192 1 0 0 1 1| mo-miR-540-3p 0.1 -0.1|N/A
CNR1 ENST00000362094.5 cannabinoid receptor 1 (brain) 40| 1 0 0 1 0frmo-miR-540-3p -0.1 -0.1|N/A
ADD2 ENST00000264436.4 adducin 2 (beta) 59| 1 0 1 0 3| mo-miR-540-3p 0.1 -0.15|N/A
RNF152 ENST00000312828.3 ring finger protein 152 57 1 0 1 0 0frmo-miR-540-3p -0.1 -0.12|N/A
PDE10A ENST00000366882.1 phosphodiesterase 10A 371 2 1 0 1 0frno-miR-540-3p 0.1 -0.15|N/A
ONECUTI ENST00000560699.2 one cut homeobox 1 10| 1 0 0 1 0frmo-miR-540-3p -0.1 -0.23|N/A
PIKFYVE ENST00000264380.4 phosphoinositide kinase, FYVE finger containing 107 1 0 0 1 0| rno-miR-540-3p 0.1 -0.11|N/A
SLC37A2 ENST00000298280.5 solute carrier family 37 (glucose-6-phosphate transporter), member 2 18 2 0 1 1 1{mo-miR-540-3p -0.1 -0.26|N/A
AMMECRIL ENST00000272647.5 AMMECRI-like 21] 1 0 0 1 0frno-miR-540-3p 0.1 -0.1|N/A
BMPR2 ENST00000374574.2 bone morphogenetic protein receptor, type II (serine/threonine kinase) 287 1 0 1 0 0frmo-miR-540-3p -0.1 -0.17|N/A
IGFIR ENST00000268035.6 insulin-like growth factor 1 receptor 561 1 0 0 1 2| mo-miR-540-3p -0.1 -0.14|N/A
KPNAT ENST00000344337.6 karyopherin alpha 1 (importin alpha 5) 1030] 3 1 1 1 1| mo-miR-540-3p 0.1 -0.49|N/A
FEMI1B ENST00000306917.4 fem-1 homolog b (C. elegans) 656| 1 0 1 0 2| mo-miR-540-3p -0.1 -0.18|N/A
MMP14 ENST00000311852.6 ‘matrix metallopeptidase 14 (memt inserted) 276 1 0 1 0 1] mo-miR-540-3p -0.1 -0.12|N/A
DTNA ENST00000283365.9 dystrobrevin, alpha 144] 1 0 1 0 1{mo-miR-540-3p -0.1 -0.1|N/A
RCOR3 ENST00000367006.4 REST corepressor 3 374 2 0 1 1 0| rno-miR-540-3p 0.1 -0.13|N/A
AC026202.1 ENST00000600805.1 Uncharacterized protein 10| 1 0 1 0 0frmo-miR-540-3p -0.1 -0.1|N/A
ZNF148 ENST00000360647.4 zinc finger protein 148 230| 1 0 0 1 0frno-miR-540-3p -0.1 -0.15|N/A
PCSK1 ENST00000311106.3 proprotein convertase subtilisin/kexin type 1 83 1 0 0 1 0fmo-miR-540-3p -0.1 -0.21|N/A
MRMI1 ENST00000250156.7 mitochondrial rRNA meth; 1 homolog (S. cerevisiae) 84 1 0 1 0 1{rmo-miR-540-3p -0.1 -0.25|N/A
TMIYSF3 ENST00000371142.4 t 9 superfamily member 3 1030 1 0 0 1 1{mo-miR-540-3p -0.1 -0.24|N/A
TTC17 ENST00000039989.4 tetratricopeptide repeat domain 17 27 1 0 1 0 1{mo-miR-540-3p -0.1 -0.12|N/A
NEDD4 ENST00000338963.2 neural precursor cell expressed, developmentally down-regulated 4, E3 ubiquitin protein 289 1 0 1 0 0frno-miR-540-3p -0.1 -0.1|N/A
BLOC1S6 ENST00000220531.3 biogenesis of lysosomal organelles complex-1, subunit 6, pallidin 1754| 1 0 1 0 0fmo-miR-540-3p -0.1 -0.1|N/A
LHFPL3 ENST00000535008.1 lipoma HMGIC fusion partner-like 3 5 1 0 1 0 0frno-miR-540-3p -0.1 -0.1|N/A
TNR ENST00000367674.2 tenascin R 5 2 0 1 1 1{mo-miR-540-3p -0.1 -0.1|N/A
PCSKS ENST00000376752.4 proprotein convertase subtilisin/kexin type 5 63 1 0 0 1 0frno-miR-540-3p -0.1 -0.1|N/A
BEND4 ENST00000504360.1 BEN domain containing 4 187 1 0 0 1 0fmo-miR-540-3p -0.1 -0.1|N/A
ZNF805 ENST00000535550.1 zinc finger protein 805 58 1 0 1 0 1{rmo-miR-540-3p -0.1 -0.26|N/A
HEMK1 ENST00000232854.4 HemK methyltransferase family member 1 99 3 0 2 1 1{mo-miR-540-3p -0.1 -0.21|N/A
DUSP16 ENST00000298573.4 dual specificity phosphatase 16 444] 1 0 0 1 0frno-miR-540-3p -0.1 -0.1|N/A
AQP2 ENST00000199280.3 aquaporin 2 (collecting duct) 5 1 0 1 0 1{mo-miR-540-3p -0.1 -0.1|N/A
NYAPI ENST00000300179.2 neuronal tyrosine-phosphorylated phosphoinositide-3-kinase adaptor 1 5 1 0 1 0 0fmo-miR-540-3p -0.1 -0.1|N/A
CDC42SE2 ENST00000505065.1 CDC42 small effector 2 1057 1 0 1 0 0[rno-miR-540-3p 0.1 -0.12|N/A
FMNI ENST00000334528.9 formin 1 25| 3 0 1 2 0| rmo-miR-540-3p -0.1 -0.18|N/A
‘WHSC1 ENST00000382895.3 ‘Wolf-Hirschhorn syndrome candidate 1 1143 1 0 0 1 0frno-miR-540-3p -0.1 -0.1|N/A
ACBD3 ENST00000366812.5 acyl-CoA binding domain containing 3 828] 1 0 0 1 1{mo-miR-540-3p -0.1 -0.1|N/A
NEDD9 ENST00000379446.5 neural precursor cell expressed, developmentally down-regulated 9 1164| 1 0 1 0 0fmo-miR-540-3p -0.1 -0.11|N/A
Cl50rf38-AP3S2 ENST00000398333.3 C150rf38-AP3S2 readthrough 985 2) 1 0 1 0[rno-miR-540-3p 0.1 -0.34|N/A
ESRRG ENST00000361525.3 estrogen-related receptor gamma 5 1 0 0 1 0fmo-miR-540-3p -0.1 -0.1|N/A
OVOLI ENST00000335987.3 ovo-like 1(Drosophila) 5 1 0 1 0 0| rno-miR-540-3p 0.1 -0.1|N/A
CLDN2 ENST00000336803.1 claudin 2 19 1 0 1 0 1| mo-miR-540-3p 0.1 -0.1|N/A
MCF2L ENST00000397030.1 MCF.2 cell line derived transforming sequence-like 9 1 0 0 1 0frno-miR-540-3p -0.1 -0.1|N/A
KIAA0087 ENST00000242109.3 KIAA0087 5| 1 0] 1 [ 1| mo-miR-540-3p -0.1 -0.1|{N/A
ARPC4-TTLL3 ENST00000397256.1 ARPC4-TTLL3 readthrough 10] 1 0 1 0 1{rno-miR-540-3p 0.1 -0.22|N/A
NLRC5 ENST00000436936.1 NLR family, CARD domain containing 5 47 1 0) 1 0) 1{rno-miR-540-3p -0.1 -0.1|N/A
SYBU ENST00000533895.1 syntabulin (syntaxin-interacting) 83| 1 0) 1 0) 0| rno-miR-540-3p -0.1 -0.23|N/A
ANKRD27 ENST00000306065.4 ankyrin repeat domain 27 (VPS9 domain) 349 1 0 1 0 0frno-miR-540-3p -0.1 -0.1|N/A
ESRP2 ENST00000565858.1 epithelial splicing regulatory protein 2 320| 1 0 0 1 0fmo-miR-540-3p -0.1 -0.1|N/A
SOST ENST00000301691.2 sclerostin 10] 1 0 1 0 0| rno-miR-540-3p 0.1 -0.1|N/A
GLDN ENST00000335449.6 gliomedin 9 1 0] 1 [ 1| mo-miR-540-3p -0.1 -0.1|{N/A
OLFML2A ENST00000288815.5 olfactomedin-like 2A 155 1 0] 0| 1 0] mo-miR-540-3p -0.1 -0.1{N/A
ATOX1 ENST00000521264.1 antioxidant 1 copper chaperone 43| 1 0 0 1 0frno-miR-540-3p -0.1 -0.11|N/A
UVRAG ENST00000356136.3 UV radiation resistance associated 116| 1 0 1 0 0fmo-miR-540-3p -0.1 -0.2|N/A
PEAK1 ENST00000312493.4 pseudopodium-enriched atypical kinase 1 209 2| 0 0 2 1| rno-miR-540-3p -0.1 -0.1|N/A
BMPER ENST00000297161.2 BMP binding endothelial regulator 723 2| 1 0] 1 0] mo-miR-540-3p -0.1 -0.35|N/A
GPR107 ENST00000372410.3 G protein-coupled receptor 107 1429 1 0 1 0 0fmo-miR-540-3p -0.1 -0.12|N/A
FURIN ENST00000268171.3 furin (paired basic amino acid cleaving enzyme) 2306 1 0 0 1 1| rno-miR-540-3p -0.1 -0.1|N/A
SV2C ENST00000502798.2 synaptic vesicle glycoprotein 2C 30) 1 0) 0) 1 1{rno-miR-540-3p -0.1 -0.1|N/A
WDFY4 ENST00000413659.2 WDFY family member 4 5 2) 1 0 1 0| rno-miR-540-3p 0.1 -0.1|N/A
PLD1 ENST00000342215.6 phospholipase D1, phosphatidylcholine-specific 128 1 0 1 0 1{mo-miR-540-3p -0.1 -0.18|N/A
FAM168A ENST00000064778.4 family with sequence similarity 168, member A 63 1 0 1 0 2| rno-miR-540-3p -0.1 -0.14|N/A
KLHL28 ENST00000396128.4 kelch-like family member 28 9) 1 1 0) 0) 0| rno-miR-540-3p -0.1 -0.19[N/A
TIMM10B ENST00000254616.6 translocase of inner mitochondrial membrane 10 homolog B (yeast) 290| 1 0 0 1 0fmo-miR-540-3p -0.1 -0.23|N/A
SEMA6D ENST00000355997.3 sema domain, t domain (TM), and cytoplasmic domain, (semaphorin) 6D 179 1 0 0 1 1| rno-miR-540-3p -0.1 -0.1|N/A
FNDC3A ENST00000492622.2 fibronectin type 11T domain containing 3A 122] 1 0 1 0 0fmo-miR-540-3p -0.1 -0.14|N/A
POM121C ENST00000257665.5 POMI21 transmembrane nucleoporin C 5 1 0 1 0 0frno-miR-540-3p -0.1 -0.1|N/A
SLC34A2 ENST00000382051.3 solute carrier family 34 (type 1T sodium/phosphate contransporter), member 2 5 1 0 0 1 0fmo-miR-540-3p -0.1 -0.1|N/A
GPRIN2 ENST00000374314.4 G protein regulated inducer of neurite outgrowth 2 5 1 0 0 1 0[mo-miR-540-3p -0.1 -0.1|N/A
C9orf72 ENST00000380003.3 chromosome 9 open reading frame 72 25| 1 0 1 0 0frno-miR-540-3p -0.1 -0.1|N/A
ZBTB43 ENST00000449886.1 zinc finger and BTB domain containing 43 396 1 0 1 0 0[ mo-miR-540-3p -0.1 -0.1|N/A
LDLRAD2 ENST00000344642.2 low density lipoprotein receptor class A domain containing 2 5 1 0 0 1 1| ro-miR-540-3p -0.1 -0.1|N/A
NFAM1 ENST00000329021.5 NFAT activating protein with ITAM motif 1 7 1 0 1 0 0[ mo-miR-540-3p -0.1 -0.1|N/A
EPB41L3 ENST00000341928.2 erythrocyte membrane protein band 4.1-like 3 179 1 0 1 0 0[ mo-miR-540-3p -0.1 -0.13|N/A
DSE ENST00000452085.3 dermatan sulfate epimerase 975 1 0 0 1 3| rno-miR-540-3p -0.1 -0.14|N/A
ARHGAP22 ENST00000249601.4 Rho GTPase activating protein 22 10| 2| 1 0] 1 1| mo-miR-540-3p -0.1 -0.25|N/A
UBPI1 ENST00000283629.3 upstream binding protein 1 (LBP-1a) 1418 1 0 1 0 3| ro-miR-540-3p -0.1 -0.19|N/A
CNTNAP2 ENST00000361727.3 contactin associated protein-like 2 29 1 0 0 1 0frno-miR-540-3p -0.1 -0.12|N/A
FBX045 ENST00000311630.6 F-box protein 45 72| 1 1 0] 0] 0] mo-miR-540-3p -0.1 -0.24|N/A
KIF18B ENST00000587309.1 kinesin family member 18B 172| 1 0 0 1 0f mo-miR-540-3p -0.1 -0.1|N/A
DDI2 ENST00000480945.1 DNA-damage inducible 1 homolog 2 (S. cerevisiae) 357 1 0 1 0 0frno-miR-540-3p -0.1 -0.1|N/A
ATP2A3 ENST00000309890.7 ATPase, Ca++ transporting, ubiquitous 40| 1 0 1 0 0[ mo-miR-540-3p -0.1 -0.1|N/A
SHE ENST00000304760.2 Src homology 2 domain containing E 9 1 0 0 1 0frno-miR-540-3p -0.1 -0.1|N/A
ASBI ENST00000264607.4 ankyrin repeat and SOCS box containing 1 408| 2| 0 1 1 1| ro-miR-540-3p -0.09 -0.23|N/A
AGO4 ENST00000373210.3 argonaute RISC catalytic component 4 96| 1 0 1 0 1{mo-miR-540-3p -0.09 -0.11|N/A
UHRFIBPIL ENST00000279907.7 UHRFI binding protein 1-like 369 1 0] 1 0] 1/ mo-miR-540-3p -0.09; -0.17|N/A
TASIRI ENST00000328191.4 taste receptor, type 1, member 1 5 1 0 0 1 0frno-miR-540-3p -0.09 -0.09|N/A
ADAMI2 ENST00000368679.4 ADAM metallopeptidase domain 12 75| 1 1 0] 0] 0] mo-miR-540-3p -0.09] -0.1|{N/A
CACULI ENST00000369151.3 CDK2-associated, cullin domain 1 213 3 0 1 2 1{rno-miR-540-3p -0.09 -0.31|N/A
TMEM65 ENST00000297632.6 I protein 65 769 2 0 2 0 0| rno-miR-540-3p -0.09 -0.25|N/A
KIAA1033 ENST00000332180.5 KIAA1033 238 1 0] 1 0] 0] mo-miR-540-3p -0.09] -0.13|N/A
GLO1 ENST00000373365.4 glyoxalase [ 1773 1 0 0 1 0| rno-miR-540-3p -0.09 -0.11|N/A
AP005482.1 ENST00000400514.2 Uncharacterized protein 44 1 0 0 1 0frno-miR-540-3p -0.09 -0.14|N/A
STK25 ENST00000316586.4 serine/threonine kinase 25 699 2| 0] 1 1 0] mo-miR-540-3p -0.09] -0.29|N/A
GLYRI ENST00000436648.5 glyoxylate reductase 1 homolog (Arabidopsis) 31 1 0] 1 0] 0] mo-miR-540-3p -0.091 -0.09|N/A
DUSP26 ENST00000256261.4 dual specificity phosphatase 26 (putative) 5 1 0 0 1 0frno-miR-540-3p -0.09 -0.09|N/A
FUT8 ENST00000360689.5 fucosyltransferase 8 (alpha (1,6) fucosy ) 64 1 0] 1 0] 0] mo-miR-540-3p -0.09] -0.16|N/A
ABLIM3 ENST00000326685.7 actin binding LIM protein family, member 3 9 1 0 0 1 0frno-miR-540-3p -0.09 -0.17|N/A
URB2 ENST00000258243.2 URB2 ribosome biogenesis 2 homolog (S. cerevisiae) 383 1 0] 0] 1 0] mo-miR-540-3p -0.09] -0.18|N/A
WDR7 ENST00000254442.3 WD repeat domain 7 365 1 1 0 0 0[ro-miR-540-3p -0.09 -0.09|N/A
TRIM3 ENST00000525074.1 tripartite motif containing 3 25‘ 1 0 1 0 0frno-miR-540-3p -0.09 -0.09|N/A
GRIA2 ENST00000296526.7 glutamate receptor, ionotropic, AMPA 2 5 1 1 0] 0] 0] mo-miR-540-3p -0.09 -0.09|N/A
ATP7B ENST00000242839.4 ATPase, Cu++ transporting, beta polypeptide 8% 1 0 0 1 0[ ro-miR-540-3p -0.09 -0.09|N/A




PITPNM2 ENST00000280562.5 phosphatidylinositol transfer protein, membrane-associated 2 66| 1 0 0 1 2| rmo-miR-540-3p -0.09 -0.09|N/A
POLD3 ENST00000263681.2 polymerase (DNA-directed), delta 3, accessory subunit 371 1 0] 1 0] 2[rno-miR-540-3p -0.09 -0.09|N/A
MYPOP ENST00000322217.5 Myb-related transcription factor, partner of profilin 41] 1 0 1 0 0frno-miR-540-3p -0.09 -0.15|N/A
WNT7B ENST00000339464.4 wingless-type MMTV integration site family, member 7B 40] 1 0] 1 0] 0] mo-miR-540-3p -0.09] -0.09|N/A
RCORI1 ENST00000262241.6 REST corepressor 1 403 1 0 0 1 1| mo-miR-540-3p -0.09 -0.14|N/A
ABTB2 ENST00000435224.2 ankyrin repeat and BTB (POZ) domain containing 2 5 1 0 1 1] 0fmo-miR-540-3p -0.09 -0.09|N/A
DOK4 ENST00000566936.1 docking protein 4 183 1 0 0 1 0[rno-miR-540-3p -0.09 -0.13|N/A
KCTD2 ENST00000322444.6 potassium channel tetramerization domain containing 2 3328 1 0 0 1 0fmo-miR-540-3p -0.09 -0.09|N/A
TNFRSF11A ENST00000586569.1 tumor necrosis factor receptor superfamily, member 11a, NFKB activator 93 1 0 0 1 0fmo-miR-540-3p -0.09 -0.22|N/A
SENPI ENST00000004980.5 SUMO/sentrin specific peptidase 1 361 1 0 0 1 1| mo-miR-540-3p -0.09 -0.18|N/A
ZC3H13 ENST00000242848.4 zinc finger CCCH-type containing 13 229 1 0 0 1 1{mo-miR-540-3p -0.09 -0.19|N/A
MDGAI ENST00000297153.7 MAM domain containing glycosylphos| inositol anchor 1 240| 2 0 1 1 3| mo-miR-540-3p -0.09 -0.09|N/A
CD44 ENST00000278386.6 CD44 molecule (Indian blood group) 1543 1 0 1 0 0frmo-miR-540-3p -0.09 -0.16|N/A
TNS3 ENST00000311160.9 tensin 3 28 1 0 0 1 0| rno-miR-540-3p -0.09 -0.09|N/A
AAGAB ENST00000261880.5 alpha- and gamma-adaptin binding protein 2536 1 0 1 0 0[rmo-miR-540-3p -0.09 -0.09|N/A
AMER3 ENST00000423981.1 APC membrane recruitment protein 3 5 2 0 1 1 0] rno-miR-540-3p -0.09 -0.09|N/A
IL6ST ENST00000381287.4 interleukin 6 signal transducer (gp130, oncostatin M receptor) 213 1 0 0 1 0| rno-miR-540-3p -0.09 -0.09|N/A
SMAD9 ENST00000399275.2 SMAD family member 9 62) 1 0 1 0 1] mo-miR-540-3p -0.09 -0.09|N/A
ABCB9 ENST00000280560.8 ATP-binding cassette, sub-family B (MDR/TAP), member 9 13 1 0 1 0 0frno-miR-540-3p -0.09 -0.17|N/A
NACC2 ENST00000371753.1 NACC family member 2, BEN and BTB (POZ) domain containing 172 1 0 0 1 2| mo-miR-540-3p -0.09 -0.13|N/A
CDCSL ENST00000371477.3 cell division cycle 5-like 115 1 0 0 1 1| mo-miR-540-3p -0.09 -0.09|N/A
NPHP3 ENST00000326682.8 nephronophthisis 3 (adolescent) 44| 1 0 0 1 1{mo-miR-540-3p -0.09 -0.09|N/A
ABHD17C ENST00000258884.4 abhydrolase domain containing 17C 406| 1 0 1 0 0| rno-miR-540-3p -0.09 -0.09|N/A
STATI ENST00000540176.1 signal transducer and activator of transcription 1, 91kDa 326 1 0 0 1 0frmo-miR-540-3p -0.09 -0.09|N/A
GRIN3A ENST00000361820.3 glutamate receptor, ionotropic, N-methyl-D-aspartate 3A 5 1 0 0 1 0| rno-miR-540-3p -0.09 -0.09|N/A
TMEMI109 ENST00000227525.3 I protein 109 4675 1 0 0 1 0| ro-miR-540-3p -0.09 -0.09|N/A
NFYA ENST00000341376.6 nuclear transcription factor Y, alpha 177, 1 0 1 0 0frmo-miR-540-3p -0.09 -0.12|N/A
ERMP1 ENST00000381506.3 endoplasmic reticulum metallopeptidase 1 53] 1 0 0 1 0| rno-miR-540-3p -0.09 -0.2|N/A
TSPAN9 ENST00000537971.1 tetraspanin 9 1410 1 0 1 0 2| mo-miR-540-3p -0.09 -0.17|N/A
ENY2 ENST00000520147.1 enhancer of yellow 2 homolog (Drosophila) 1814 1 1 0) 0) 0| ro-miR-540-3p -0.09 -0.45|N/A
ADARB2 ENST00000381312.1 adenosine deami RNA-specific, B2 (non-functional) 9 1 0 1 0 0frmo-miR-540-3p -0.09 -0.19[N/A
TAP2 ENST00000374897.2 transporter 2, ATP-binding cassette, sub-family B (MDR/TAP) 460 1 0 1 0 0frno-miR-540-3p -0.09 -0.09|N/A
PEX11A ENST00000300056.3 peroxisomal biogenesis factor 11 alpha 82| 1 0 0 1 0frmo-miR-540-3p -0.09 -0.09|N/A
RBM47 ENST00000319592.4 RNA binding motif protein 47 264 1 0 1 0 1| mo-miR-540-3p -0.09 -0.09|N/A
TTBK2 ENST00000267890.6 tau tubulin kinase 2 18 1 0 0 1 1{mo-miR-540-3p -0.09 -0.1|N/A
ZRANBI ENST00000359653.4 zinc finger, RAN-binding domain containing 1 724 2| 0 1 1 0frno-miR-540-3p -0.09 -0.26|N/A
ZNF516 ENST00000443185.2 zinc finger protein 516 311 1 0 0 1 1{mo-miR-540-3p -0.09 -0.09|N/A
GPR135 ENST00000395116.1 G protem-coupled receptor 135 40| 1 0 1 0 0fmo-miR-540-3p -0.09 -0.09|N/A
PRDM6 ENST00000407847.4 PR domain containing 6 69 1 0 0 1 1] mo-miR-540-3p -0.09 -0.1|N/A
SV2A ENST00000369146.3 synaptic vesicle glycoprotein 2A 10| 1 0 1 0 0fmo-miR-540-3p -0.09 -0.09|N/A
TOLLIP ENST00000317204.6 toll interacting protein 1536 1 0 0 1 2| rno-miR-540-3p -0.09 -0.19|N/A
RASSF8 ENST00000541490.1 Ras association (RalGDS/AF-6) domain family (N-terminal) member 8 1290 1 1 0 0 1{mo-miR-540-3p -0.09 -0.09|N/A
MECP2 ENST00000303391.6 methyl CpG binding protein 2 (Rett syndrome) 1474 3 0 0 3 0frno-miR-540-3p -0.09 -0.53|N/A
CTC1 ENST00000315684.8 CTS telomere complex component 1 252 1 0 1 0 2| mo-miR-540-3p -0.09 -0.24|N/A
IQCE ENST00000402050.2 1Q motif containing E 687 1 0 0 1 0| rno-miR-540-3p -0.09 -0.09|N/A
ERBB4 ENST00000342788.4 v-erb-b2 avian erythroblastic leukemia viral oncogene homolog 4 27 1 0 0 1 1{mo-miR-540-3p -0.09 -0.09|N/A
SOX3 ENST00000370536.2 SRY (sex determining region Y)-box 3 5 1 0 1 0 0frno-miR-540-3p -0.09 -0.09|N/A
OPHN1 ENST00000355520.5 oligophrenin 1 541 1 0 1 0 1{mo-miR-540-3p -0.09 -0.09|N/A
CYP7B1 ENST00000310193.3 cytochrome P450, family 7, subfamily B, polypeptide 1 53 1 0 0 1 0fmo-miR-540-3p -0.08 -0.09|N/A
DHX36 ENST00000496811.1 DEAH (Asp-Glu-Ala-His) box polypeptide 36 108 1 0 1 0 0[rno-miR-540-3p -0.08] -0.22|N/A
AIFM2 ENST00000307864.1 apoptosis-inducing factor, mitochondrion-associated, 2 334 1 0 0 1 0fmo-miR-540-3p -0.08 -0.18|N/A
DDX6 ENST00000264018.4 DEAD (Asp-Glu-Ala-Asp) box helicase 6 11 1 0 0 1 1| mo-miR-540-3p -0.08 -0.18|N/A
NODI ENST00000222823.4 nucleotide-binding oligomerization domain containing 1 31 1 0 0 1 1{mo-miR-540-3p -0.08 -0.21|N/A
PIGK ENST00000370812.3 phosphatidylinositol glycan anchor biosynthesis, class K 1203 1 0 1 0 1{mo-miR-540-3p -0.08 -0.16|N/A
GRAMDIB ENST00000529750.1 GRAM domain containing 1B 35 2| 0 2 0 0frno-miR-540-3p -0.08] -0.11|N/A
AGAP1 ENST00000304032.8 ArfGAP with GTPase domain, ankyrin repeat and PH domain 1 109 2 0 1 1 2| mo-miR-540-3p -0.08 -0.13|N/A
AC007040.11 ENST00000606025.1 12 2 0 1 1 1| mo-miR-540-3p -0.08 -0.21|N/A
RFCI ENST00000349703.2 replication factor C (activator 1) 1, 145kDa 205 1 0 0 1 0fmo-miR-540-3p -0.08 -0.16|N/A
FGF19 ENST00000294312.3 fibroblast growth factor 19 19 1 0 0 1 0frno-miR-540-3p -0.08 -0.2|N/A
INTS3 ENST00000318967.2 integrator complex subunit 3 88| 1 0) 1 0) 0| rno-miR-540-3p -0.08 -0.08|N/A
NRG2 ENST00000394770.1 lin 2 9 1 0 0 1 1{rno-miR-540-3p -0.08 -0.08 N/A
CDK14 ENST00000380050.3 cyclin-dependent kinase 14 226| 1 0) 1 0) 0| rno-miR-540-3p -0.08 -0.09[N/A
CELF1 ENST00000395290.2 CUGBP, Elav-like family member 1 153] 1 0] 0] 1 0] mo-miR-540-3p -0.08] -0.09|N/A
SYNPO2 ENST00000429713.2 synaptopodin 2 105 1 0 0 1 1{rno-miR-540-3p -0.08 -0.09|N/A
PTBP2 ENST00000609116.1 polypyrimidine tract binding protein 2 70| 1 0) 0) 1 1{mo-miR-540-3p -0.08 -0.2|N/A
GSE1 ENST00000253458.7 Gsel coiled-coil protein 133 1 0 0 1 0frno-miR-540-3p -0.08 -0.08|N/A
DCAF7 ENST00000310827.4 DDBI and CULA4 associated factor 7 3289 1 0] 0] 1 0] mo-miR-540-3p -0.08] -0.08| N/A
ZBTB42 ENST00000342537.7 zinc finger and BTB domain containing 42 182| 1 0 0) 1 0| rno-miR-540-3p -0.08 -0.09[N/A
UBE2G1 ENST00000396981.2 ubiquitin-conjugating enzyme E2G 1 5620 1 0 0 1 0frno-miR-540-3p -0.08] -0.1|N/A
TRIP12 ENST00000283943.5 thyroid hormone receptor interactor 12 145 1 0) 1 0) 1{rno-miR-540-3p -0.08 -0.13|N/A
KIAA1467 ENST00000197268.8 KIAAI1467 509 1 0 1 0 0| rno-miR-540-3p -0.08 -0.08 N/A
NOP9 ENST00000396802.3 NOP9 nucleolar protein 353 1 0] 1 [ 1| mo-miR-540-3p -0.08] -0.13|N/A
RSPH9 ENST00000372163.4 radial spoke head 9 homolog (Chlamydomonas) 13 1 0 0 1 0fmo-miR-540-3p -0.08 -0.23|N/A
NAPA ENST00000263354.3 N-ethylmaleimid itive factor h protein, alpha 49| 1 0 0 1 0frno-miR-540-3p -0.08] -0.2|N/A
'WDRT0 ENST00000265107.4 WD repeat domain 70 23 1 0] 0] 1 0] mo-miR-540-3p -0.08] -0.14|N/A
PPFIBP1 ENST00000318304.8 PTPRF interacting protein, binding protein 1 (liprin beta 1) 341 1 0 0 1 0frno-miR-540-3p -0.08 -0.11(N/A
TLDC2 ENST00000217320.3 TBC/LysM-associated domain containing 2 5 1 0 1 0 0fmo-miR-540-3p -0.08 -0.08|N/A
SLC35F3 ENST00000366618.3 solute carrier family 35, member F3 5 1 0 1 0 0frno-miR-540-3p -0.08 -0.08|N/A
HHEX ENST00000282728.5 hematopoietically expressed homeobox 1059 1 0 1 0 0fmo-miR-540-3p -0.08 -0.08|N/A
LHX5 ENST00000261731.3 LIM homeobox 5 5| 1 0] 1 [ 0] mo-miR-540-3p -0.08] -0.08|N/A
RUNXITI ENST00000523629.1 runt-related transcription factor 1; translocated to, 1 (cyclin D-related) 9) 1 0) 0 1 0frno-miR-540-3p -0.08] -0.08|N/A
ITPR1 ENST00000302640.8 inositol 1,4,5-trisphosphate receptor, type 1 1022 1 0 0 1 0fmo-miR-540-3p -0.08 -0.08|N/A
KCTD16 ENST00000507359.3 potassium channel tetramerization domain containing 16 36| 1 0 0 1 2| rno-miR-540-3p -0.08 -0.2|N/A
TCP11L1 ENST00000334274.4 t-complex 11, testis-specific-like 1 140| 1 0) 1 0) 0| rno-miR-540-3p -0.08 -0.19[N/A
VAMP3 ENST00000054666.6 vesicle-associated membrane protein 3 515 1 0 1 0 0[mo-miR-540-3p -0.08 -0.12|N/A
NOS1 ENST00000317775.6 nitric oxide synthase 1 (neuronal) 5 1 0 1 0 2| ro-miR-540-3p —0.0§| -0.08|N/A
YPEL2 ENST00000312655.4 yippee-like 2 (Drosophila) 62) 1 0] 0] 1 0] mo-miR-540-3p -0.08] -0.08|N/A
ISM2 ENST00000493585.1 isthmin 2 7 1 0 1 0 1{rno-miR-540-3p 70.0§| -0.21|N/A
PRDMS ENST00000515109.1 PR domain containing 5 22| 1 0] 0] 1 0] mo-miR-540-3p -0.08| -0.2|N/A
ZKSCAN1 ENST00000324306.6 zinc finger with KRAB and SCAN domains 1 1314 1 0] 0] 1 1| mo-miR-540-3p -0.08] -0.08|N/A
GIT1 ENST00000579937.1 G protein-coupled receptor kinase interacting ArfGAP 1 18 1 0 0 1 0frno-miR-540-3p —0.0§| -0.11|N/A
PDE4D ENST00000340635.6 phosphodiesterase 4D, cAMP-specific 747 1 0 1 0 0[ mo-miR-540-3p -0.08 -0.11|N/A
TUBGCP4 ENST00000564079.1 tubulin, gamma complex associated protein 4 129 1 0 0 1 0fmo-miR-540-3p -0.08 -0.24|N/A
TRAK1 ENST00000341421.3 trafficking protein, kinesin binding 1 362 1 0 1 0 0frno-miR-540-3p -0.08 -0.08|N/A
PPARGCIA ENST00000264867.2 peroxisome proliferator-activated receptor gamma, coactivator 1 alpha 19 1 0 0 1 0[ mo-miR-540-3p -0.08 -0.08|N/A
CACNA2D1 ENST00000356860.3 calcium channel, voltage-dependent, alpha 2/delta subunit 1 418| 1 0 0 1 0f mo-miR-540-3p -0.08 -0.08|N/A
TRABD2B ENST00000606738.2 TraB domain containing 2B 244 1 0 1 0 2[rno-miR-540-3p -0.08 -0.08|N/A
PCGF3 ENST00000362003.5 polycomb group ring finger 3 503 1 0] 1 0] 0] mo-miR-540-3p -0.08] -0.11 |N/A
ZNRF1 ENST00000335325.4 zinc and ring finger 1, E3 ubiquitin protein ligase 519 1 0 1 0 0frno-miR-540-3p -0.08 -0.13|N/A
GMEB2 ENST00000370069.1 glucocorticoid modulatory element binding protein 2 240| 1 0 0 1 0frno-miR-540-3p -0.08 -0.08|N/A
ACSF3 ENST00000317447.4 acyl-CoA synthetase family member 3 40| 1 0 0 1 0[ mo-miR-540-3p -0.08 -0.22|N/A
FAHD2A ENST00000233379.4 fumarylacetoacetate hydrolase domain containing 2A 9 1 0 0 1 0f mo-miR-540-3p -0.08 -0.14|N/A
ETS1 ENST00000531611.1 v-ets avian erythroblastosis virus E26 oncogene homolog 1 1423 1 0 1 0 1| ro-miR-540-3p -0.08 -0.08|N/A
OGT ENST00000373719.3 O-linked N-acetylglucosamine (GIcNAc) 1036| 1 0] 1 0] 0] mo-miR-540-3p -0.08] -0.15|N/A
CEP85 ENST00000252992.4 centrosomal protein 85kDa 471 1 0 1 0 0frno-miR-540-3p -0.08 -0.08|N/A
TOMILI ENST00000575333.1 target of mybl (chicken)-like 1 176| 1 0 0 1 0| rno-miR-540-3p -0.08 -0.08|N/A
MGAT3 ENST00000341184.6 mannosyl (beta-1,4-)-glycoprotein beta-1,4-N-acet S 9 1 0] 0] 1 0] mo-miR-540-3p -0.08] -0.08|N/A
TAB2 ENST00000367456.1 TGF-beta activated kinase 1/MAP3K7 binding protein 2 1129| 2| 0 1 1 0frno-miR-540-3p -0.08 -0.08|N/A
Cl6orf52 ENST00000542527.2 chromosome 16 open reading frame 52 102| 1 0 1 0 0frno-miR-540-3p -0.08 -0.1|N/A
PEX26 ENST00000329627.7 peroxisomal biogenesis factor 26 157, 1 0] 1 0] 2| mo-miR-540-3p -0.08] -0.28|N/A
FAMI26A ENST00000409923.1 family with sequence similarity 126, member A 241 1 0 1 0 2| ro-miR-540-3p -0.08 -0.12|N/A
HYOU1 ENST00000404233.3 hypoxia up-regulated 1 29] 1 0 0 1 0frno-miR-540-3p -0.08 -0.15|N/A
MAFF ENST00000338483.2 v-maf avian musculoaponeurotic fibrosarcoma oncogene homolog F 160) 1 0 0 1 0fmo-miR-540-3p -0.08 -0.08|N/A
SIRPA ENST00000400068.3 signal-regulatory protein alpha 1235 1 0 1 0 1| mo-miR-540-3p -0.08 -0.09|N/A
ADAMTSS ENST00000284987.5 ADAM metallopeptidase with thrombospondin type 1 motif, 5 68 1 0] 0] 1 0] mo-miR-540-3p -0.08] -0.19|N/A
TRPV4 ENST00000418703.2 transient receptor potential cation channel, subfamily V, member 4 80| 1 0 1 0 1| mo-miR-540-3p -0.07 -0.07|N/A
BDP1 ENST00000380675.2 B double prime 1, subunit of RNA polymerase III transcription initiation factor I[IB 12| 1 1 0 0 0frno-miR-540-3p -0.07 -0.07|N/A
SLCTAL4 ENST00000231706.5 solute carrier family 7, member 14 5 1 0 0 1 1{rmo-miR-540-3p -0.07 -0.07|N/A
LIFR ENST00000263409.4 leukemia inhibitory factor receptor alpha 44 1 0 0 1 0[mo-miR-540-3p -0.07 -0.07|N/A




LMXIB ENST00000355497.5 LIM homeobox transcription factor 1, beta 8| 1 0 0 1 0frno-miR-540-3p -0.07 -0.07|N/A
KCNS1 ENST00000306117.1 potassium voltage-gated channel, delayed-rectifier, subfamily S, member 1 5 1 0] 0] 1 0] mo-miR-540-3p -0.07 -0.07|N/A
PITPNB ENST00000335272.5 phosphatidylinositol transfer protein, beta 80| 1 0 0 1 0frno-miR-540-3p -0.07 -0.12|N/A
NOTCH2 ENST00000256646.2 notch 2 734 1 0] 0] 1 3| mo-miR-540-3p -0.07] -0.15|N/A
ZEBI ENST00000361642.5 zinc finger E-box binding homeobox 1 59 1 0 1 0 1| mo-miR-540-3p -0.07 -0.12|N/A
ESRI ENST00000440973.1 estrogen receptor 1 5 1 0] 0] 1 0] mo-miR-540-3p -0.07 -0.07|N/A
TET3 ENST00000409262.3 tet methylcytosine dioxygenase 3 1437 2| 0 2 0 1| mo-miR-540-3p -0.07 -0.07|N/A
DPYI9LI ENST00000310974.4 dpy-19-like 1 (C. elegans) 80| 1 0] 0] 1 1| mo-miR-540-3p -0.07] -0.1{N/A
PPMIH ENST00000228705.6 protein phosphatase, Mg2+/Mn2+ dependent, 1H 45| 1 0 1 0 1{mo-miR-540-3p -0.07 -0.23|N/A
SLC25A46 ENST00000355943.3 solute carrier family 25, member 46 391] 1 0 0 1 0| rno-miR-540-3p -0.07 -0.15|N/A
ALGS ENST00000376156.3 ALGS, alpha-1,3-glucosyltransferase 2908| 1 0 0 1 1{mo-miR-540-3p -0.07 -0.27|N/A
RASEF ENST00000376447.3 RAS and EF-hand domain containing 298 1 0 1 0 0| rno-miR-540-3p -0.07 -0.07|N/A
SNX33 ENST00000308527.5 sorting nexin 33 148] 1 0 0 1 0frmo-miR-540-3p -0.07 -0.09|N/A
ZNF106 ENST00000311212.4 zinc finger protein 706 325 1 1 0 0 1| mo-miR-540-3p -0.07 -0.43|N/A
TICAM2 ENST00000408996.4 toll-like receptor adaptor molecule 2 202 1 1 0 0 0[rmo-miR-540-3p -0.07 -0.1|N/A
SIPR3 ENST00000358157.2 sphingosine-1-phosphate receptor 3 70 1 0 0 1 0] rno-miR-540-3p -0.07 -0.1|N/A
SLCI2A6 ENST00000397707.2 solute carrier family 12 (potassium/chloride transporter), member 6 17 1 0 0 1 0| rno-miR-540-3p -0.07 -0.14|N/A
TMEMI184B ENST00000361906.3 I protein 184B 1362 1 0 0 1 0| ro-miR-540-3p -0.07 -0.07|N/A
KLHDC10 ENST00000335420.5 kelch domain containing 10 347, 1 0 0 1 1| mo-miR-540-3p -0.07 -0.08 N/A
CNDP1 ENST00000582365.1 camosine dipeptidase 1 (metallopeptidase M20 family) 5 1 0 1 0 0frmo-miR-540-3p -0.07 -0.07|N/A
CLIP3 ENST00000360535.4 CAP-GLY domain containing linker protein 3 9 1 0 0 1 1| mo-miR-540-3p -0.07 -0.09|N/A
CCDC171 ENST00000380701.3 coiled-coil domain containing 171 25 1 0 1 0 0frmo-miR-540-3p -0.07 -0.12|N/A
IGFBPS ENST00000233813.4 insulin-like growth factor binding protein 5 10709 1 0 1 0 0| rno-miR-540-3p -0.07 -0.16|N/A
KCNK3 ENST00000302909.3 potassium channel, subfamily K, member 3 19 1 0 0 1 0frmo-miR-540-3p -0.07 -0.07|N/A
TTC26 ENST00000430935.1 tetratricopeptide repeat domain 26 211 1 0 0 1 0| rno-miR-540-3p -0.07 -0.11|N/A
RNF146 ENST00000356799.2 ring finger protein 146 1504 1 0 1 0 0frmo-miR-540-3p -0.07 -0.07|N/A
PFKFB3 ENST00000536985.1 6-phosphofructo-2-kinase/fructose-2,6-biphosphatase 3 29 1 0 1 0 0frmo-miR-540-3p -0.07 -0.07|N/A
MYRF ENST00000278836.5 myelin regulatory factor 131 1 0 1 0 1] mo-miR-540-3p -0.07 -0.07|N/A
CBR4 ENST00000306193.3 carbonyl reductase 4 90| 1 0 1 0 0frmo-miR-540-3p -0.07 -0.1|N/A
C6orf89 ENST00000480824.2 chromosome 6 open reading frame 89 1972 1 0) 0) 1 0| ro-miR-540-3p -0.07 -0.1|N/A
AMOT ENST00000304758.1 angiomotin 515 1 0 1 0 0frmo-miR-540-3p -0.07 -0.09|N/A
SAV1 ENST00000324679.4 salvador homolog 1 (Drosophila) 162 1 0 0 1 0| rno-miR-540-3p -0.07 -0.09|N/A
BHLHA15 ENST00000609256.1 basic helix-loop-helix family, member al5 136 1 0 0 1 0frmo-miR-540-3p -0.07 -0.07|N/A
MPP2 ENST00000377184.3 membrane protein, palmitoylated 2 (MAGUK p55 subfamily member 2) 7§\ 1 0 0 1 1{rno-miR-540-3p -0.07 -0.11(N/A
CNNM2 ENST00000369878.4 cyclin M2 517] 1 0 1 0 0| rmo-miR-540-3p -0.07 -0.07|N/A
STEAP4 ENST00000380079.4 STEAP family member 4 2§J 1 1 0 0 0| rno-miR-540-3p -0.07 -0.36|N/A
PPMIE ENST00000308249.2 protein phosphatase, Mg2+/Mn2+ dependent, 1E 178 1 0 0 1 0fmo-miR-540-3p -0.07 -0.09|N/A
TMOD1 ENST00000259365.4 tropomodulin 1 115] 1 0 1 0 0fmo-miR-540-3p -0.07 -0.13|N/A
IFFO2 ENST00000455833.2 i diate filament family orphan 2 139 1 0 1 0 1] mo-miR-540-3p -0.07 -0.08|N/A
RADSI1L3-RFFL ENST00000393039.1 Uncharacterized protein 670| 1 0 0 1 1{mo-miR-540-3p -0.07 -0.18|N/A
GABRA4 ENST00000264318.3 gamma-aminobutyric acid (GABA) A receptor, alpha 4 5 1 1 0 0 0frno-miR-540-3p -0.07 -0.07|N/A
ZNF687 ENST00000368879.2 zinc finger protein 687 1250 1 0 1 0 0fmo-miR-540-3p -0.07 -0.07|N/A
GOSR1 ENST00000225724.5 golgi SNAP receptor complex member 1 668 2| 0 2 0 0frno-miR-540-3p -0.07 -0.15|N/A
KPNA3 ENST00000261667.3 karyopherin alpha 3 (importin alpha 4) 104 1 0 1 0 0fmo-miR-540-3p -0.07 -0.11|N/A
ZNF638 ENST00000355812.3 zinc finger protein 638 15 1 0 1 0 0frno-miR-540-3p -0.07 -0.1|N/A
BEND3 ENST00000369042.1 BEN domain containing 3 13 1 0 0 1 0fmo-miR-540-3p -0.07 -0.18|N/A
KLHL18 ENST00000232766.5 kelch-like family member 18 74 1 0 0 1 2| mo-miR-540-3p -0.07 -0.17|N/A
ANO6 ENST00000320560.8 anoctamin 6 2262 1 0 0 1 2{rno-miR-540-3p -0.07 -0.07|N/A
GRIN2B ENST00000609686.1 glutamate receptor, ionotropic, N-methyl D-aspartate 2B 5 1 0 0 1 3| mo-miR-540-3p -0.07 -0.07|N/A
PRKAB2 ENST00000254101.3 protein kinase, AMP-activated, beta 2 non-catalytic subunit 363 1 0 1 0 0frno-miR-540-3p -0.07 -0.08|N/A
ARHGEF6 ENST00000370620.1 Rac/Cde4?2 guanine nucleotide exchange factor (GEF) 6 15 1 0 0 1 0fmo-miR-540-3p -0.07 -0.09|N/A
SEMA3D ENST00000284136.6 sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3D 85| 1 0 0 1 0frno-miR-540-3p -0.07 -0.12(N/A
LTF ENST00000231751.4 lactotransferrin 5 2 1 1 0 0fmo-miR-540-3p -0.07 -0.33|N/A
FRMD6 ENST00000395718.2 FERM domain containing 6 508 1 0 1 0 0fmo-miR-540-3p -0.07 -0.07|N/A
CD84 ENST00000534968.1 CD84 molecule 5 1 0 1 0 2[rno-miR-540-3p -0.07 -0.29|N/A
TULP3 ENST00000448120.2 tubby like protein 3 191 1 0 1 0 0fmo-miR-540-3p -0.07 -0.07|N/A
SPRY1 ENST00000394339.2 sprouty homolog 1, antagonist of FGF signaling (Drosophila) 150] 1 0 0 1 0frno-miR-540-3p -0.07 -0.15|N/A
STRN ENST00000263918.4 striatin, calmodulin binding protein 476 2 0 1 1 0fmo-miR-540-3p -0.07 -0.09|N/A
IPCEF1 ENST00000265198.4 interaction protein for cytohesin exchange factors 1 16| 1 0 1 0 1{rmo-miR-540-3p -0.07 -0.07|N/A
CTRY ENST00000361367.2 CTRY, Paf1/RNA polymerase II complex component 30| 1 0 1 0 0fmo-miR-540-3p -0.07 -0.07|N/A
TTC9C ENST00000316461.4 tetratricopeptide repeat domain 9C 475 1 0 1 0 0frno-miR-540-3p -0.07 -0.26|N/A
RFFL ENST00000315249.7 ring finger and FYVE-like domain containing E3 ubiquitin protein ligase 670| 1 0 0 1 1{mo-miR-540-3p -0.07 -0.16|N/A
ATPIA2 ENST00000361216.3 ATPase, Na+/K+ transporting, alpha 2 polypeptide 5 3 0 2 1 0fmo-miR-540-3p -0.07 -0.08|N/A
LOX ENST00000231004.4 lysyl oxidase 3441 1 0 1 0 0| rno-miR-540-3p -0.07 -0.14|N/A
EFR3B ENST00000403714.3 EFR3 homolog B (S. cerevisiae) 14| 1 0 0 1 1{mo-miR-540-3p -0.07 -0.1|N/A
SPTBN2 ENST00000529997.1 spectrin, beta, non-erythrocytic 2 910| 2| 1 0 1 0frno-miR-540-3p -0.07 -0.07|N/A
PLXDC2 ENST00000377252.4 plexin domain containing 2 506 1 0 0 1 2| mo-miR-540-3p -0.07 -0.17|N/A
NUP37 ENST00000552283.1 nucleoporin 37kDa 458 1 0] 1 [ 1| mo-miR-540-3p -0.07] -0.32|N/A
HS3ST3A1 ENST00000284110.1 heparan sulfate (glucosamine) 3-O-sulfc 3A1 148 1 0 1 0 0frno-miR-540-3p -0.07 -0.12|N/A
COLIBAI ENST00000400337.2 collagen, type XVIII, alpha 1 1051 1 0] 1 [ 0] mo-miR-540-3p -0.07 -0.16|N/A
WDFY2 ENST00000298125.5 WD repeat and FYVE domain containing 2 85| 2| 0 2 0 1| rno-miR-540-3p -0.07 -0.25|N/A
Cl50rf62 ENST00000344320.6 chromosome 15 open reading frame 62 8| 1 0 0 1 0fmo-miR-540-3p -0.07 -0.18|N/A
RASGRF2 ENST00000265080.4 Ras protein-specific guanine nucleotide-releasing factor 2 140 1 0 0 1 1{mo-miR-540-3p -0.06 -0.07|N/A
HS3ST1 ENST00000002596.5 heparan sulfate (glucosamine) 3-O-sulfc 1 9 1 0 1 0 0frno-miR-540-3p -0.06 -0.12|N/A
TMED7-TICAM2 ENST00000333314.3 TMED7-TICAM2 readthrough 202| 1 1 0] [ 0] mo-miR-540-3p -0.06! -0.09|N/A
CAMK4 ENST00000282356.4 calcium/calmodulin-dependent protein kinase IV 73 2| 0 2 0 2| rno-miR-540-3p -0.06 -0.11(N/A
AVPRIA ENST00000299178.2 arginine vasopressin receptor 1A 9) 1 0) 1 0) 0| rno-miR-540-3p -0.06 -0.14|N/A
LONP2 ENST00000285737.4 lon peptidase 2, peroxisomal 1004 1 1 0 0 1| ro-miR-540-3p -0.06 -0.25|N/A
PPPIR16B ENST00000299824.1 protein phosphatase 1, regulatory subunit 16B 16| 1 0) 1 0) 1{rno-miR-540-3p -0.06 -0.06|N/A
GRMS5 ENST00000418177.2 glutamate receptor, metabotropic 5 5 1 0 0 1 0fmo-miR-540-3p -0.06 -0.06|N/A
PPPIR3D ENST00000370996.3 protein phosphatase 1, regulatory subunit 3D 132 1 0 1 0 1| rno-miR-540-3p -0.06 -0.24|N/A
PPARGC1B ENST00000309241.5 peroxisome proliferator-activated receptor gamma, coactivator 1 beta 12| 2| 0) 2 0) 2| mo-miR-540-3p -0.06 -0.08|N/A
SZRD1 ENST00000401089.3 SUZ RNA binding domain containing 1 137 1 0 0 1 1| rno-miR-540-3p -0.06 -0.12|N/A
ZFY ENST00000383052.1 zinc finger protein, Y-linked 5| 1 1 [ [ 0] mo-miR-540-3p -0.06! -0.06|N/A
ZNF35 ENST00000396056.2 zinc finger protein 35 71 1 0| 1 [ 0] mo-miR-540-3p -0.06! -0.15|N/A
FAMT6A ENST00000373954.6 family with sequence similarity 76, member A 173 1 0 1 0 0frno-miR-540-3p -0.06 -0.08|N/A
BMP8A ENST00000331593.5 bone morphogenetic protein 8a 13 1 0 0 1 0[ mo-miR-540-3p -0.06 -0.1|N/A
ZFX ENST00000539115.1 zinc finger protein, X-linked 583 1 1 0 0 0frno-miR-540-3p -0.06 -0.06|N/A
PDE4C ENST00000355502.3 phosphodiesterase 4C, cAMP-specific 5| 1 0 1 0 0[ mo-miR-540-3p -0.06 -0.06|N/A
MYRIP ENST00000302541.6 myosin VIIA and Rab interacting protein 9 1 0 1 0 0[ mo-miR-540-3p -0.06 -0.06|N/A
ZNF169 ENST00000481550.2 zinc finger protein 169 12 1 0 1 0 0frno-miR-540-3p -0.06 -0.11|N/A
GIPC2 ENST00000370759.3 GIPC PDZ domain containing family, member 2 16| 1 0 1 0 0[ mo-miR-540-3p -0.06 -0.1|N/A
FAMI78A ENST00000238961.4 family with sequence similarity 178, member A 130) 1 0 1 0 0fmo-miR-540-3p -0.06 -0.1T|N/A
ZBTB24 ENST00000230122.3 zinc finger and BTB domain containing 24 84 1 1 0 0 1| ro-miR-540-3p -0.06 -0.32|N/A
C200rf112 ENST00000359676.5 chromosome 20 open reading frame 112 148 2 0 1 1 1{mo-miR-540-3p -0.06 -0.08|N/A
SLCIA2 ENST00000278379.3 solute carrier family 1 (glial high affinity glutamate transporter), member 2 5 1 1 0 0 1{ mo-miR-540-3p -0.06 -0.06|N/A
TCOF1 ENST00000323668.7 Treacher Collins-Franceschetti syndrome 1 325 1 0 1 0 0frno-miR-540-3p -0.06 -0.06|N/A
ZDHHC9 ENST00000357166.6 zinc finger, DHHC-type containing 9 1203 1 0] 0] 1 0] mo-miR-540-3p -0.06] -0.2|N/A
MAPT ENST00000344290.5 microtubule-associated protein tau 11 1 0 0 1 2| rno-miR-540-3p -0.06 -0.06|N/A
CDK2 ENST00000266970.4 cyclin-dependent kinase 2 6789 1 0 1 0 0frno-miR-540-3p -0.06 -0.06|N/A
APAF1 ENST00000333991.1 apoptotic peptidase activating factor 1 23 1 0 0 1 0[ mo-miR-540-3p -0.06 -0.07|N/A
UBXN7 ENST00000296328.4 UBX domain protein 7 95 pl 0] 1 1 0] mo-miR-540-3p -0.06] -0.23|N/A
EXOSC7 ENST00000265564.7 exosome component 7 347 1 1 0 0 0frno-miR-540-3p -0.06 -0.43|N/A
SHISA7 ENST00000376325.4 shisa family member 7 S 1 0] 1 0] 3| mo-miR-540-3p -0.06] -0.06|N/A
TGFA ENST00000295400.6 transforming growth factor, alpha 36 1 0 1 0 1| ro-miR-540-3p -0.06 -0.06|N/A
NF1 ENST00000358273.4 neurofibromin 1 161 1 1 0 0 1| ro-miR-540-3p -0.06 -0.13|N/A
INSR ENST00000341500.5 insulin receptor 577, 1 0] 1 0] 1| mo-miR-540-3p -0.06] -0.06|N/A
UBE2Q1 ENST00000292211.4 ubiquitin-conjugating enzyme E2Q family member 1 3046| 1 0 1 0 0frno-miR-540-3p -0.06 -0.09|N/A
C9orfd1 ENST00000376834.3 chromosome 9 open reading frame 41 248 1 0 0 1 0frno-miR-540-3p -0.06 -0.06|N/A
NRO6AT ENST00000487099.2 nuclear receptor subfamily 6, group A, member 1 1082 1 0 1 0 4{mo-miR-540-3p -0.06 -0.06|N/A
SON ENST00000290239.6 SON DNA binding protein 161 1 0) 0] 1 0] mo-miR-540-3p -0.06 -0.06|N/A
CLSPN ENST00000318121.3 claspin 92) 1 0 0 1 1{rno-miR-540-3p -0.06 -0.11|N/A
ZNF207 ENST00000394670.4 zinc finger protein 207 839 1 0 0 1 1{mo-miR-540-3p -0.06 -0.2|N/A
GLG1 ENST00000422840.2 golgi glycoprotein 1 2175 1 0 1 0 2| mo-miR-540-3p -0.06 -0.11|N/A
PTPRB ENST00000334414.6 protein tyrosine phosphatase, receptor type, B 42 2| 0] 0] 2] 0] mo-miR-540-3p -0.06] -0.16|N/A
CCDC160 ENST00000517294.1 coiled-coil domain containing 160 12| 1 0 1 0 0frno-miR-540-3p -0.06 -0.24|N/A
PGM2L1 ENST00000298198.4 phosphoglucomutase 2-like 1 183 1 0 1 0 0frno-miR-540-3p -0.06 -0.12|N/A
EEF2K ENST00000263026.5 eukaryotic elongation factor-2 kinase 115] 1 0 1 0 0fmo-miR-540-3p -0.06 -0.13|N/A
MOB3B ENST00000262244.5 MOB kinase activator 3B 52 1 0 0 1 2| rno-miR-540-3p -0.06 -0.14|N/A




ELK4 ENST00000357992.4 ELK4, ETS-domain protein (SRF accessory protein 1) 3] 1 0 0 1 0frno-miR-540-3p -0.06 -0.1|N/A
CYLD ENST00000540145.1 cylindromatosis (turban tumor syndrome) 696) 1 0] 0] 1 1] mo-miR-540-3p -0.06 -0.23|N/A
ZNF236 ENST00000253159.8 zinc finger protein 236 60| 2| 0 1 1 0frno-miR-540-3p -0.06 -0.07|N/A
TRMT61A ENST00000389749.4 tRNA meth § 61 homolog A (S. cerevisiae) 296| 1 0 0 1 1{rmo-miR-540-3p -0.06 -0.17|N/A
PSMF1 ENST00000335877.6 proteasome (prosome, macropain) inhibitor subunit 1 (PI31) 2709 2| 0 0 2 0frno-miR-540-3p -0.06 -0.2|N/A
SCN4B ENST00000324727.4 sodium channel, voltage-gated, type TV, beta subunit 13] 2| 0] 1 1 0] mo-miR-540-3p -0.06 -0.06|N/A
RCC2 ENST00000375436.4 regulator of chromosome condensation 2 180 1 0 1 0 0frno-miR-540-3p -0.06 -0.06|N/A
KIAA0247 ENST00000342745.4 KIAA0247 161 1 0] 0] 1 0] mo-miR-540-3p -0.06] -0.06|N/A
NINI ENST00000173229.2 netrin 1 12 1 0 1 0 2|rno-miR-540-3p -0.06 -0.06|N/A
PALM2 ENST00000448454.2 2 35 1 1 0 0 0| rno-miR-540-3p -0.06 -0.07|N/A
IGSF3 ENST00000369486.3 immunoglobulin superfamily, member 3 141 1 1 0 0 0frmo-miR-540-3p -0.06 -0.09|N/A
EPASI ENST00000263734.3 endothelial PAS domain protein 1 3689) 1 1 0 0 0| rno-miR-540-3p -0.06 -0.06|N/A
ADARBI ENST00000539173.1 adenosine deami RNA-specific, B 860)| 3 0 3 0 2|rno-miR-540-3p -0.06 -0.09|N/A
FDXACBI ENST00000260257.4 ferredoxin-fold anticodon binding domain containing 1 60) 1 1 0 0 0| rno-miR-540-3p -0.06 -0.29|N/A
SORL1 ENST00000260197.7 sortilin-related receptor, L(DLR class) A repeats containing 40| 1 0 1 0 0[rmo-miR-540-3p -0.06 -0.08|N/A
1POS ENST00000261574.5 importin 5 1826| 1 0 1 0 0[rno-miR-540-3p -0.06 -0.06|N/A
NSMAF ENST00000038176.3 neutral sphingomyelinase (N-SMase) activation associated factor 28 1 0 1 0 0| rno-miR-540-3p -0.06 -0.06|N/A
PTPNI1 ENST00000351677.2 protein tyrosine phosphatase, non-receptor type 11 52| 1 0 1 0 0frmo-miR-540-3p -0.06 -0.06|N/A
LAMCI ENST00000258341.4 laminin, gamma 1 (formerly LAMB2) 1082 2* 1 0 0 1| mo-miR-540-3p -0.05 -0.12|N/A
TRIM35 ENST00000305364.4 tripartite motif containing 35 470 1 0 1 0 1{mo-miR-540-3p -0.05 -0.16|N/A
VPS36 ENST00000378060.4 vacuolar protein sorting 36 homolog (S. cerevisiae) 57 1 0 0 1 0| rno-miR-540-3p -0.05 -0.11|N/A
RIMBP2 ENST00000261655.4 RIMS binding protein 2 7 2 0 1 1 0frmo-miR-540-3p -0.05 -0.06|N/A
SMARCDI ENST00000394963 .4 fr:ggx/bsel\r“:l related, matrix associated, actin dependent regulator of chromatin, subfamily d, 952 1 0 1 0 1| mo-miR-540-3p 0,05 0.06|N/A
NEBL ENST00000377122.4 nebulette 181 1 0 1 0 0| rno-miR-540-3p -0.05 -0.06|N/A
SGPP2 ENST00000321276.7 sphingosine-1-phosphate phosphatase 2 182] 1 0 0 1 0frmo-miR-540-3p -0.05 -0.09|N/A
Cl12orf4 ENST00000261250.3 chromosome 12 open reading frame 4 37 2 0 0 2 0| rno-miR-540-3p -0.05 -0.29|N/A
THSD4 ENST00000355327.3 thrombospondin, type I, domain containing 4 69) 2 1 0 1 0[rmo-miR-540-3p -0.05 -0.07|N/A
ERGIC2 ENST00000360150.4 ERGIC and golgi 2 451] 1 0 0 1 1| mo-miR-540-3p -0.05 -0.26|N/A
PPP2R5C ENST00000422945.2 protein phosphatase 2, regulatory subunit B', gamma 1584 1 0 0 1 0frmo-miR-540-3p -0.05 -0.05|N/A
CAMK2D ENST00000296402.5 calcium/calmodulin-dependent protein kinase II delta 938 1 0 0 1 0| rno-miR-540-3p -0.05 -0.05|N/A
KIAA0226L ENST00000378781.3 KIAA0226-like 21] 1 0 0 1 0| ro-miR-540-3p -0.05 -0.18|N/A
MMS22L ENST00000275053.4 MMS22-like, DNA repair protein 102 1 0 1 0 0frno-miR-540-3p -0.05 -0.09|N/A
INCENP ENST00000394818.3 inner centromere protein antigens 135/155kDa 1299 1 0 0 1 0fmo-miR-540-3p -0.05 -0.17|N/A
MOXDI ENST00000367963.3 monooxygenase, DBH-like 1 168 1 0 1 0 0frno-miR-540-3p -0.05 -0.11(N/A
CENPO ENST00000380834.2 centromere protein O 298 1 0 1 0 0fmo-miR-540-3p -0.05 -0.17|N/A
TMEMG63A ENST00000366835.3 transmembrane protein 63A 117 1 0 0 1 0frno-miR-540-3p -0.05 -0.14|N/A
MED21 ENST00000282892.3 mediator complex subunit 21 294 1 1 0 0 0frno-miR-540-3p -0.05 -0.5|N/A
VWASA ENST00000456829.2 von Willebrand factor A domain containing 5A 35 1 1 0) 0 0| rno-miR-540-3p -0.05 -0.42[N/A
CCDC141 ENST00000420890.2 coiled-coil domain containing 141 5 1 0 1 0 0frno-miR-540-3p -0.05 -0.05|N/A
GRID2 ENST00000282020.4 glutamate receptor, ionotropic, delta 2 5 1 0 1 0 0fmo-miR-540-3p -0.05 -0.05|N/A
FLRT2 ENST00000330753.4 fibronectin leucine rich rane protein 2 73 1 0 1 0 0frno-miR-540-3p -0.05 -0.21|N/A
TMEMI194A ENST00000379391.3 t protein 194A 43| 1 0] 1 [ 0] mo-miR-540-3p -0.05 -0.09|N/A
CTBP2 ENST00000337195.5 C-terminal binding protein 2 16| 1 0 1 0 0frno-miR-540-3p -0.05 -0.08|N/A
SMPD3 ENST00000219334.5 ;phingomyelin phosphodi 3, neutral (neutral sphingomyelinase 1) 9 1 1 0 0 1{rno-miR-540-3p -0.05 -0.05|N/A
SLC6A17 ENST00000331565.4 solute carrier family 6 (neutral amino acid transporter), member 17 5 1 0 0 1 2| rno-miR-540-3p -0.05 -0.05|N/A
GRM1 ENST00000392299.2 glutamate receptor, metabotropic 1 5 1 0 1 0 3| mo-miR-540-3p -0.05 -0.05|N/A
CPEB2 ENST00000338197.1 cytoplasmic polyadenylation element binding protein 2 367 1 0 1 0 0fmo-miR-540-3p -0.05 -0.05|N/A
KRT222 ENST00000394052.3 keratin 222 9 1 0 1 0 0| rno-miR-540-3p -0.05 -0.23|N/A
NAV2 ENST00000360655.4 neuron navigator 2 337 2 0 2 0 3| mo-miR-540-3p -0.05 -0.06|N/A
METTL2B ENST00000480046.1 methyltransferase like 2B 22) 1 0 1 0 0| rno-miR-540-3p -0.05 -0.24|N/A
NPM1 ENST00000393820.2 nucleophosmin (nucleolar phosphoprotein B23, numatrin) 101 1 1 0 0 0fmo-miR-540-3p -0.05 -0.55|N/A
KLHL15 ENST00000328046.8 kelch-like family member 15 42 1 0 1 0 0[rno-miR-540-3p -0.05 -0.05[N/A
PPP2RIA ENST00000322088.6 protein phosphatase 2, regulatory subunit A, alpha 63937 1 0 1 0 0fmo-miR-540-3p -0.05 -0.05|N/A
SLC4AT ENST00000295736.5 solute carrier family 4, sodium bicarbonate cotransporter, member 7 146| 1 0 0 1 0fmo-miR-540-3p -0.05 -0.07|N/A
ZDHHC21 ENST00000380916.4 zinc finger, DHHC-type containing 21 196| 1 0 1 0 1| mo-miR-540-3p -0.05 -0.06|N/A
FAR2 ENST00000336681.3 fatty acyl CoA reductase 2 193] 1 0 0 1 1{mo-miR-540-3p -0.05 -0.22|N/A
‘WIPF3 ENST00000409290.1 WAS/WASL interacting protein family, member 3 168 1 0 1 0 0frno-miR-540-3p -0.05 -0.06|N/A
LEPROTLI ENST00000321250.8 leptin receptor overlapping transcript-like 1 1242 1 0 0 1 0[mo-miR-540-3p -0.05 -0.14|N/A
FADS1 ENST00000350997.7 fatty acid 1 1170) 1 0] 0| 1 0] mo-miR-540-3p -0.05 -0.2|N/A
ANKRD33B ENST00000296657.5 ankyrin repeat domain 33B 9 1 0 0 1 1| rno-miR-540-3p -0.05 -0.12|N/A
NUCKS1 ENST00000367142.4 nuclear casein kinase and cyclin-dependent kinase substrate 1 1692 2| 0) 1 1 0| rno-miR-540-3p -0.05 -0.3|N/A
SYT2 ENST00000367267.1 synaptotagmin 1T 5 1 0 1 0 1| ro-miR-540-3p -0.05 -0.05|N/A
GOLGA4 ENST00000361924.2 golgin A4 7] 1 0] 1 [ 0] mo-miR-540-3p -0.05 -0.05|N/A
TAOK1 ENST00000261716.3 TAO kinase 1 164| 1 0] 1 [ 0] mo-miR-540-3p -0.05 -0.05|N/A
ALDHSA1 ENST00000357578.3 aldehyde dehydrogenase 5 family, member Al 325 2| 0 2 0 0frno-miR-540-3p -0.05 -0.09|N/A
Cllorf45 ENST00000310799.3 chromosome 11 open reading frame 45 14| 1 0) 0) 1 0| rno-miR-540-3p -0.05 -0.14|N/A
RAPGEF3 ENST00000405493.2 Rap guanine nucleotide exchange factor (GEF) 3 19 1 1 0 0 0frno-miR-540-3p -0.05 -0.2|N/A
GNAI13 ENST00000439174.2 guanine nucleotide binding protein (G protein), alpha 13 190| 1 0) 1 0) 0fmo-miR-540-3p -0.05 -0.06|N/A
MSANTD3 ENST00000395067.2 Myb/SANT-like DNA-binding domain containing 3 78 1 0 1 0 0frno-miR-540-3p -0.05 -0.1|N/A
SSH3 ENST00000376757.5 slingshot protein phosphatase 3 159 1 0 0 1 0fmo-miR-540-3p -0.05 -0.22|N/A
CLDN19 ENST00000296387.1 claudin 19 25| 2 0 0 2 0| rno-miR-540-3p -0.05 -0.37|N/A
IGF2BP1 ENST00000290341.3 insulin-like growth factor 2 mRNA binding protein 1 460 2| 0 1 1 0frno-miR-540-3p -0.05 -0.06|N/A
MBOAT2 ENST00000305997.3 bound O-acy domain containing 2 1145] 2| 0) 1 1 1{rno-miR-540-3p -0.05 -0.11|N/A
RIMS3 ENST00000372684.3 lating synaptic membrane exocytosis 3 24| 1 0 0 1 1| rno-miR-540-3p -0.05 -0.15|N/A
ESF1 ENST00000202816.1 ESFI1, nucleolar pre-rRNA processing protein, homolog (S. cerevisiae) 180 1 1 0 0 0fmo-miR-540-3p -0.05 -0.48|N/A
GGT7 ENST00000336431.5 gamma-glutamyltransferase 7 16| 1 0 1 0 0frno-miR-540-3p -0.05 -0.05|N/A
CRB2 ENST00000373631.3 crumbs homolog 2 (Drosophila) 8| 1 0 1 0 0frno-miR-540-3p -0.05 -0.05|N/A
PLXNBI1 ENST00000296440.6 plexin B1 47 2| 2| [ [ 2| mo-miR-540-3p -0.05 -0.16|N/A
RALGPS1 ENST00000259351.5 Ral GEF with PH domain and SH3 binding motif 1 34 1 0 0 1 0[rno-miR-540-3p -0.05 -0.06|N/A
DMD ENST00000378677.2 dystrophin 211] 1 0] 1 [ 1| mo-miR-540-3p -0.05 -0.21|N/A
DDX3Y ENST00000336079.3 DEAD (Asp-Glu-Ala-Asp) box helicase 3, Y-linked 5 1 0 0 1 0frno-miR-540-3p -0.05 -0.05|N/A
ABI2 ENST00000295851.5 abl-interactor 2 877, 2| 0] 0] 2| 1| mo-miR-540-3p -0.05 -0.28|N/A
STXBPSL ENST00000273666.6 syntaxin binding protein 5-like 19 1 0 0 1 0frno-miR-540-3p -0.05 -0.05|N/A
PROM2 ENST00000317620.9 prominin 2 18 1 0 1 0 0| rno-miR-540-3p -0.05 -0.05|N/A
FRMDS ENST00000484674.1 FERM domain containing 5 161 2| 0] 2| 0] 0] mo-miR-540-3p -0.05 -0.12|N/A
FNDC3B ENST00000336824.4 fibronectin type 11 domain containing 3B 509 2| 0 2 0 0frno-miR-540-3p -0.05 -0.15|N/A
ATP5G1 ENST00000355938.5 ATP synthase, H+ transporting, mitochondrial Fo complex, subunit C1 (subunit 9) 24| 1 0 0 1 0[ mo-miR-540-3p -0.05 -0.18|N/A
CENPP ENST00000375587.3 centromere protein P 85| 1 0 0 1 3| rno-miR-540-3p -0.05 -0.09|N/A
CHST3 ENST00000373115.4 carbohydrate (chondroitin 6) sulfc 3 217, 1 0 0 1 0| rno-miR-540-3p -0.05 -0.05|N/A
NEDDI ENST00000266742.4 neural precursor cell expressed, developmentally down-regulated 1 58] 1 0 0 1 0[ mo-miR-540-3p -0.05 -0.12|N/A
GNAL ENST00000334049.6 gilfan;ne nIucleonde binding protein (G protein), alpha activating activity polypeptide, 99) 1 0 1 0 1| mo-miR-540-3p 0,05 L0.07|N/A
olfactory type
INPPSK ENST00000421807.2 inositol polyphosphate-5-phosphatase K 265 1 1 0 0 0frno-miR-540-3p -0.05 -0.21|N/A
CBL ENST00000264033.4 Cbl proto-oncogene, E3 ubiquitin protein ligase 309 2 0 1 1 3| rno-miR-540-3p -0.05 -0.05|N/A
PAIP2B ENST00000244221.8 poly(A) binding protein interacting protein 2B 42| 1 0 0 1 1{ mo-miR-540-3p -0.05 -0.23|N/A
SH3PXD2B ENST00000311601.5 SH3 and PX domains 2B 123 1 0 1 0 2[rno-miR-540-3p -0.05 -0.06|N/A
FUT3 ENST00000458379.2 fucosyltransf 3 (galactoside 3(4)-L-fuco Lewis blood group) 29 1 0] 0] 1 0] mo-miR-540-3p -0.05 -0.29|N/A
PELI2 ENST00000267460.4 pellino E3 ubiquitin protein ligase family member 2 229 1 0 1 0 0frno-miR-540-3p -0.05 -0.05|N/A
SLCOAL ENST00000287766.4 solute carrier family 6 (neurotransmitter transporter), member 1 5 1 0 1 0 0frno-miR-540-3p -0.04 -0.04|N/A
PHF8 ENST00000338946.6 PHD finger protein 8 85 1 0] 1 0] 0] mo-miR-540-3p -0.04] -0.05|N/A
KDM3B ENST00000314358.5 lysine (K)-specific demethylase 3B 1589 1 0 1 0 1{mo-miR-540-3p -0.04 -0.04|N/A
KSR2 ENST00000425217.1 kinase suppressor of ras 2 22 1 0 0 1 7| rmno-miR-540-3p -0.04 -0.04|N/A
ZBTB37 ENST00000367701.5 zinc finger and BTB domain containing 37 213 1 0] 1 0] 1| mo-miR-540-3p -0.04] -0.05|N/A
SPIREIL ENST00000409402.4 spire-type actin nucleation factor 1 103 1 0 1 0 1{mo-miR-540-3p -0.04 -0.3|N/A
C2lorf59 ENST00000382549.4 chromosome 21 open reading frame 59 238 1 0 0 1 0frno-miR-540-3p -0.04 -0.17|N/A
RBM27 ENST00000265271.5 RNA binding motif protein 27 130] 1 0] 0] 1 1| mo-miR-540-3p -0.04] -0.09|N/A
TMEM106B ENST00000396667.3 protein 106B 615 1 1 0 0 1{rno-miR-540-3p -0.04 -0.35|N/A
GIBI ENST00000374022.3 gap junction protein, beta 1, 32kDa 96) 1 0] 1 0] 0] mo-miR-540-3p -0.04] -0.21|N/A
DESII ENST00000263256.6 desumoylating isopeptidase 1 1513 1 0 1 0 0fmo-miR-540-3p -0.04 -0.21|N/A
FAMT73B ENST00000277475.5 family with sequence similarity 73, member B 651 1 1 0 0 0frno-miR-540-3p -0.04 -0.04|N/A
KCNJ10 ENST00000368089.3 potassium inwardly-rectifying channel, subfamily J, member 10 5 1 0 1 0 1| mo-miR-540-3p -0.04 -0.04|N/A
ATXNIL ENST00000427980.2 ataxin 1-like 12] 1 0] 1 0] 2{mo-miR-540-3p -0.04] -0.04|N/A
CBX5 ENST00000209875.4 chromobox homolog 5 360| 1 0 1 0 2| mo-miR-540-3p -0.04 -0.24|N/A
TTC39B ENST00000512701.2 tetratricopeptide repeat domain 39B 161 2| 0] 2 0] 2| mo-miR-540-3p -0.04] -0.07|N/A
RPRD2 ENST00000539519.1 regulation of nuclear pre-mRNA domain containing 2 280| 1 1 0 0 0frno-miR-540-3p -0.04 -0.19|N/A
ANKRD9 ENST00000559651.1 ankyrin repeat domain 9 766| 2 0 1 1 1{mo-miR-540-3p -0.04 -0.36|N/A
C3orfl4 ENST00000494481.1 chromosome 3 open reading frame 14 67 1 0 1 0 0frno-miR-540-3p -0.04 -0.22|N/A
FTO ENST00000471389.1 fat mass and obesity associated 240 1 1 0 0 3| rno-miR-540-3p -0.04 -0.23[N/A




FAT3 ENST00000298047.6 FAT atypical cadherin 3 30 1 0 1 0 1{rno-miR-540-3p -0.04 -0.04|N/A
LPIN2 ENST00000261596.4 lipin 2 376| 2| 0] 1 1 0] mo-miR-540-3p -0.04] -0.04|N/A
CGN ENST00000271636.7 cingulin 17 1 1 0 0 0[rno-miR-540-3p -0.04 -0.04|N/A
LCOR ENST00000371103.3 ligand dependent nuclear receptor corepressor 94 1 0] 1 0] 1] mo-miR-540-3p -0.04] -0.04|N/A
ZNF282 ENST00000479907.1 zinc finger protein 282 3014] 1 0 1 0 0frno-miR-540-3p -0.04 -0.04|N/A
MECR ENST00000373791.3 mitochondrial trans-2-enoyl-CoA reductase 268 1 0] 0] 1 0] mo-miR-540-3p -0.04] -0.17|N/A
RPA1 ENST00000254719.5 replication protein A1, 70kDa 2834 1 0 1 0 1| mo-miR-540-3p -0.04 -0.24|N/A
FAMBIA ENST00000288228.5 family with sequence similarity 81, member A 53 1 0 0 1 1{mo-miR-540-3p -0.04 -0.16|N/A
GRINT ENST00000371561.3 glutamate receptor, ionotropic, N-methyl D-aspartate 1 9 1 0 1 0 0fmo-miR-540-3p -0.04 -0.04|N/A
NR2EI ENST00000368986.4 nuclear receptor subfamily 2, group E, member 1 5 1 0 1 0 0| rno-miR-540-3p -0.04 -0.04|N/A
LRRC8C ENST00000370454.4 leucine rich repeat containing 8 family, member C 544 1 0 0 1 0frmo-miR-540-3p -0.04 -0.17|N/A
UBE2F ENST00000272930.4 ubiquitin-conjugating enzyme E2F (putative) 905) 1 0 1 0 2[rno-miR-540-3p -0.04 -0.2|N/A
CDK16 ENST00000457458.2 cyclin-dependent kinase 16 2095 1 0 0 1 0frmo-miR-540-3p -0.04 -0.16|N/A
C2lorf2 ENST00000339818.4 chromosome 21 open reading frame 2 205) 1 0 1 0 0| rno-miR-540-3p -0.04 -0.14|N/A
PBX2 ENST00000375050.4 pre-B-cell leukemia homeobox 2 98 1 0 1 0 0[rmo-miR-540-3p -0.04 -0.17|N/A
ZDHHC3 ENST00000296127.3 zine finger, DHHC-type containing 3 426 1 0 1 0 2| mo-miR-540-3p -0.04 -0.09|N/A
RILPL1 ENST00000376874.4 Rab interacting lysosomal protein-like 1 155 1 0 1 0 0| rno-miR-540-3p -0.04 -0.21|N/A
NCOAS ENST00000290231.6 nuclear receptor coactivator 5 231 1 0 0 1 0frmo-miR-540-3p -0.04 -0.14|N/A
POLDIP2 ENST00000540200.1 polymerase (DNA-directed), delta interacting protein 2 4344 1 0 1 0 3|rno-miR-540-3p -0.04 -0.29|N/A
PPPIR12B ENST00000608999.1 protein phosphatase 1, regulatory subunit 12B 18 2 0 1 1 1{mo-miR-540-3p -0.04 -0.04|N/A
GTPBP10 ENST00000222511.6 GTP-binding protein 10 (putative) 489 1 1 0 0 0frno-miR-540-3p -0.04 -0.5|N/A
SDC3 ENST00000336798.7 syndecan 3 34 2 0 0 2 0| rmo-miR-540-3p -0.04 -0.26|N/A
BRAP ENST00000419234.4 BRCAT associated protein 102 1 0 1 0 0| rno-miR-540-3p -0.04 -0.12|N/A
SFXN5 ENST00000410065.1 sideroflexin 5 56 1 0 0 1 0frmo-miR-540-3p -0.04 -0.1|N/A
MXDI ENST00000264444.2 MAX dimerization protein 1 183 1 1 0 0 0| rno-miR-540-3p -0.04 -0.28 N/A
DOCK3 ENST00000266037.9 dedicator of cytokinesis 3 47| 2 0 2 0 0frmo-miR-540-3p -0.04 -0.04|N/A
PHF12 ENST00000577226.1 PHD finger protein 12 307 1 1 0 0 0frmo-miR-540-3p -0.04 -0.18|N/A
PPP2R2B ENST00000394413.3 protein phosphatase 2, regulatory subunit B, beta 24 1 0 0 1 0| rno-miR-540-3p -0.04 -0.2|N/A
HHIP ENST00000296575.3 hedgehog interacting protein 65 2 1 1 0 0frmo-miR-540-3p -0.04 -0.11|N/A
GABBR2 ENST00000259455.2 gamma-aminobutyric acid (GABA) B receptor, 2 214 1 0) 1 0) 0| ro-miR-540-3p -0.04 -0.04[N/A
NPR1 ENST00000368680.3 natriuretic peptide receptor A/guanylate cyclase A (atrionatriuretic peptide receptor A) 30| 1 0 0 1 0frmo-miR-540-3p -0.04 -0.2|N/A
ADAMTS2 ENST00000251582.7 ADAM metallopeptidase with thrombospondin type 1 motif, 2 2767 1 0 1 0 0| rno-miR-540-3p -0.04 -0.04|N/A
ZHX3 ENST00000309060.3 zinc fingers and homeoboxes 3 131 1 0 0 1 1{mo-miR-540-3p -0.04 -0.12|N/A
ERCC2 ENST00000391945.4 excision repair cross-complementing rodent repair deficiency, compl n group 2 2075 1 1 0 0 0frno-miR-540-3p -0.04 -0.1|N/A
STARDI10 ENST00000543304.1 StAR-related lipid transfer (START) domain containing 10 130] 2 1 1 0 0fmo-miR-540-3p -0.04 -0.37|N/A
KDM2A ENST00000398645.2 lysine (K)-specific demethylase 2A 729 1 0 1 0 2| rno-miR-540-3p -0.04 -0.04|N/A
ZSWIM5 ENST00000359600.5 zinc finger, SWIM-type containing 5 31 2 0 0 2| 0| rno-miR-540-3p -0.04 -0.25|N/A
NUP98 ENST00000359171.4 nucleoporin 98kDa 371 1 0 1 0 0fmo-miR-540-3p -0.04 -0.08|N/A
SIT1 ENST00000259608.3 signaling threshold lati t adaptor 1 7 1 0 1 0 0frno-miR-540-3p -0.04 -0.13|N/A
CIGALT1 ENST00000223122.3 core 1 synthase, glycoprotein-N-acetylgalactosamine 3-beta- tosyl L1 44| 1 0 0 1 0fmo-miR-540-3p -0.04 -0.17|N/A
OSBPL6 ENST00000190611.4 oxysterol binding protein-like 6 85 1 0 1 0 0frno-miR-540-3p -0.04 -0.07|N/A
IGFBP7 ENST00000295666.4 insulin-like growth factor binding protein 7 1325 1 1 0 0 0fmo-miR-540-3p -0.04 -0.53|N/A
ERI2 ENST00000569729.1 ERII exoribonuclease family member 2 96 1 1 0 0 0frno-miR-540-3p -0.04 -0.22(N/A
SLCI4A1 ENST00000321925.4 solute carrier family 14 (urea transporter), member 1 190] 1 1 0 0 0fmo-miR-540-3p -0.04 -0.34|N/A
SFRP1 ENST00000220772.3 secreted frizzled-related protein 1 148 2| 1 1 0 0frno-miR-540-3p -0.04 -0.21{N/A
SLC22A23 ENST00000436008.2 solute carrier family 22, member 23 353 1 1 0 0 0fmo-miR-540-3p -0.04 -0.04|N/A
ARHGEF12 ENST00000397843.2 Rho guanine nucleotide exchange factor (GEF) 12 815 1 0 1 0 0frno-miR-540-3p -0.04 -0.04|N/A
LSAMP ENST00000490035.2 limbic system-associated membrane protein 19 1 0 1 0 1{mo-miR-540-3p -0.04 -0.14|N/A
FAM46C ENST00000369448.3 family with sequence similarity 46, member C 74| 1 0 1 0 2| mo-miR-540-3p -0.04 -0.13|N/A
USP34 ENST00000398571.2 ubiquitin specific peptidase 34 332 1 0 1 0 0frno-miR-540-3p -0.04 -0.04|N/A
EFCAB14 ENST00000371933.3 EF-hand calcium binding domain 14 264| 1 0 1 0 0fmo-miR-540-3p -0.04 -0.17|N/A
CD47 ENST00000361309.5 CD47 molecule 520| 1 0 0 1 0[rno-miR-540-3p -0.04 -0.1[N/A
SEMA4C ENSTO0000305476.5 | Sema domain, immunoglobulin domain (Ig), orane domain (TM) and short 31 1 0 0 1 0| mo-miR-540-3p -0.04 -0.24{NIA
cytoplasmic domain, (semaphorin) 4C
PDK3 ENST00000441463.2 pyruvate dehydrogenase kinase, isozyme 3 659] 1 0 1 0 0frno-miR-540-3p -0.04 -0.04|N/A
SYNPO ENST00000307662.4 synaptopodin 311 1 0 1 0 1{mo-miR-540-3p -0.04 -0.04|N/A
VGLL4 ENST00000273038.3 vestigial like 4 (Drosophila) 37 1 0 1 0 2| mo-miR-540-3p -0.04 -0.29|N/A
SHANK3 ENST00000414786.2 SH3 and multiple ankyrin repeat domains 3 5 1 0 0 1 1{rmo-miR-540-3p -0.04 -0.04|N/A
TRIOBP ENST00000406386.3 TRIO and F-actin binding protein 1545 1 0 1 0 1{mo-miR-540-3p -0.04 -0.07|N/A
HIFIAN ENST00000299163.6 hypoxia inducible factor 1, alpha subunit inhibitor 1545 3 0 3 0 0frno-miR-540-3p -0.04 -0.09|N/A
ELFN2 ENST00000402918.2 extracellular leucine-rich repeat and fibronectin type 11T domain containing 2 22| 3 0) 0) 3 1{mo-miR-540-3p -0.04 -0.11|N/A
FLT1 ENST00000282397.4 fms-related tyrosine kinase 1 7 1 0 1 0 1| rno-miR-540-3p -0.04 -0.04|N/A
MAP2K6 ENST00000590474.1 mitogen-activated protein kinase kinase 6 235 1 0 0 1 2| rno-miR-540-3p -0.04 -0.23|N/A
ANKRD40 ENST00000285243.6 ankyrin repeat domain 40 409 1 0) 0) 1 0| rno-miR-540-3p -0.04 -0.29|N/A
PLCG2 ENST00000359376.3 phospholipase C, gamma 2 (phosphatidylinositol-specific) 23 3 1 1 1 1| rno-miR-540-3p -0.04 -0.41(N/A
ITGA3 ENST00000007722.7 integrin, alpha 3 (antigen CD49C, alpha 3 subunit of VLA-3 receptor) 197 2| 0) 1 1 1{rno-miR-540-3p -0.04 -0.2|N/A
GXYLT1 ENST00000398675.3 glucoside xylosyltransferase 1 126| 1 0 0 1 0frno-miR-540-3p -0.03 -0.04|N/A
ZNF618 ENST00000288466.7 zinc finger protein 618 778 1 0 1 0 2| rno-miR-540-3p -0.03 -0.05|N/A
KLHLI11 ENST00000319121.3 kelch-like family member 11 16| 1 0] 1 [ 1| mo-miR-540-3p -0.03] -0.05|N/A
SGPLI1 ENST00000373202.3 sphingosine-1-phosphate lyase 1 105] 1 1 0 0 1| rno-miR-540-3p -0.03 -0.2|N/A
FAM120B ENST00000476287.1 family with sequence similarity 120B 764 1 0 1 0 0fmo-miR-540-3p -0.03 -0.23|N/A
GDF6 ENST00000287020.5 growth differentiation factor 6 14| 1 0 1 0 0frno-miR-540-3p -0.03 -0.03|N/A
PAX2 ENST00000370296.2 paired box 2 8| 1 0 1 0 1] mo-miR-540-3p -0.03 -0.03|N/A
GALNTS ENSTO0000259056.4 ggll’&ﬁfc%y)l'alpha'[)' alactosamine:polypeptide N-acetylgal: 5 462 1 0 0 1 0[mo-miR-540-3p -0.03 0.16|N/A
ADCY2 ENST00000338316.4 adenylate cyclase 2 (brain) 13 1 0 1 0 1| rno-miR-540-3p -0.03 -0.09|N/A
SMNDCI ENST00000369603.5 survival motor neuron domain containing 1 949 1 1 0) 0) 0fmo-miR-540-3p -0.03 -0.45|N/A
LRRC3 ENST00000291592.4 leucine rich repeat containing 3 176| 1 0 0 1 2| rno-miR-540-3p -0.03 -0.32(N/A
SERACI ENST00000367102.2 serine active site containing 1 129 1 0 0 1 0fmo-miR-540-3p -0.03 -0.08|N/A
SESN3 ENST00000536441.1 sestrin 3 260) 2) 1 0 1 2| mo-miR-540-3p -0.03 -0.36|N/A
MAPK9 ENST00000452135.2 mitogen-activated protein kinase 9 655 1 0) 0 1 1{mo-miR-540-3p -0.03 -0.16|N/A
OAZ2 ENST00000560258.2 ornithine decarboxylase antizyme 2 2429 1 0 1 0 0frno-miR-540-3p -0.03 -0.11|N/A
INVS ENST00000262457.2 inversin 130 1 0 0 1 0[rno-miR-540-3p -0.03 -0.17|N/A
MYCBP ENST00000397572.2 MYC binding protein 85 1 1 [ [ 0] mo-miR-540-3p -0.03] -0.34|N/A
NCAPG ENST00000251496.2 non-SMC condensin I complex, subunit G 599 1 1 0 0 0frno-miR-540-3p -0.03 -0.21|N/A
ZNF704 ENST00000327835.3 zinc finger protein 704 124 1 1 0] 0] 1| mo-miR-540-3p -0.03] -0.08|N/A
STX1B ENST00000215095.5 syntaxin 1B 26| 1 0 1 0 0[rno-miR-540-3p -0.03 -0.17|N/A
ZNF185 ENST00000535861.1 zinc finger protein 185 (LIM domain) 106| 1 0 1 0 0frno-miR-540-3p -0.03 -0.03|N/A
PLA2G4F ENST00000397272.3 phospholipase A2, group IVF S 1 0] 1 0] 0] mo-miR-540-3p -0.03] -0.03|N/A
BHLHE41 ENST00000242728.4 basic helix-loop-helix family, member e41 50| 1 0 0 1 0f mo-miR-540-3p -0.03 -0.15|N/A
FAMI05B ENST00000284274.4 family with sequence similarity 105, member B 247 2| 0 0 2 0frno-miR-540-3p -0.03 -0.29|N/A
ARSG ENST00000448504.2 arylsulfatase G 73 1 0] 0] 1 2| mo-miR-540-3p -0.03] -0.18|N/A
LPAR3 ENST00000440886.1 Iysophosphatidic acid receptor 3 35 1 0 0 1 0frno-miR-540-3p -0.03 -0.23|N/A
KIAA1549L ENST00000321505.4 KIAA1549-like 117, 1 1 0] 0] 0] mo-miR-540-3p -0.03] -0.08|N/A
CHDH ENST00000315251.6 choline dehydrogenase 24?‘ 1 0] 0] 1 0] mo-miR-540-3p -0.03] -0.15|N/A
WNK2 ENST00000395475.2 WNK lysine deficient protein kinase 2 1311‘ 1 1 0 0 0frno-miR-540-3p -0.03 -0.03|N/A
MTF1 ENST00000373036.4 metal-regulatory transcription factor 1 98 1 1 0 0 0frno-miR-540-3p -0.03 -0.03|N/A
ARID5B ENST00000279873.7 AT rich interactive domain 5B (MRF1-like) 397 1 1 0] 0] 0] mo-miR-540-3p -0.03] -0.03|N/A
GPR123 ENST00000607359.1 G protein-coupled receptor 123 5 1 0 1 0 0frno-miR-540-3p -0.03 -0.03|N/A
SHISA6 ENST00000441885.3 shisa family member 6 S 1 1 0] 0] 0] mo-miR-540-3p -0.03] -0.03|N/A
DLGAP2 ENST00000421627.2 discs, large (Drosophila) homolog-associated protein 2 5 1 1 0 0 0[ mo-miR-540-3p -0.03 -0.03|N/A
GAN ENST00000568107.2 gigaxonin 185 2] 0 1 1 2| mo-miR-540-3p -0.03 -0.05|N/A
SYT7 ENST00000263846.4 synaptotagmin VII 192| 2| 0] 1 1 1| mo-miR-540-3p -0.03] -0.14|N/A
HTRA2 ENST00000258080.3 HitrA serine peptidase 2 216 1 0 0 1 1{ mo-miR-540-3p -0.03 -0.29|N/A
TBL3 ENST00000568546.1 transducin (beta)-like 3 57 2] 1 0 1 0[rno-miR-540-3p -0.03 -0.13[N/A
THRA ENST00000450525.2 thyroid hormone receptor, alpha 547 2 0 1 1 0[ mo-miR-540-3p -0.03 -0.14|N/A
RPS3 ENST00000278572.6 ribosomal protein S3 1585 1 0 0 1 1{ mo-miR-540-3p -0.03 -0.34|N/A
MTPAP ENST00000263063.4 mitochondrial poly(A) polymerase 137 1 0 0 1 0frno-miR-540-3p -0.03 -0.18|N/A
CNOT6L ENST00000504123.1 CCR4-NOT transcription complex, subunit 6-like 23 1 1 0 0 0[ mo-miR-540-3p -0.03 -0.14|N/A
BCL11B ENST00000357195.3 B-cell CLL/lymphoma 11B (zinc finger protein) 73 1 0 0 1 2| ro-miR-540-3p -0.03 -0.03|N/A
MTUS2 ENST00000431530.3 microtubule associated tumor suppressor candidate 2 17 1 0 1 0 0frno-miR-540-3p -0.03 -0.03|N/A
WDR33 ENST00000322313.4 WD repeat domain 33 537, 2| 1 1 0] 0] mo-miR-540-3p -0.03] -0.34|N/A
PAQR3 ENST00000512733.1 progestin and adipoQ receptor family member 11 217 2| 0 1 1 0frno-miR-540-3p -0.03 -0.39|N/A
SEMA3E ENST00000307792.3 sema domain, immunoglobulin domain (Ig), short basic domain, secreted, (semaphorin) 3E 54 1 0 1 0 1| mo-miR-540-3p -0.03 -0.14|N/A
PLXNA4 ENST00000321063.4 plexin A4 9 1 0 0 1 2| mo-miR-540-3p -0.03 -0.03[N/A
TMEMI178B ENST00000565468.1 I protein 178B 129] 1 0 1 0 0[rno-miR-540-3p -0.03 -0.03|N/A
RASGRP1 ENST00000559830.1 RAS guanyl releasing protein 1 (calcium and DAG-regulated) 7 1 0 0 1 0fmo-miR-540-3p -0.03 -0.09|N/A
GLI3 ENST00000395925.3 GLI family zinc finger 3 544 1 0 1 0 1{rno-miR-540-3p -0.03 -0.03|N/A
FKBPIS ENST00000238256.3 FK506 binding protein 15, 133kDa 119 1 0 0 1 2| rno-miR-540-3p -0.03 -0.15|N/A




FOXK2 ENST00000335255.5 forkhead box K2 450) 1 0 1 0 0[rno-miR-540-3p -0.03 -0.16|N/A
ZC3H12C ENST00000278590.3 zinc finger CCCH-type containing 12C 150] 1 0) 1 0] 2| mo-miR-540-3p -0.03 -0.03|N/A
EPGS ENST00000282041.5 ectopic P-granules autophagy protein 5 homolog (C. elegans) 269 1 0 1 0 1| mo-miR-540-3p -0.03 -0.03|N/A
CNTN2 ENST00000331830.4 contactin 2 (axonal) 5 1 0] 0] 1 0] mo-miR-540-3p -0.03] -0.03|N/A
NETO2 ENST00000562435.1 neuropilin (NRP) and tolloid (TLL)-like 2 723 1 1 0 0 1{rno-miR-540-3p -0.03 -0.33|N/A
SRGAP3 ENST00000383836.3 SLIT-ROBO Rho GTPase activating protein 3 S| 1 0) 0] 1 1| mo-miR-540-3p -0.03 -0.14|N/A
OPA1 ENST00000392438.3 optic atrophy 1 (autosomal dominant) 962 1 0 1 0 0frno-miR-540-3p -0.03 -0.06|N/A
PYGO2 ENST00000368457.2 pygopus homolog 2 (Drosophila) 35 1 0] 0] 1 0] mo-miR-540-3p -0.03] -0.1T|N/A
BACE2 ENST00000328735.6 beta-site APP-cleaving enzyme 2 9 1 1 0 0 0fmo-miR-540-3p -0.03 -0.08|N/A
COMMDI0 ENST00000274458.4 COMM domain containing 10 108 1 0 0 1 0frno-miR-540-3p -0.03 -0.2|N/A
GUCY1A3 ENST00000296518.7 guanylate cyclase 1, soluble, alpha 3 42| 1 0 0 1 0frmo-miR-540-3p -0.03 -0.23|N/A
TRPC4 ENST00000379705.3 transient receptor potential cation channel, subfamily C, member 4 21] 1 1 0 0 0| rno-miR-540-3p -0.03 -0.08 N/A
ZMYM3 ENST00000314425.5 zinc finger, MYM-type 3 137 1 0 1 0 0frmo-miR-540-3p -0.03 -0.03|N/A
KRAS ENST00000256078.4 Kirsten rat sarcoma viral oncogene homolog 40] 1 0 1 0 0| rno-miR-540-3p -0.03 -0.07|N/A
RGS7BP ENST00000334025.2 regulator of G-protein signaling 7 binding protein 5 2 1 1 0 1{mo-miR-540-3p -0.03 -0.34|N/A
LONRF3 ENST00000304778.7 LON peptidase N-terminal domain and ring finger 3 36 1 0 1 0 0] rno-miR-540-3p -0.03 -0.06|N/A
METRN ENST00000568223.2 meteorin, glial cell differentiation regulator 57 2 0 1 1 0| rno-miR-540-3p -0.03 -0.32|N/A
SP9 ENST00000394967.2 Sp9 transcription factor 9 1 1 0 0 0frmo-miR-540-3p -0.03 -0.29|N/A
C2orf49 ENST00000258457.2 chromosome 2 open reading frame 49 161 1 0 1 0 0| rno-miR-540-3p -0.03 -0.04|N/A
CELSR2 ENST00000271332.3 cadherin, EGF LAG seven-pass G-type receptor 2 2475 1 0 1 0 1{mo-miR-540-3p -0.03 -0.03|N/A
ATP8A2 ENST00000381655.2 ATPase, aminophospholipid transporter, class I, type 8A, member 2 22 1 0 1 0 2[rno-miR-540-3p -0.03 -0.05|N/A
SRM ENST00000376957.2 spermidine synthase 46| 1 0 1 0 0frmo-miR-540-3p -0.02 -0.26|N/A
ETNK1 ENST00000266517.4 ethanolamine kinase 1 1047 1 0 0 1 0| rno-miR-540-3p -0.02 -0.13|N/A
NIPAL ENST00000337435.4 non imprinted in Prader-Willi/Angelman syndrome 1 805 1 0 1 0 0frmo-miR-540-3p -0.02 -0.14|N/A
LPHN3 ENST00000512091.2 latrophilin 3 93 1 0 1 0 1| mo-miR-540-3p -0.02 -0.11|N/A
ZNF334 ENST00000457685.2 zinc finger protein 334 36 1 0 1 0 1{mo-miR-540-3p -0.02 -0.26|N/A
APIBI ENST00000357586.2 adaptor-related protein complex 1, beta 1 subunit 646| 1 0 1 0 1{mo-miR-540-3p -0.02 -0.22|N/A
TIGDS ENST00000504548.2 tigger transposable element derived 5 823 1 1 0 0 0| rno-miR-540-3p -0.02 -0.21|N/A
ARHGEF37 ENST00000333677.6 Rho guanine nucleotide exchange factor (GEF) 37 5 1 0 1 0 0frmo-miR-540-3p -0.02 -0.02|N/A
GNG4 ENST00000450593.1 guanine nucleotide binding protein (G protein), gamma 4 1171 1 0) 1 0) 0| rno-miR-540-3p -0.02 -0.2|N/A
XYLB ENST00000207870.3 xylulokinase homolog (H. influenzae) 119 1 1 0 0 0frmo-miR-540-3p -0.02 -0.25|N/A
DIP2C ENST00000280886.6 DIP2 disco-interacting protein 2 homolog C (Drosophila) 359] 1 1 0 0 0| rno-miR-540-3p -0.02 -0.03|N/A
NDC1 ENST00000540001.1 NDCI Ik nucleoporin 371 1 0 1 0 0frmo-miR-540-3p -0.02 -0.07|N/A
Clorf95 ENST00000366788.3 chromosome 1 open reading frame 95 28 1 0 1 0 0frno-miR-540-3p -0.02 -0.1|N/A
KIF1C ENST00000320785.5 kinesin family member 1C 149 1 0 0 1 3| mo-miR-540-3p -0.02 -0.09|N/A
FMNL3 ENST00000335154.5 formin-like 3 132 1 0 1 0 4| mo-miR-540-3p -0.02 -0.08| N/A
COBLLI ENST00000375458.2 cordon-bleu WH2 repeat protein-like 1 70| 1 0 0 1 0fmo-miR-540-3p -0.02 -0.19|N/A
PPIL6 ENST00000521072.2 peptidylprolyl isomerase (cyclophilin)-like 6 58] 1 0 1 0 0fmo-miR-540-3p -0.02 -0.2|N/A
TTF2 ENST00000369466.4 transcription termination factor, RNA polymerase 1T 837 1 1 0 0 1{rno-miR-540-3p -0.02 -0.29|N/A
MPP7 ENST00000375732.1 protein, palmitoylated 7 (MAGUK p55 subfamily member 7) 50| 1 0 1 0 0fmo-miR-540-3p -0.02 -0.04|N/A
GIAY ENST00000454994.2 gap junction protein, alpha 9, 59kDa 85 1 1 0 0 0frno-miR-540-3p -0.02 -0.22|N/A
STON2 ENST00000267540.2 stonin 2 40| 1 0 1 0 1| mo-miR-540-3p -0.02 -0.03|N/A
SESTD1 ENST00000428443.3 SEC14 and spectrin domains 1 478] 1 0 0 1 2[rno-miR-540-3p -0.02 -0.16|N/A
BMF ENST00000220446.4 Bcl2 modifying factor 179 1 0 1 0 0fmo-miR-540-3p -0.02 -0.03|N/A
NTSCIA ENST00000235628.1 S'-nucleotidase, cytosolic A 4 1 0 0 1 0frno-miR-540-3p -0.02 -0.02|N/A
ZNF862 ENST00000223210.4 zinc finger protein 862 7 1 0 1 0 1{mo-miR-540-3p -0.02 -0.02|N/A
FAM92A1 ENST00000518322.1 family with sequence similarity 92, member A1 80| 1 1 0 0 0frno-miR-540-3p -0.02 -0.4|N/A
STRBP ENST00000447404.2 spermatid perinuclear RNA binding protein 575 1 0 1 0 1{mo-miR-540-3p -0.02 -0.2|N/A
SDPR ENST00000304141.4 serum deprivation response 38 1 0 0 1 1{mo-miR-540-3p -0.02 -0.17|N/A
SLC43A2 ENST00000301335.5 solute carrier family 43 (amino acid system L transporter), member 2 63 1 0 0 1 2| rno-miR-540-3p -0.02 -0.16|N/A
SLAIN2 ENST00000264313.6 SLAIN motif family, member 2 859 1 0 0 1 0fmo-miR-540-3p -0.02 -0.14|N/A
CCSER2 ENST00000224756.8 coiled-coil serine-rich protein 2 123 2| 0 1 1 0frno-miR-540-3p -0.02 -0.24|N/A
FST ENST00000396947.3 follistatin 53] 1 0 0 1 0| rmo-miR-540-3p -0.02 -0.24|N/A
SRCAP ENST00000262518.4 Snf2-related CREBBP activator protein 643 2 0 2 0 0fmo-miR-540-3p -0.02 -0.24|N/A
ICMT ENST00000343813.5 isoprenylcysteine carboxyl meth: 558] 1 0 1 0 0frno-miR-540-3p -0.02 -0.11|N/A
ASXL1 ENST00000375687.4 additional sex combs like 1 (Drosophila) 2518| 1 0 1 0 0fmo-miR-540-3p -0.02 -0.15|N/A
PELI3 ENST00000320740.7 pellino E3 ubiquitin protein ligase family member 3 257 1 0 0 1 0frno-miR-540-3p -0.02 -0.16|N/A
SMCIA ENST00000322213.4 structural of chromosomes 1A 1626 1 0 1 0 1{mo-miR-540-3p -0.02 -0.07|N/A
COL1IAL ENST00000370096.3 collagen, type XI, alpha 1 160] 1 1 0 0 0| rno-miR-540-3p -0.02 -0.28 N/A
RAB3C ENST00000282878.4 RAB3C, member RAS oncogene family 242 1 0 0 1 2| mo-miR-540-3p -0.02 -0.33|N/A
CREBS ENST00000357727.2 cAMP responsive element binding protein 5 54 1 0 0 1 1| rno-miR-540-3p -0.02 -0.03|N/A
ADAMTS4 ENST00000367996.5 ADAM metallopeptidase with thrombospondin type 1 motif, 4 23| 1 0) 0) 1 0f mo-miR-540-3p -0.02 -0.1|N/A
PARVA ENST00000334956.8 parvin, alpha 1912] 1 0] 1 [ 0] mo-miR-540-3p -0.02] -0.12|N/A
SMURF1 ENST00000361368.2 SMAD specific E3 ubiquitin protein ligase 1 58 1 0 1 0 1| ro-miR-540-3p -0.02 -0.04|N/A
SMUG1 ENST00000505128.1 single-strand-selective monofunctional uracil-DNA glycosylase 1 242 1 0 0 1 1{mo-miR-540-3p -0.02 -0.12|N/A
AFF1 ENST00000395146.4 AF4/FMR2 family, member 1 28 1 0 0 1 1{rno-miR-540-3p -0.02 -0.05|N/A
PCDHAS ENST00000529859.1 protocadherin alpha 5 86| 1 0) 1 0) 1{rno-miR-540-3p -0.02 -0.18|N/A
PCDHA3 ENST00000522353.2 protocadherin alpha 3 86| 1 0 1 0 1{mo-miR-540-3p -0.02 -0.18|N/A
PCDHA9 ENST00000532602.1 protocadherin alpha 9 86| 1 0 1 0 1{rno-miR-540-3p -0.02 -0.18|N/A
PCDHAT ENST00000525929.1 protocadherin alpha 7 86| 1 0) 1 0) 1{rno-miR-540-3p -0.02 -0.18|N/A
PCDHA4 ENST00000530339.1 protocadherin alpha 4 86 1 0 1 0 1| rno-miR-540-3p -0.02 -0.18|N/A
PCDHA1 ENST00000504120.2 protocadherin alpha 1 86| 1 0 1 0 1{mo-miR-540-3p -0.02 -0.18|N/A
TIMMSB ENST00000504148.2 translocase of inner mitochondrial membrane 8 homolog B (yeast) 12| 1 0 0 1 0fmo-miR-540-3p -0.02 -0.17|N/A
PCDHA2 ENST00000526136.1 protocadherin alpha 2 86| 1 0 1 0 1{rno-miR-540-3p -0.02 -0.18|N/A
FAMI02A ENST00000373095.1 family with sequence similarity 102, member A 85| 1 0) 0) 1 0| rno-miR-540-3p -0.02 -0.14|N/A
PCDHAI10 ENST00000307360.5 protocadherin alpha 10 86| 1 0 1 0 1{rno-miR-540-3p -0.02 -0.18|N/A
PCDHA6 ENST00000529310.1 protocadherin alpha 6 86) 1 0) 1 0) 1{rno-miR-540-3p -0.02 -0.18|N/A
SNAPC3 ENST00000380821.3 small nuclear RNA activating complex, polypeptide 3, S0OkDa 2406| 1 1 0 0 1| ro-miR-540-3p -0.02 -0.48|N/A
PCDHAS ENST00000531613.1 protocadherin alpha 8 86 1 0 1 0 1{mo-miR-540-3p -0.02 -0.18|N/A
PCDHAC! ENST00000253807.2 protocadherin alpha subfamily C, 1 86 1 0 1 0 1{mo-miR-540-3p -0.02 -0.18|N/A
PCDHAIT ENST00000398640.2 protocadherin alpha 11 86) 1 0 1 0 1{rno-miR-540-3p -0.02 -0.18|N/A
PCDHA13 ENST00000289272.2 protocadherin alpha 13 86| 1 0) 1 0) 1{rno-miR-540-3p -0.02 -0.18|N/A
LDLRAD3 ENST00000315571.5 low density lipoprotein receptor class A domain containing 3 90| 1 0 0 1 0frno-miR-540-3p -0.02 -0.02|N/A
SCAMPS ENST00000425597.3 secretory carrier membrane protein 5 127 1 0) 1 0) 0| rno-miR-540-3p -0.02 -0.02|N/A
TMEM132C ENST00000435159.2 t protein 132C 5| 1 0| 1 [ 0] mo-miR-540-3p -0.02] -0.02|N/A
RNF44 ENST00000274811.4 ring finger protein 44 1623 1 0 1 0 0frno-miR-540-3p -0.02 -0.02|N/A
KCNK12 ENST00000327876.4 potassium channel, subfamily K, member 12 5 1 0 1 0 0[ mo-miR-540-3p -0.02 -0.02|N/A
BCR ENST00000305877.8 breakpoint cluster region 5 1 0 1 0 0frno-miR-540-3p -0.02 -0.02|N/A
MLLT4 ENST00000400822.3 :nyilold/lymphoid or mixed-lineage leukemia (trithorax homolog, Drosophila); translocated 23| 1 0 1 0 0| mo-miR-540-3p 20.02 20.02|N/A
0,
ASXL2 ENST00000435504.4 additional sex combs like 2 (Drosophila) 135‘ 1 0 1 0 1| ro-miR-540-3p -0.02 -0.02|N/A
KIAA0100 ENST00000528896.2 KIAA0100 12] 1 0 1 0 0[rno-miR-540-3p -0.02 -0.02|N/A
ARID3B ENST00000346246.5 AT rich interactive domain 3B (BRIGHT-like) 11 1 0 1 0 0f mo-miR-540-3p -0.02 -0.02|N/A
TRIM62 ENST00000291416.5 tripartite motif containing 62 Zj 1 0 1 0 0| rno-miR-540-3p -0.02 -0.02|N/A
SIPAIL3 ENST00000222345.6 signal-induced proliferation-associated 1 like 3 1578 1 0 1 0 0frno-miR-540-3p -0.02 -0.02|N/A
NT5DC3 ENST00000392876.3 S'-nucleotidase domain containing 3 235 1 0 1 0 0[ mo-miR-540-3p -0.02 -0.02|N/A
PLXNCI ENST00000258526.4 plexin C1 47 1 0 1 0 0| rno-miR-540-3p -0.02 -0.02|N/A
MICAL2 ENST00000379612.3 microtubule associated monooxygenase, calponin and LIM domain containing 2 1742 1 0 1 0 0[ mo-miR-540-3p -0.02 -0.02|N/A
SETDIB ENST00000267197.5 SET domain containing 1B 703 1 0] 1 0] 2|{mo-miR-540-3p -0.02] -0.02|N/A
DSCAM ENST00000400454.1 Down syndrome cell adhesion molecule 5 1 0 1 0 0frno-miR-540-3p -0.02 -0.02|N/A
MBP ENST00000397863.1 myelin basic protein 96 1 0 1 0 0frno-miR-540-3p -0.02 -0.02|N/A
SCNSA ENST00000414099.2 sodium channel, voltage-gated, type V, alpha subunit 5 1 0 1 0 1{mo-miR-540-3p -0.02 -0.02|N/A
ZNF831 ENST00000371030.2 zinc finger protein 831 5 1 0 1 0 0frno-miR-540-3p -0.02 -0.02|N/A
PACSINI ENST00000244458.2 protein kinase C and casein kinase substrate in neurons 1 25| 1 0 1 0 0[ mo-miR-540-3p -0.02 -0.02|N/A
NUAKI ENST00000261402.2 NUAK family, SNFI-like kinase, 1 489 1 0] 1 0] 1| mo-miR-540-3p -0.02] -0.02|N/A
PCDHAI2 ENST00000398631.2 protocadherin alpha 12 86| 1 0 1 0 1{rno-miR-540-3p -0.02 -0.18|N/A
COL6A6 ENST00000358511.6 collagen, type VI, alpha 6 S 1 0] 1 0] 0] mo-miR-540-3p -0.02] -0.02|N/A
PITPNM3 ENST00000421306.3 PITPNM family member 3 5 1 0] 1 0] 0] mo-miR-540-3p -0.02] -0.02|N/A
PITX3 ENST00000370002.3 paired-like homeodomain 3 8| 1 0 1 0 0frno-miR-540-3p -0.02 -0.02|N/A
CYFIP2 ENST00000318218.6 cytoplasmic FMRI interacting protein 2 303 1 0 1 0 1| ro-miR-540-3p -0.02 -0.02|N/A
SRCINI ENST00000264659.7 SRC kinase signaling inhibitor 1 5 1 0 1 0 0fmo-miR-540-3p -0.02 -0.02|N/A
ITGA9 ENST00000264741.5 integrin, alpha 9 9 1 0 1 0 0[ro-miR-540-3p -0.02 -0.02|N/A
FAMI24A ENST00000322475.8 family with sequence similarity 124A 5 1 0 1 0 0fmo-miR-540-3p -0.02 -0.02|N/A
XPO4 ENST00000400602.2 exportin 4 718 2 0 2 0 0[ro-miR-540-3p -0.02 -0.04|N/A
PCDHAC2 ENST00000289269.5 protocadherin alpha subfamily C, 2 86 1 0 1 0 1| mo-miR-540-3p -0.02 -0.18|N/A
TWISTNB ENST00000222567.5 TWIST neighbor 133] 1 1 0] 0] 0] mo-miR-540-3p -0.02] -0.42|N/A
NLRP1 ENST00000262467.5 NLR family, pyrin domain containing 1 547 1 0 1 0 0frno-miR-540-3p -0.02 -0.02|N/A
ADRBK2 ENST00000324198.6 adrenergic, beta, receptor kinase 2 215 1 0] 0] 1 3| mo-miR-540-3p -0.02] -0.32|N/A
PODXL ENST00000541194.1 podocalyxin-like 2928 1 0] 1 0] 0] mo-miR-540-3p -0.02] -0.02]N/A




SUN1 ENST00000456758.2 Sadl and UNC84 domain containing 1 376 1 0 1 0 0frno-miR-540-3p -0.02 -0.02|N/A
TTCTA ENST00000319190.5 tetratricopeptide repeat domain 7A 400] 1 0] 1 0] 0] mo-miR-540-3p -0.02] -0.02|N/A
ANTXR2 ENST00000403729.2 anthrax toxin receptor 2 51 1 0 0 1 0frno-miR-540-3p -0.02 -0.21|N/A
KSRI1 ENST00000398988.3 kinase suppressor of ras 1 256| 1 0] 1 0] 0] mo-miR-540-3p -0.02] -0.02|N/A
NABP1 ENST00000410026.2 nucleic acid binding protein 1 038 2| 1 0 1 0frno-miR-540-3p -0.02 -0.51|N/A
SCRN1 ENST00000242059.5 secernin | 29 1 0 1 0 1| mo-miR-540-3p -0.02 -0.03[N/A
CLASP1 ENST00000409078.3 cytoplasmic linker associated protein 1 210| 1 0 1 0 0frno-miR-540-3p -0.02 -0.02|N/A
TTC28 ENST00000397906.2 tetratricopeptide repeat domain 28 227, 1 0] 1 0] 1| mo-miR-540-3p -0.02] -0.07|N/A
CLYBL ENST00000376355.3 citrate lyase beta like 108 2 0 1 1 1{mo-miR-540-3p -0.02 -0.32|N/A
FAM49B ENST00000519824.2 family with sequence similarity 49, member B 52| 1 1 0 0 0| rno-miR-540-3p -0.02 -0.21|N/A
AQR ENST00000156471.5 aquarius intron-binding spliceosomal factor 314| 1 0 0 1 2| mo-miR-540-3p -0.02 -0.25|N/A
CYTH3 ENST00000350796.3 cytohesin 3 248 1 0 1 0 0frno-miR-540-3p -0.02 -0.02|N/A
APPBP2 ENST00000083182.3 amyloid beta precursor protein (cytoplasmic tail) binding protein 2 907| 1 0 1 0 0frmo-miR-540-3p -0.02 -0.12|N/A
FAMI26B ENST00000418596.3 family with sequence similarity 126, member B 132 1 0 1 0 0| rno-miR-540-3p -0.02 -0.06|N/A
CLK2 ENST00000361168.5 CDC-like kinase 2 77 1 0 1 0 0| ro-miR-540-3p -0.02 -0.32|N/A
ASTN2 ENST00000341734.4 astrotactin 2 39 2 0 2 0 0] rno-miR-540-3p -0.02 -0.35|N/A
LPHN2 ENST00000370715.1 latrophilin 2 407, 1 0 1 0 0frno-miR-540-3p -0.02 -0.02|N/A
MNT ENST00000174618.4 MNT, MAX dimerization protein 146| 1 0 1 0 0frmo-miR-540-3p -0.02 -0.02|N/A
MTHFD2 ENST00000394053.2 metlhﬁlegelflrahydrofolale dehydrogenase (NADP+ dependent) 2, methenyltetrahydrofolate 330 1 0 0 1 0| rmo-miR-540-3p 0.02 0.14|N/A
cyclohydrolase
RAB3GAP2 ENST00000358951.2 RAB3 GTPase activating protein subunit 2 (non-catalytic) 461 1 0 0 1 0frmo-miR-540-3p -0.02 -0.03|N/A
PAPDS ENST00000357464.3 PAP associated domain containing 5 152] 1 0 1 0 0frmo-miR-540-3p -0.02 -0.02|N/A
PCDHGCS ENST00000252087.1 protocadherin gamma subfamily C, 5 145 1 0 1 0 0[rno-miR-540-3p -0.02 -0.21|N/A
TMEM120B ENST00000449592.2 I protein 120B 60) 1 0 0 1 2|rno-miR-540-3p -0.02 -0.19|N/A
MBDS ENST00000407073.1 methyl-CpG binding domain protein 5 7 1 1 0 0 0| rno-miR-540-3p -0.02 -0.03[N/A
RNF170 ENST00000534961.1 ring finger protein 170 203 1 0 1 0 0frmo-miR-540-3p -0.02 -0.12|N/A
VSNLI1 ENST00000406397.1 visinin-like 1 89 1 0 1 0 1| mo-miR-540-3p -0.02 -0.23|N/A
NSG1 ENST00000421177.2 Neuron-specific protein family member 1 25 1 0 1 0 0[rmo-miR-540-3p -0.02 -0.09|N/A
PGRMC2 ENST00000296425.5 progesterone receptor membrane component 2 2089 1 0 1 0 0| rno-miR-540-3p -0.02 -0.02|N/A
HOXD9 ENST00000249499.6 homeobox D9 78| 1 0 1 0 0| rmo-miR-540-3p -0.02 -0.19|N/A
Cl7orf85 ENST00000158149.3 chromosome 17 open reading frame 85 718 3 1 1 1 1| mo-miR-540-3p -0.02 -0.44|N/A
SUFU ENST00000369902.3 suppressor of fused homolog (Drosophila) 247 1 1 0 0 0frmo-miR-540-3p -0.02 -0.03|N/A
IRGQ ENST00000422989.1 immunity-related GTPase family, Q 62) 1 1 0 0 0| rno-miR-540-3p -0.02 -0.1[N/A
CREBBP ENST00000262367.5 CREB binding protein 532 1 0 0 1 1{mo-miR-540-3p -0.02 -0.13|N/A
GPR156 ENST00000464295.1 G protein-coupled receptor 156 12 1 0 0 1 0frno-miR-540-3p -0.02 -0.02|N/A
DDX3X ENST00000399959.2 DEAD (Asp-Glu-Ala-Asp) box helicase 3, X-linked 965 1 0 0 1 0fmo-miR-540-3p -0.02 -0.07|N/A
RALGAPB ENST00000397038.1 Ral GTPase activating protein, beta subunit (non-catalytic) 1120 1 0 1 0 0frno-miR-540-3p -0.02 -0.02|N/A
AP3M1 ENST00000355264.4 adaptor-related protein complex 3, mu 1 subunit 601 1 1 0 0 0frno-miR-540-3p -0.02 -0.34|N/A
Cl4orf132 ENST00000355004.1 chromosome 14 open reading frame 132 217 1 0 1 0 0fmo-miR-540-3p -0.02 -0.47|N/A
RPGRIPIL ENST00000262135.4 RPGRIP]-like 55| 1 1 0 0 0[rno-miR-540-3p -0.02 -0.14|N/A
USP6NL ENST00000609104.1 USP6 N-terminal like 183 1 0 0 1 2|rno-miR-540-3p -0.02 -0.21|N/A
MARCH3 ENST00000308660.5 membrane-associated ring finger (C3HC4) 3, E3 ubiquitin protein ligase 77 1 0 1 0 0frno-miR-540-3p -0.02 -0.06|N/A
PHF3 ENST00000262043.3 PHD finger protein 3 505 1 0 1 0 0fmo-miR-540-3p -0.02 -0.08|N/A
SEC24A ENST00000398844.2 SEC24 family, member A (S. cerevisiae) 679 1 0 1 0 0| rno-miR-540-3p -0.02 -0.03|N/A
FOXP4 ENST00000373063.3 forkhead box P4 228] 1 0 0 1 0[mo-miR-540-3p -0.02 -0.1|N/A
IDE ENST00000265986.6 insulin-degrading enzyme 446 1 0 1 0 0frno-miR-540-3p -0.02 -0.17|N/A
PAOX ENST00000368539.4 polyamine oxidase (exo-N4-amino) 264| 2 1 0 1 0fmo-miR-540-3p -0.02 -0.68|N/A
SCUBE2 ENST00000457346.2 signal peptide, CUB domain, EGF-like 2 57 1 1 0 0 0fmo-miR-540-3p -0.02 -0.19|N/A
ILF3 ENST00000449870.1 interleukin enhancer binding factor 3, 90kDa 1758] 1 0 1 0 0frno-miR-540-3p -0.02 -0.03|N/A
M6PR ENST00000000412.3 mannose-6-phosphate receptor (cation dependent) 46| 1 0 1 0 0[mo-miR-540-3p -0.02 -0.15|N/A
FOXN3 ENST00000345097.4 forkhead box N3 42) 1 0 0 1 0| rno-miR-540-3p -0.02 -0.13|N/A
TRPM3 ENST00000377110.3 transient receptor potential cation channel, subfamily M, member 3 11 1 0 1 0 1{mo-miR-540-3p -0.02 -0.03|N/A
TMEM200C ENST00000581347.2 transmembrane protein 200C 54 2| 1 0 1 1{rno-miR-540-3p -0.02 -0.15|N/A
DNAAF2 ENST00000298292.8 dynein, axonemal, assembly factor 2 78 1 0 1 0 0fmo-miR-540-3p -0.02 -0.18|N/A
PHF15 ENST00000402835.1 PHD finger protein 15 387 1 0 1 0 1{mo-miR-540-3p -0.02 -0.02|N/A
FBXL13 ENST00000393772.2 F-box and leucine-rich repeat protein 13 31 1 0 1 0 0frno-miR-540-3p -0.01 -0.05|N/A
RABSA ENST00000300935.3 RABSA, member RAS oncogene family 226| 1 0 0 1 0fmo-miR-540-3p -0.01 -0.26|N/A
RHOBTBI ENST00000337910.5 Rho-related BTB domain containing 1 229 1 0 1 0 0frno-miR-540-3p -0.01 -0.02|N/A
GBGT1 ENST00000372043.3 globoside alpha-1,3-N-acetylgalactosaminylt fe 1 41 1 0 0 1 0[mo-miR-540-3p -0.01 -0.29|N/A
RPRDIA ENST00000399022.4 regulation of nuclear pre-mRNA domain containing 1A 333 1 0 0) 1 1{mo-miR-540-3p -0.01 -0.15|N/A
GPATCH2 ENST00000366935.3 G patch domain containing 2 108 1 0 0 1 0frno-miR-540-3p -0.01 -0.08|N/A
HELZ ENST00000358691.5 helicase with zinc finger 571 1 0) 1 0) 0| rno-miR-540-3p -0.01 -0.02|N/A
SLK ENST00000335753.4 STE20-like kinase 260) 1 0 1 0 0| rno-miR-540-3p -0.01 -0.02|N/A
IMPAD1 ENST00000262644.4 inositol monophosphatase domain containing 1 1488 1 0 1 0 0fmo-miR-540-3p -0.01 -0.05|N/A
CTBS ENST00000370630.5 chitobiase, di-N-acetyl- 33 1 0 0 1 0fmo-miR-540-3p -0.01 -0.1|N/A
ZNF446 ENST00000335841.4 zinc finger protein 446 44 1 0 0 1 0frno-miR-540-3p -0.01 -0.17|N/A
ARHGAP29 ENST00000260526.6 Rho GTPase activating protein 29 451 1 1 0) 0) 0| rno-miR-540-3p -0.01 -0.28|N/A
PCDHGA7 ENST00000518325.1 protocadherin gamma subfamily A, 7 145 1 0 1 0 0frno-miR-540-3p -0.01 -0.15|N/A
PITPNC1 ENST00000580974.1 phosphatidylinositol transfer protein, cytoplasmic 1 797 1 0) 0) 1 1{mo-miR-540-3p -0.01 -0.16|N/A
CDKN2AIPNL ENST00000458198.2 CDKN2A interacting protein N-terminal like 133 1 0 1 0 0frno-miR-540-3p -0.01 -0.18|N/A
MGLL ENST00000434178.2 monoglyceride lipase 453] 1 0 0 1 0fmo-miR-540-3p -0.01 -0.02|N/A
FNBPIL ENST00000370253.2 formin binding protein 1-like 219 2| 1 0 1 0frno-miR-540-3p -0.01 -0.2|N/A
TMEM98 ENST00000579849.1 t t protein 98 98| 2) 1 1 0 1{rno-miR-540-3p -0.01 -0.29|N/A
DNMT3A ENST00000380746.4 DNA (cytosine-5-)-methylt 3 alpha 221] 1 0] 1 [ 1| mo-miR-540-3p -0.01 -0.05|N/A
SHC4 ENST00000332408.4 SHC (Src homology 2 domain containing) family, member 4 61] 1 0 1 0 0frno-miR-540-3p -0.01 -0.08|N/A
U2SURP ENST00000397933.2 U2 snRNP-associated SURP domain containing 1353] 1 0) 1 0) 1{mo-miR-540-3p -0.01 -0.22|N/A
PCSK9 ENST00000302118.5 proprotein convertase subtilisin/kexin type 9 2345 2| 1 0 1 0frno-miR-540-3p -0.01 -0.17|N/A
Clorf21 ENST00000235307.6 chromosome 1 open reading frame 21 935 1 0 0 1 1| rno-miR-540-3p -0.01 -0.15|N/A
CIGALTICI ENST00000304661.5 CI1GALT!-specific chaperone 1 645 1 0] 1 [ 0] mo-miR-540-3p -0.01 -0.23|N/A
POLR3B ENST00000228347.4 polymerase (RNA) IIT (DNA directed) polypeptide B 96 1 0 0 1 1| ro-miR-540-3p -0.01 -0.27|N/A
TBCID19 ENST00000264866.4 TBC1 domain family, member 19 77, 2| 0] 1 1 0] mo-miR-540-3p -0.01 -0.22|N/A
PSENI ENST00000344094.3 presenilin 1 1340] 1 0 1 0 0| rno-miR-540-3p -0.01 -0.02|N/A
MARCH9 ENST00000266643.5 ciated ring finger (C3HC4) 9 328 1 0] 1 [ 0] mo-miR-540-3p -0.01 -0.13|N/A
MRPL17 ENST00000288937.6 mitochondrial ribosomal protein L17 1447 2| 1 0 1 0frno-miR-540-3p -0.01 -0.49|N/A
TCEANC2 ENST00000234827.1 transcription elongation factor A (SII) N-terminal and central domain containing 2 78 1 0 1 0 0frno-miR-540-3p -0.01 -0.09|N/A
KATNALI ENST00000380615.3 katanin p60 subunit A-like 1 335 1 0] 1 0] 0] mo-miR-540-3p -0.01 -0.02|N/A
UBE2A ENST00000371558.2 ubiquitin-conjugating enzyme E2A 618 1 0 0 1 0frno-miR-540-3p -0.01 -0.19|N/A
GATC ENST00000551765.1 glutamyl-tRNA(GIn) amidotransferase, subunit C 781 1 0 1 0 0[ mo-miR-540-3p -0.01 -0.02|N/A
AL021546.6 ENST00000551806.1 Glutamyl-tRNA(GIn) amidc subunit C, mitochondrial 781 1 0] 1 0] 0] mo-miR-540-3p -0.01 -0.02|N/A
EEFSEC ENST00000483457.1 eukaryotic elongation factor, selenocysteine-tRNA-specific 625 1 0 0 1 0frno-miR-540-3p -0.01 -0.22|N/A
TCF21 ENST00000367882.4 transcription factor 21 552| 1 0] 1 0] 1| mo-miR-540-3p -0.01 -0.15|N/A
MTMR7 ENST00000180173.5 myotubularin related protein 7 33 1 0 0 1 0fmo-miR-540-3p -0.01 -0.1T|N/A
RHOH ENST00000381799.5 ras homolog family member H 16| 1 1 0 0 2| ro-miR-540-3p -0.01 -0.43|N/A
NEDDAL ENST00000256832.7 ?eural precursor cell expressed, developmentally down-regulated 4-like, E3 ubiquitin protein 617 1 0 1 0 0| mo-miR-540-3p 2001 0.04|N/A
igase
MLPH ENST00000264605.3 melanophilin 85 1 0 1 0 0| rno-miR-540-3p -0.01 -0.2|N/A
BCAS4 ENST00000371608.2 breast carcinoma amplified sequence 4 492 1 0 1 0 0frno-miR-540-3p -0.01 -0.38|N/A
USP31 ENST00000219689.7 ubiquitin specific peptidase 31 214| 1 0 1 0 1{ mo-miR-540-3p -0.01 -0.02|N/A
PCDHGC4 ENST00000306593.1 protocadherin gamma subfamily C, 4 145 1 0 1 0 0frno-miR-540-3p -0.01 -0.12|N/A
APEX2 ENST00000374987.3 APEX nuclease (apurinic/apyrimidinic endonuclease) 2 972| 1 0 1 0 0[ mo-miR-540-3p -0.01 -0.23|N/A
TMEM256 ENST00000302422.3 t protein 256 T40| 1 0] 1 0] 0] mo-miR-540-3p -0.01 -0.38|N/A
SUSD1 ENST00000374263.3 sushi domain containing 1 68 1 0 0 1 0frno-miR-540-3p -0.01 -0.1|N/A
FSDIL ENST00000374710.3 fibronectin type IIl and SPRY domain containing 1-like 16| 1 0 1 0 0[ mo-miR-540-3p -0.01 -0.02|N/A
GIGYF2 ENST00000373566.3 GRBIO interacting GYF protein 2 361 1 0] 0] 1 0] mo-miR-540-3p -0.01 -0.1{N/A
PCDHGB3 ENST00000576222.1 protocadherin gamma subfamily B, 3 145 1 0 1 0 0frno-miR-540-3p -0.01 -0.11|N/A
HAP1 ENST00000393939.2 huntingtin-associated protein 1 5 1 0 0 1 1{mo-miR-540-3p -0.01 -0.01|N/A
KIAA2018 ENST00000316407.4 KIAA2018 23 1 0] 0] 1 0] mo-miR-540-3p -0.01 -0.01|N/A
SNPH ENST00000381873.3 syntaphilin 13 1 0 0 1 0| rno-miR-540-3p -0.01 -0.01|N/A
PCDHGB2 ENST00000522605.1 protocadherin gamma subfamily B, 2 145 1 0 1 0 0[ mo-miR-540-3p -0.01 -0.11|N/A
PCDHGB4 ENST00000519479.1 protocadherin gamma subfamily B, 4 145 1 0 1 0 0frno-miR-540-3p -0.01 -0.11|N/A
PCDHGBI ENST00000523390.1 protocadherin gamma subfamily B, 1 145 1 0 1 0 0frno-miR-540-3p -0.01 -0.11|N/A
TRAF6 ENST00000526995.1 TNF receptor-associated factor 6, E3 ubiquitin protein ligase 91 1 0 0 1 1{mo-miR-540-3p -0.01 -0.18|N/A
PCDHGB7 ENST00000398594.2 protocadherin gamma subfamily B, 7 145 1 0 1 0 0frno-miR-540-3p -0.01 -0.11|N/A
PCDHGAL ENST00000517417.1 protocadherin gamma subfamily A, 1 145 1 0 1 0 0frno-miR-540-3p -0.01 -0.11|N/A
PCDHGB6 ENST00000520790.1 protocadherin gamma subfamily B, 6 145 1 0] 1 0] 0] mo-miR-540-3p -0.01 -0.1T|N/A
PCDHGC3 ENST00000308177.3 protocadherin gamma subfamily C, 3 145 1 0 1 0 0frno-miR-540-3p -0.01 -0.11|N/A
PCDHGAI10 ENST00000398610.2 protocadherin gamma subfamily A, 10 145 1 0] 1 0] 0] mo-miR-540-3p -0.01 -0.1T|N/A
PCDHGA6 ENST00000517434.1 protocadherin gamma subfamily A, 6 145 1 0 1 0 0frno-miR-540-3p -0.01 -0.11|N/A
PCDHGA2 ENST00000394576.2 protocadherin gamma subfamily A, 2 145 1 0 1 0 0[rno-miR-540-3p -0.01 -0.11|N/A




PCDHGA3 ENST00000253812.6 protocadherin gamma subfamily A, 3 145 1 0 1 0 0frno-miR-540-3p -0.01 -0.11|N/A
PCDHGAI2 ENST00000252085.3 protocadherin gamma subfamily A, 12 145 1 0] 1 0] 0] mo-miR-540-3p -0.01 -0.1T|N/A
KCNK6 ENST00000263372.3 potassium channel, subfamily K, member 6 137 1 0 1 0 2| mo-miR-540-3p -0.01 -0.43|N/A
PCDHGAI1 ENST00000398587.2 protocadherin gamma subfamily A, 11 145 1 0] 1 0] 0] mo-miR-540-3p -0.01 -0.1T|N/A
PCDHGA4 ENST00000571252.1 protocadherin gamma subfamily A, 4 145 1 0 1 0 0frno-miR-540-3p -0.01 -0.11|N/A
PCDHGA8 ENST00000398604.2 protocadherin gamma subfamily A, 8 145 1 0] 1 0] 0] mo-miR-540-3p -0.01 -0.1T|N/A
NRDE2 ENST00000354366.3 NRDE-2, necessary for RNA interference, domain containing 30| 1 0 1 0 0frno-miR-540-3p -0.01 -0.06|N/A
PCDHGA9 ENST00000573521.1 protocadherin gamma subfamily A, 9 145 1 0] 1 0] 0] mo-miR-540-3p -0.01 -0.1T|N/A
PCDHGAS ENST00000518069.1 protocadherin gamma subfamily A, 5 145 1 0 1 0 0fmo-miR-540-3p -0.01 -0.11|N/A
RNF7 ENST00000273480.3 ring finger protein 7 377, 1 0 1 0 0| rno-miR-540-3p -0.01 -0.23[N/A
SETD7 ENST00000274031.3 SET domain containing (lysine methyltransferase) 7 76| 1 0 1 0 0frmo-miR-540-3p -0.01 -0.07|N/A
KLHLS ENST00000261425.3 kelch-like family member 5 366) 1 0 0 1 0| rno-miR-540-3p -0.01 -0.24|N/A
FAMS4A ENST00000295092.2 family with sequence similarity 84, member A 69) 1 0 1 0 0frmo-miR-540-3p -0.01 -0.14|N/A
ACTRIA ENST00000487599.1 ARP1 actin-related protein 1 homolog A, centractin alpha (veast) 190] 1 0 1 0 0| rno-miR-540-3p -0.01 -0.15|N/A
PARG ENST00000402038.3 poly (ADP-ribose) glycohydrolase 445 1 0 0 1 0[rmo-miR-540-3p -0.01 -0.15|N/A
CPOX ENST00000264193.2 coproporphyrinogen oxidase 377, 1 0 1 0 0] rno-miR-540-3p -0.01 -0.11|N/A
CLMN ENST00000298912.4 calmin (calponin-like, transmembrane) 53| 1 0 1 0 1| mo-miR-540-3p -0.01 -0.06|N/A
ELAVLI ENST00000407627.2 ELAV like RNA binding protein 1 2812 1 1 0 0 1{rno-miR-540-3p -0.01 -0.27|N/A
UCHLS ENST00000367455.4 ubiquitin carboxyl-terminal hydrolase LS 1150] 1 0 1 0 0| rno-miR-540-3p -0.01 -0.16|N/A
TMEMI173 ENST00000330794.4 protein 173 676) 1 0 1 0 0| ro-miR-540-3p -0.01 -0.13|N/A
CAPN7 ENST00000253693.2 calpain 7 76| 1 0 0 1 0| rno-miR-540-3p -0.01 -0.11{N/A
TIGD6 ENST00000296736.3 tigger transposable element derived 6 155 1 0 0 1 1{mo-miR-540-3p -0.01 -0.29|N/A
VPSI3A ENST00000360280.3 vacuolar protein sorting 13 homolog A (S. cerevisiae) 110] 1 0 0 1 1| mo-miR-540-3p -0.01 -0.06|N/A
MENI ENST00000471841.1 mitofusin 1 502) 1 0 0 1 0| ro-miR-540-3p -0.01 -0.19|N/A
NUP50 ENST00000347635.4 nucleoporin S0kDa 57 2 0 2 0 0| rno-miR-540-3p -0.01 -0.1|N/A
AGXT2 ENST00000231420.6 alanine--glyoxylate aminotransferase 2 75 1 0 0 1 0frmo-miR-540-3p -0.01 -0.22|N/A
NSUN3 ENST00000314622.4 NOP2/Sun domain family, member 3 220| 1 1 0 0 0frmo-miR-540-3p -0.01 -0.45|N/A
STRAP ENST00000419869.2 serine/threonine kinase receptor associated protein 379 1 0 1 0 0| rno-miR-540-3p -0.01 -0.19|N/A
LDLRAD4 ENST00000399848.3 low density lipoprotein receptor class A domain containing 4 314| 1 0 1 0 0frmo-miR-540-3p -0.01 -0.02|N/A
FAHD1 ENST00000427358.2 fumarylacetoacetate hydrolase domain containing 1 130| 1 0) 0) 1 0| ro-miR-540-3p -0.01 -0.16|N/A
IGF1 ENST00000337514.6 insulin-like growth factor 1 (somatomedin C) 19 1 0 1 0 1{mo-miR-540-3p -0.01 -0.18|N/A
NOL10 ENST00000345985.3 nucleolar protein 10 106] 1 0 1 0 0| rno-miR-540-3p -0.01 -0.02|N/A
PGAMI ENST00000334828.5 phosphoglycerate mutase 1 (brain) 927 1 0 1 0 0frmo-miR-540-3p -0.01 -0.22|N/A
EHD1 ENST00000320631.3 EH-domain containing 1 335 1 0 0 1 0frno-miR-540-3p -0.01 -0.07|N/A
RIMKLA ENST00000431473.3 ribosomal modification protein rimK-like family member A 100] 1 0 0 1 1{mo-miR-540-3p -0.01 -0.06|N/A
REPS1 ENST00000450536.2 RALBP1 associated Eps domain containing 1 725 1 1 0 0 0frno-miR-540-3p -0.01 -0.4|N/A
ZC3H14 ENST00000251038.5 zinc finger CCCH-type containing 14 395 1 0 0 1 1{mo-miR-540-3p -0.01 -0.18|N/A
SOCS7 ENST00000377233.1 suppressor of cytokine signaling 7 15 1 1 0 0 0fmo-miR-540-3p -0.01 -0.07|N/A
PI4K2A ENST00000370649.3 Phosphatidylinositol 4-kinase type 2-alpha; Uncharacterized protein 1489] 1 0 1 0 0frno-miR-540-3p -0.01 -0.26|N/A
ASPSCRI1 ENST00000306739.4 alveolar soft part sarcoma chromosome region, candidate 1 191 1 0 1 0 0fmo-miR-540-3p -0.01 -0.26|N/A
GDAP2 ENST00000369443.5 ganglioside induced differentiation associated protein 2 656| 2| 0 0 2 0frno-miR-540-3p -0.01 -0.31|N/A
ACTC1 ENST00000290378.4 actin, alpha, cardiac muscle 1 164] 1 1 0 0 0fmo-miR-540-3p -0.01 -0.25|N/A
RBMI12B ENST00000399300.2 RNA binding motif protein 12B 143 1 0 0 1 0[rno-miR-540-3p -0.01 -0.21{N/A
CDS2 ENST00000460006.1 CDP-diacylglycerol synthase (phosphatidate cytidy! )2 782 1 0 1 0 2| mo-miR-540-3p 20.01 -0.05|N/A
RHOF ENST00000267205.2 ras homolog family member F (in filopodia) 399 2| 1 0 1 0frno-miR-540-3p -0.01 -0.54|N/A
TPCN2 ENST00000294309.3 two pore segment channel 2 629 1 0 1 0 0fmo-miR-540-3p -0.01 -0.26|N/A
HTT ENST00000355072.5 huntingtin 73] 1 0 0 1 3|rno-miR-540-3p -0.01 -0.2|N/A
SULF2 ENST00000359930.4 sulfatase 2 103 1 0 1 0 0| rmo-miR-540-3p -0.01 -0.06|N/A
IPMK ENST00000373935.3 inositol polyphosphate multikinase 196| 1 0 0 1 0fmo-miR-540-3p -0.01 -0.1|N/A
ATP6VID ENST00000554236.1 ATPase, H+ transporting, lysosomal 34kDa, V1 subunit D 1271] 1 1 0 0 0frno-miR-540-3p -0.01 -0.56|N/A
TOX3 ENST00000407228.3 TOX high mobility group box family member 3 59 1 0 0 1 0fmo-miR-540-3p -0.01 -0.1|N/A
'WDR37 ENST00000358220.1 WD repeat domain 37 107 2 0 2 0 0| rno-miR-540-3p -0.01 -0.18|N/A
NAF1 ENST00000274054.2 nuclear assembly factor 1 ribonucleoprotein 1208 1 0 0 1 0fmo-miR-540-3p -0.01 -0.25|N/A
PLEKHO1 ENST00000369124.4 pleckstrin homology domain containing, family O member 1 144] 2 0 2 0 0fmo-miR-540-3p -0.01 -0.07|N/A
SMIM12 ENST00000521580.2 small integral membrane protein 12 1091} 1 0 1 0 0frno-miR-540-3p -0.01 -0.2|N/A
NR2F2 ENST00000394166.3 nuclear receptor subfamily 2, group F, member 2 4428 2 0 2 0 0fmo-miR-540-3p -0.01 -0.27|N/A
CWF19L2 ENST00000282251.5 CWF19-like 2, cell cycle control (S. pombe) 118 1 0 1 0 0| rno-miR-540-3p -0.01 -0.2|N/A
POP4 ENST00000221770.3 processing of precursor 4, ribonuclease P/MRP subunit (S. cerevisiae) 985 1 0 0 1 0fmo-miR-540-3p -0.01 -0.18|N/A
EHD4 ENST00000220325.4 EH-domain containing 4 515 1 0 1 0 0frno-miR-540-3p -0.01 -0.11(N/A
EBPL ENST00000378284.2 emopamil binding protein-like 155 1 0 0 1 0fmo-miR-540-3p -0.01 -0.2|N/A
TNIK ENST00000436636.2 TRAF2 and NCK interacting kinase 106) 3 2 1 0 0| rno-miR-540-3p -0.01 -0.17|N/A
MED28 ENST00000237380.7 mediator complex subunit 28 1483 2 0 1 1 1{mo-miR-540-3p -0.01 -0.4|N/A
ABCG1 ENST00000398457.2 ATP-binding cassette, sub-family G (WHITE), member 1 64 1 0] 0] 1 1| mo-miR-540-3p -0.01 -0.12|N/A
CD59 ENST00000395850.3 CD59 molecule, complement regulatory protein 19017| 1 0 0 1 0frno-miR-540-3p -0.01 -0.27|N/A
ABHD6 ENST00000295962.4 abhydrolase domain containing 6 289 1 0) 1 0) 1{rno-miR-540-3p -0.01 -0.13|N/A
ACVR2B ENST00000352511.4 activin A receptor, type 1B 21| 1 0 0 1 3| rno-miR-540-3p -0.01 -0.01|N/A
TCERG1 ENST00000296702.5 transcription elongation regulator 1 152] 1 0 1 0 1{mo-miR-540-3p -0.01 -0.2|N/A
MSX2 ENST00000239243.6 msh homeobox 2 316| 2| 1 1 [ 1| mo-miR-540-3p -0.01 -0.27|N/A
ClorfS0 ENST00000372525.5 chromosome 1 open reading frame 50 1217 1 0 1 0 1| rno-miR-540-3p -0.01 -0.26|N/A
PAK2 ENST00000327134.3 p21 protein (Cde42/Rac)-activated kinase 2 145 1 0 1 0 0fmo-miR-540-3p -0.01 -0.12|N/A
TRIM36 ENST00000282369.3 tripartite motif containing 36 85| 1 0 1 0 0frno-miR-540-3p -0.01 -0.09|N/A
CYorf114 ENST00000361256.5 chromosome 9 open reading frame 114 48| 1 0 1 0 0fmo-miR-540-3p -0.01 -0.2|N/A
TUSC2 ENST00000232496.4 tumor suppressor candidate 2 611 1 0 1 0 0| rno-miR-540-3p -0.01 -0.22|N/A
DGATI ENST00000332324.4 diacylglycerol O-ac: 1 3108] 1 0 0 1 0| rno-miR-540-3p -0.01 -0.18|N/A
ALG9 ENST00000531154.1 ALGY, alpha-1,2-manno: 586| 1 0] 1 [ 0] mo-miR-540-3p -0.01 -0.15|N/A
GPS1 ENST00000578552.1 G protein pathway suppressor 1 119 1 1 0 0 0frno-miR-540-3p -0.01 -0.46N/A
UBE2J1 ENST00000435041.2 ubiquitin-conjugating enzyme E2, J1 1318 1 0 0 1 1{mo-miR-540-3p 0 -0.3|N/A
METTLI ENST00000257848.7 methyltransferase like 1 285 1 0 1 0 0| rno-miR-540-3p 0 -0.24|N/A
SLC35C2 ENST00000372227.1 solute carrier family 35 (GDP-fucose transporter), member C2 910| 2 1 1 0 2| mo-miR-540-3p 0 -0.17|N/A
MTAP ENST00000380172.4 methylthioadenosine phosphorylase 1575 1 0 0 1 0fmo-miR-540-3p 0 -0.06|N/A
TBCID30 ENST00000542120.1 TBC1 domain family, member 30 153 1 0 0 1 0frno-miR-540-3p 0 -0.15|N/A
CASK ENST00000421587.2 calcium/calmodulin-dependent serine protein kinase (MAGUK family) 892 3 1 1 1 3| mo-miR-540-3p 0 -0.36|N/A
CNP ENST00000393892.3 2',3'cyclic nucleotide 3" phosphodi 399 1 0 1 0 0| rno-miR-540-3p 0 -0.13|N/A
CSTF2 ENST00000415585.2 cleavage stimulation factor, 3' pre-RNA, subunit 2, 64kDa 385 1 0 1 0 0fmo-miR-540-3p 0 -0.24|N/A
MONIB ENST00000248248.3 MONT secretory trafficking family member B 910| 1 0 0 1 0[mo-miR-540-3p 0 -0.16|N/A
SPRYD4 ENST00000338146.5 SPRY domain containing 4 1999 1 0 1 0 0[rno-miR-540-3p 0 -0.23|N/A
ISCA2 ENST00000554924.1 iron-sulfur cluster assembly 2 135 1 0 0 1 0[ mo-miR-540-3p 0 -0.13|N/A
HUNK ENST00000270112.2 hormonally up-regulated Neu-associated kinase 85| 1 0 1 0 0frno-miR-540-3p 0 ~0.08[N/A
Cl4orf2 ENST00000553430.1 chromosome 14 open reading frame 2 1228 1 0 1 0 0[ mo-miR-540-3p 0 -0.41|N/A
TSPAN14 ENST00000429989.3 tetraspanin 14 239 1 0] 0] 1 2| mo-miR-540-3p 0] -0.21|N/A
RGSYBP ENST00000334176.3 regulator of G protein signaling 9 binding protein 13 1 0 1 0 0frno-miR-540-3p 0 -0.07|N/A
TRMU ENST00000381019.3 tRNA 5-meth methyl-2-thiouridylate 150] 1 0] 0] 1 0] mo-miR-540-3p 0] -0.3|N/A
CDC37LI ENST00000381854.3 cell division cycle 37-like 1 280| 1 0] 0] 1 0] mo-miR-540-3p 0] -0.25|N/A
GNBIL ENST00000329517.6 guanine nucleotide binding protein (G protein), beta polypeptide 1-like 210| 1 0 0 1 1| ro-miR-540-3p 0 -0.18|N/A
RNF214 ENST00000530849.1 ring finger protein 214 271 1 0] 0] 1 0] mo-miR-540-3p 0] -0.14|N/A
CPD ENST00000225719.4 carboxypeptidase D 1766| 1 0 1 0 0f mo-miR-540-3p 0 -0.13|N/A
LIPC ENST00000433326.2 lipase, hepatic 1507 1 1 0 0 0| rno-miR-540-3p 0 -0.49|N/A
EIF2AK2 ENST00000233057.4 eukaryotic translation initiation factor 2-alpha kinase 2 292| 1 0 0 1 0[ mo-miR-540-3p 0 -0.24|N/A
VILI ENST00000248444.5 villin 1 390) 1 0 0 1 1{rno-miR-540-3p 0 -0.13|N/A
BCAS3 ENST00000589222.1 breast carcinoma amplified sequence 3 339 2| 0 1 1 1| ro-miR-540-3p 0 -0.19|N/A
TMEM231 ENST00000258173.6 t protein 231 243 1 0] 1 0] 0] mo-miR-540-3p 0] -0.15|N/A
ETVI ENST00000430479.1 ets variant 1 160] 1 0] 0] 1 0] mo-miR-540-3p 0] -0.12|N/A
MTHFR ENST00000376592.1 methylenetetrahydrofolate reductase (NAD(P)H) 207 2| 0 0 2 1| ro-miR-540-3p 0 -0.16|N/A
YMEILI ENST00000326799.3 YMEl-like 1 ATPase 477 1 0] 1 0] 0] mo-miR-540-3p 0] -0.24|N/A
MESP1 ENST00000300057.4 mesoderm posterior 1 homolog (mouse) 303 1 0 1 0 0frno-miR-540-3p 0 -0.23|N/A
THBS2 ENST00000366787.3 thrombospondin 2 372 1 1 0 0 0| rno-miR-540-3p 0 -0.12[N/A
FCHSD1 ENST00000435817.2 FCH and double SH3 domains 1 3064 1 0] 0] 1 2| mo-miR-540-3p 0] -0.1T|N/A
FUT10 ENST00000327671.5 fucosyltransferase 10 (alpha (1,3) fucosyltransferase) 124 2| 0 1 1 0frno-miR-540-3p 0 -0.2|N/A
TFBIM ENST00000367166.4 transcription factor B1, mitochondrial 304] 2| 1 0 1 0frno-miR-540-3p 0 -0.59|N/A
AHSA2 ENST00000394457.3 AHAL, activator of heat shock 90kDa protein ATPase homolog 2 (yeast) 820| 2| 0] 0] 2| 0] mo-miR-540-3p 0] -0.33|N/A
NEURL ENST00000369780.4 neuralized homolog (Drosophila) 164 1 1 0] 0] 0] mo-miR-540-3p 0 -0.03|N/A
SELIL ENST00000336735.4 sel-1 suppressor of lin-12-like (C. elegans) 12711 1 0 0 1 0frno-miR-540-3p 0 -0.15|N/A
TNFAIP§ ENST00000504771.2 tumor necrosis factor, alpha-induced protein 8 608 1 0 1 0 0fmo-miR-540-3p 0 -0.07|N/A
DRI ENST00000370272.4 down-regulator of transcription 1, TBP-binding (negative cofactor 2) 2994 1 0 0 1 1| mo-miR-540-3p 0 -0.23|N/A
FYTTDI ENST00000241502.4 forty-two-three domain containing 1 891 1 0 1 0 0fmo-miR-540-3p 0 -0.18|N/A
MPPE1 ENST00000588072.1 metallophosphoesterase 1 1134 1 1 0 0 0frno-miR-540-3p 0 -0.21|N/A
IL17RB ENST00000288167.3 interleukin 17 receptor B 573 1 0 0 1 0frno-miR-540-3p 0 -0.15|N/A
CTNNBLI ENST00000361383.6 catenin, beta like 1 206| 1 0] 0] 1 1] mo-miR-540-3p 0] -0.17|N/A
EEAI ENST00000322349.8 early endosome antigen 1 78 1 0 1 0 0[mo-miR-540-3p 0 -0.05|N/A




RBMI5B ENST00000323686.4 RNA binding motif protein 158 1925 1 0 1 0 0[rno-miR-540-3p 0 -0.07|N/A
E2F1 ENST00000343380.5 E2F transcription factor 1 479 1 0 0 1 0fmo-miR-540-3p 0 -0.3|N/A
TRDMTI ENST00000377799.3 tRNA aspartic acid methyl 1 248 1 0 1 0 0[rno-miR-540-3p 0 -0.07|N/A
CNOT2 ENST00000229195.3 CCR4-NOT transcription complex, subunit 2 1189 1 1 0] 0] 1] mo-miR-540-3p 0] -0.4|N/A
COMTDI ENST00000372538.3 catechol-O-methyltransferase domain containing 1 138 1 0 1 0 0frno-miR-540-3p 0 -0.13|N/A
TIGD2 ENST00000317005.2 tigger transposable element derived 2 132 1 0] 0] 1 0] mo-miR-540-3p 0] -0.17|N/A
SCCPDH ENST00000366510.3 saccharopine dehydrogenase (putative) 1752 1 0 1 0 0frno-miR-540-3p 0 -0.21|N/A
SLC38A7 ENST00000570101.1 solute carrier family 38, member 7 635 1 0] 0] 1 0] mo-miR-540-3p 0] -0.14|N/A
UBE2D2 ENST00000398733.3 ubiquitin-conjugating enzyme E2D 2 11458 1 0 0 1 0fmo-miR-540-3p 0 -0.26|N/A
COLI2A1 ENST00000322507.8 collagen, type XII, alpha 1 482) 1 0 0 1 1| mo-miR-540-3p 0 -0.01|N/A
CMCl1 ENST00000466830.1 COX assembly mitochondrial protein 1 homolog (S. cerevisiae) 1203 2 1 0 1 1{mo-miR-540-3p 0 -0.78|N/A
PAPOLA ENST00000557471.1 poly(A) polymerase alpha 1229 2 0 2 0 0| rno-miR-540-3p 0 -0.27|N/A
BID ENST00000317361.7 BH3 interacting domain death agonist 187 1 0 0 1 2| mo-miR-540-3p 0 -0.28|N/A
CBLLI ENST00000440859.3 Cbl proto-oncogene-like 1, E3 ubiquitin protein ligase 850) 1 0 1 0 0frno-miR-540-3p 0 -0.2[N/A
KCMF1L ENST00000409785.4 potassium channel modulatory factor 1 1285 1 0 0 1 0[rmo-miR-540-3p 0 -0.21|N/A
7BED4 ENST00000216268.5 zinc finger, BED-type containing 4 2276 1 0 1 0 1] mo-miR-540-3p 0 -0.23|N/A
CANDI ENST00000545606.1 cullin-associated and neddylation-dissociated 1 1568 1 0 1 0 0| rno-miR-540-3p 0 -0.14|N/A
PIGH ENST00000216452.4 phosphatidylinositol glycan anchor biosynthesis, class H 107 1 0 1 0 0frmo-miR-540-3p 0 -0.15|N/A
DPM1 ENST00000371588.5 dolichyl-phosphate mannosyltransferase polypeptide 1, catalytic subunit 1124 1 0 1 0 0| rno-miR-540-3p 0 -0.2|N/A
ATG2B ENST00000359933.4 autophagy related 2B 146| 1 1 0 0 1{mo-miR-540-3p 0 -0.04|N/A
PSKH1 ENST00000291041.5 protein serine kinase H1 699 1 0 1 0 0| rno-miR-540-3p 0 -0.29|N/A
ACP6 ENST00000369238.6 acid phosphatase 6, lysophosphatidic 657| 2 1 1 0 3| mo-miR-540-3p 0 -0.26|N/A
LRIG3 ENST00000379141.4 leucine-rich repeats and immunoglobulin-like domains 3 366) 1 0 1 0 0| rno-miR-540-3p 0 -0.03|N/A
USP38 ENST00000307017.4 ubiquitin specific peptidase 38 419 1 0 0 1 1{mo-miR-540-3p 0 -0.02|N/A
CUEDC2 ENST00000369937.4 CUE domain containing 2 2239 1 1 0 0 0frno-miR-540-3p 0 -0.58N/A
PTGS1 ENST00000362012.2 pIC land doperoxide synthase 1 (prostaglandin G/H synthase and cyclooxygenase) 399 1 0 1 0 0| rno-miR-540-3p 0 -0.04|N/A
CNBP ENST00000502976.1 CCHC-type zinc finger, nucleic acid binding protein 2257 1 0 1 0 0frmo-miR-540-3p 0 -0.25|N/A
IP6K1 ENST00000468463.1 inositol hexakisphosphate kinase 1 406| 1 0 1 0 1] mo-miR-540-3p 0 -0.1|N/A
TPD52 ENST00000379096.5 tumor protein D52 4585 1 1 0 0 1{mo-miR-540-3p 0 -0.36|N/A
NEK9 ENST00000238616.5 NIMA-related kinase 9 733 2 0 1 1 1{mo-miR-540-3p 0 -0.27|N/A
TRAPPC4 ENST00000533632.1 trafficking protein particle complex 4 649 1 0 1 0 0frmo-miR-540-3p 0 -0.23|N/A
HSPHI ENST00000320027.5 heat shock 105kDa/110kDa protein 1 4109 1 0 1 0 0| rno-miR-540-3p 0 -0.21|N/A
ATGS ENST00000360666.4 autophagy related 5 1078 2 0 1 1 0frmo-miR-540-3p 0 -0.39|N/A
HSPA2 ENST00000394709.1 heat shock 70kDa protein 2 600) 2) 0 2 0 0| rno-miR-540-3p 0 -0.15|N/A
CYP2B6 ENST00000324071.4 cytochrome P450, family 2, subfamily B, polypeptide 6 5 1 1 0 0 0fmo-miR-540-3p 0 -1.1I9|N/A
NLE1L ENST00000586869.1 notchless homolog 1 (Drosophila) 526 1 0 1 0 0frno-miR-540-3p 0 -0.16|N/A
PHF2IA ENST00000257821.4 PHD finger protein 21A 301 1 0 0 1 0fmo-miR-540-3p 0 -0.02|N/A
SIK2 ENST00000304987.3 salt-inducible kinase 2 378 1 0 0 1 2| mo-miR-540-3p 0 -0.01|N/A
RABIS ENST00000356940.6 RABI8, member RAS oncogene family 1410 1 0 0 1 0frno-miR-540-3p 0 -0.17|N/A
BRD7 ENST00000394688.3 bromodomain containing 7 349 1 0 0 1 0fmo-miR-540-3p 0 -0.06|N/A
EIF2B2 ENST00000266126.5 eukaryotic translation initiation factor 2B, subunit 2 beta, 39kDa 1210 1 0 1 0 0frno-miR-540-3p 0 -0.17|N/A
PPP6R2 ENST00000359139.3 protein phosphatase 6, regulatory subunit 2 1255 1 0 1 0 0fmo-miR-540-3p 0 -0.29|N/A
ANKH ENST00000284268.6 ANKH inorganic pyrophosphate transport regulator 70| 1 0 0 1 0frno-miR-540-3p 0 -0.07|N/A
COCH ENST00000396618.3 cochlin 630) 1 0 1 0 0| rmo-miR-540-3p 0 -0.16|N/A
FSTL1 ENST00000295633.3 follistatin-like 1 6788 1 0 0 1 0| rno-miR-540-3p 0 -0.18|N/A
INTS12 ENST00000394735.1 integrator complex subunit 12 237 1 0 0 1 0fmo-miR-540-3p 0 -0.22|N/A
POP1 ENST00000401707.2 processing of precursor 1, ribonuclease P/MRP subunit (S. cerevisiae) 499 1 0 0 1 0frno-miR-540-3p 0 -0.14|N/A
ARHGEF1 ENST00000347545.4 Rho guanine nucleotide exchange factor (GEF) 1 392 1 0 1 0 0fmo-miR-540-3p 0 -0.08|N/A
NTPCR ENST00000366628.5 nucleoside-triphosphatase, cancer-related 2755 1 0 1 0 1{mo-miR-540-3p 0 -0.08|N/A
Cl6orf72 ENST00000327827.7 chromosome 16 open reading frame 72 379 1 0 1 0 0frno-miR-540-3p 0 -0.09|N/A
ARIH2 ENST00000356401.4 ariadne RBR E3 ubiquitin protein ligase 2 938 1 0 0 1 1{mo-miR-540-3p 0 -0.24|N/A
STX7 ENST00000367941.2 syntaxin 7 1395 1 0 0 1 0| rno-miR-540-3p 0 -0.13|N/A
FAM98B ENST00000397609.2 family with sequence similarity 98, member B 850| 1 1 0 0 0fmo-miR-540-3p 0 -0.21|N/A
ERCC1 ENST00000300853.3 excision repair cross-complementing rodent repair deficiency, complementation group 1 2024 1 1 0 0 1| rmo-miR-540-3p 0 20.57|N/A
(includes overlapping antisense sequence)
SHB ENST00000377707.3 Src homology 2 domain containing adaptor protein B 1436 1 0 0 1 0frno-miR-540-3p 0 -0.03|N/A
RP11-210M15.2 ENST00000559008.1 Uncharacterized protein 5 3 1 0 2 0fmo-miR-540-3p 0 -0.78|N/A
Cl50rf61 ENST00000342683.4 chromosome 15 open reading frame 61 40111 1 0 0 1 0frno-miR-540-3p 0 -0.23|N/A
PLXNA3 ENST00000369682.3 plexin A3 2992 1 0 0 1 0| rmo-miR-540-3p 0 -0.09|N/A
HEATRSA ENST00000389961.3 HEAT repeat containing SA 367 1 0 0) 1 0| rno-miR-540-3p 0 -0.13|N/A
LRIT2 ENST00000372113.4 leucine-rich repeat, immunoglobulin-like and transmembrane domains 2 5 1 1 0 0 0frno-miR-540-3p 0 -0.69|N/A
INTS7 ENST00000366994.3 integrator complex subunit 7 431 1 0) 0) 1 0| rno-miR-540-3p 0 -0.12|N/A
CCNG2 ENST00000316355.5 cyclin G2 1056| 1 0 1 0 0| rno-miR-540-3p 0 -0.09|N/A
EPB41L1 ENST00000441639.1 erythrocyte membrane protein band 4.1-like 1 369 1 0 1 0 1{mo-miR-540-3p 0 -0.07|N/A
ACSF2 ENST00000427954.2 acyl-CoA synthetase family member 2 1502 1 0 1 0 0fmo-miR-540-3p 0 -0.23|N/A
SIPAT ENST00000534313.1 signal-induced proliferation-associated 1 424] 1 0 1 0 1| rno-miR-540-3p 0 -0.05|N/A
EIF5 ENST00000216554.3 eukaryotic translation initiation factor 5 970| 1 0 0 1 0fmo-miR-540-3p 0 -0.02|N/A
TMISF2 ENST00000376387.4 t | 9 superfamily member 2 5046 1 0 0 1 0| rno-miR-540-3p 0 -0.17|N/A
SLC25A11 ENST00000225665.7 solute carrier family 25 (mitochondrial carrier; oxoglutarate carrier), member 11 1867 1 0 0 1 1{mo-miR-540-3p 0 -0.13|N/A
CADMI1 ENST00000452722.3 cell adhesion molecule 1 676| 1 0 0 1 1| rno-miR-540-3p 0 -0.08|N/A
EEFIG ENST00000329251.4 cukaryotic translation elongation factor 1 gamma 1739 1 0) 0) 1 0fmo-miR-540-3p 0 -0.23|N/A
PI4K2B ENST00000264864.6 phosphatidylinositol 4-kinase type 2 beta 931 1 1 0 0 0frno-miR-540-3p 0 -0.27|N/A
TNFRSFIA ENST00000162749.2 tumor necrosis factor receptor superfamily, member 1A 1693 1 0 1 0 0frno-miR-540-3p 0 -0.31|N/A
SLC8AL ENST00000406785.2 solute carrier family 8 (sodium/calcium exchanger), member 1 6l] 1 0 0 1 0fmo-miR-540-3p 0 -0.01|N/A
NLN ENST00000380985.5 neurolysin (metallopeptidase M3 family) 885 1 0 1 0 1| rno-miR-540-3p 0 -0.15|N/A
ZNRF2 ENST00000323037.4 zinc and ring finger 2 403 1 0] 1 [ 1| mo-miR-540-3p 0] -0.03|N/A
ABCF3 ENST00000429586.2 ATP-binding cassette, sub-family F (GCN20), member 3 T10| 1 0 1 0 0frno-miR-540-3p 0 -0.02|N/A
DUSP6 ENST00000279488.7 dual specificity phosphatase 6 1056 1 0 0 1 0frno-miR-540-3p 0 -0.14|N/A
EBF4 ENST00000380648.4 early B-cell factor 4 1194 3 1 2| [ 1| mo-miR-540-3p 0] -0.65|N/A
ATG7 ENST00000354449.3 autophagy related 7 1467 1 0 1 0 0frno-miR-540-3p 0 -0.06|N/A
HSF2 ENST00000452194.1 heat shock transcription factor 2 1073 1 0) 1 0) 0fmo-miR-540-3p 0 -0.28|N/A
FMO3 ENST00000367755.4 flavin containing monooxygenase 3 5 1 0 1 0 1| ro-miR-540-3p 0 -0.33|N/A
SEC14L4 ENST00000381982.3 SECl14-like 4 (S. cerevisiae) 5| 1 0] 0] 1 1| mo-miR-540-3p 0] -0.35|N/A
PHIP ENST00000275034.4 pleckstrin homology domain interacting protein 668 1 0 0 1 0frno-miR-540-3p 0 -0.08|N/A
LMF2 ENST00000380796.3 lipase maturation factor 2 1375 1 0 0 1 0frno-miR-540-3p 0 -0.11|N/A
G6PC2 ENST00000421979.1 glucose-6-phosphatase, catalytic, 2 5 1 0 0 1 1{mo-miR-540-3p 0 -0.32|N/A
TCF23 ENST00000296096.5 transcription factor 23 5 2| 0 1 1 0frno-miR-540-3p 0 -0.33|N/A
RRAGD ENST00000369415.4 Ras-related GTP binding D 644 1 0] 1 0] 0] mo-miR-540-3p 0] -0.02|N/A
COLECI0 ENST00000! 43.2 collectin sub-family member 10 (C-type lectin) 5 1 1 0 0 1{ mo-miR-540-3p 0 -0.25|N/A
VWA2 ENST00000392982.3 von Willebrand factor A domain containing 2 5 1 1 0 0 0frno-miR-540-3p 0 -0.26|N/A
CCDC6 ENST00000263102.6 coiled-coil domain containing 6 193] 1 0] 1 0] 0] mo-miR-540-3p 0] -0.02|N/A
Cl4orf105 ENST00000216445.3 chromosome 14 open reading frame 105 5 1 0 1 0 0fmo-miR-540-3p 0 -0.26|N/A
GNB2L1 ENST00000514455.1 guanine nucleotide binding protein (G protein), beta polypeptide 2-like 1 1980 1 0 0 1 1| ro-miR-540-3p 0 -0.38|N/A
CLECI2B ENST00000338896.5 C-type lectin domain family 12, member B 5 1 0 1 0 0[ mo-miR-540-3p 0 -0.26|N/A
FAM203B ENST00000377406.4 family with sequence similarity 203, member B 5 1 1 0 0 0frno-miR-540-3p 0 -0.29|N/A
WISP1 ENST00000517423.1 WNTI inducible signaling pathway protein 1 5 1 0 0 1 4{rmo-miR-540-3p 0 -0.28|N/A
ADAM7 ENST00000175238.6 ADAM metallopeptidase domain 7 5 1 0 1 0 0[ mo-miR-540-3p 0 -0.27|N/A
CRIPT ENST00000238892.3 cysteine-rich PDZ-binding protein 1213 1 0 1 0 0frno-miR-540-3p 0 -0.31|N/A
HBSIL ENST00000367837.5 HBS1-like (S. cerevisiac) 2367, 1 0 0 1 0[rno-miR-540-3p 0 -0.21[N/A
PMPCB ENST00000249269.4 peptidase (mitochondrial processing) beta 653 1 0 0 1 0[ mo-miR-540-3p 0 -0.17|N/A
MAL ENST00000309988.4 mal, T-cell differentiation protein 5 1 0 1 0 0frno-miR-540-3p 0 -0.21|N/A
MB ENST00000401702.1 myoglobin 5 1 0 1 0 4| rmo-miR-540-3p 0 -0.2|N/A
KLHL36 ENST00000564996.1 kelch-like family member 36 483 1 0] 1 0] 0] mo-miR-540-3p 0] -0.06|N/A
SLC2A9 ENST00000264784.3 solute carrier family 2 (facilitated glucose transporter), member 9 5 1 0 0 1 1| ro-miR-540-3p 0 -0.23|N/A
HSPA14 ENST00000378372.3 heat shock 70kDa protein 14 1017 1 0 1 0 0frno-miR-540-3p 0 -0.28|N/A
P2RX7 ENST00000328963.5 purinergic receptor P2X, ligand-gated ion channel, 7 5 1 0 0 1 1{mo-miR-540-3p 0 -0.21|N/A
D1 ENST00000376105.3 inhibitor of DNA binding 1, dominant negative helix-loop-helix protein 7992 1 1 0 0 0frno-miR-540-3p 0 -0.37|N/A
UGT2A1 ENST00000514019.1 UDP glucuronc 2 family, polypeptide Al, complex locus 5 1 1 0 0 0frno-miR-540-3p 0 -0.2|N/A
SOSTDC1 ENST00000307068.4 sclerostin domain containing 1 5 1 0 0 1 1{mo-miR-540-3p 0 -0.19|N/A
MCMBP ENST00000360003.3 minichromosome mai complex binding protein 1411] 1 0 0 1 0frno-miR-540-3p 0 -0.14|N/A
TMEM72 ENST00000544540.1 t protein 72 S 1 0] 0] 1 1| mo-miR-540-3p 0] -0.2|N/A
VTAL ENST00000367630.4 vesicle (multivesicular body) trafficking 1 1424 1 0 0 1 0fmo-miR-540-3p 0 -0.04|N/A
FAM69C ENST00000400291.2 family with sequence similarity 69, member C 5 2| 0 0 2 0frno-miR-540-3p 0 -0.19|N/A
SLC22A18AS ENST00000533594.1 solute carrier family 22 (organic cation transporter), member 18 antisense S 1 0] 1 0] 1| mo-miR-540-3p 0] -0.23|N/A
TRIMSS ENST00000276573.7 tripartite motif containing 55 5 1 0 0 1 1{rmo-miR-540-3p 0 -0.23|N/A
RRAGC ENST00000373001.3 Ras-related GTP binding C 1062 1 0 1 0 0[rno-miR-540-3p 0 -0.11|N/A
CCR7 ENST00000246657.2 chemokine (C-C motif) receptor 7 5 2| 0] 1 1 2| mo-miR-540-3p 0] -0.17|N/A
GPR22 ENST00000304402.4 G protein-coupled receptor 22 5 1 0 1 0 0frno-miR-540-3p 0 -0.17|N/A
MBL2 ENST00000373968.3 mannose-binding lectin (protein C) 2, soluble 5| 1 0 1 0 0[ mo-miR-540-3p 0 -0.17|N/A




MOBP ENST00000420739.1 myelin-associated oligodendrocyte basic protein 5 1 0] 1 0] 1] mo-miR-540-3p 0] -0.17]N/A
LIMDI ENST00000273317.4 LIM domains containing 1 1092 1 0 1 0 0] mo-miR-540-3p 0 -0.07|N/A
TRDN ENST00000398178.3 triadin S 1 0 1 0 0] rno-miR-540-3p 0 -0.15|N/A
VGLL2 ENST00000352536.3 vestigial like 2 (Drosophila) 5 1 0 1 0 0] mo-miR-540-3p 0 -0.16|N/A
9 ENST00000218099.2 coagulation factor IX 5 1 0) 0 1 1{ mo-miR-540-3p 0 -0.17|N/A
KIAA1462 ENST00000375377.1 KIAA1462 360 1 0 1 0 0] mo-miR-540-3p 0 -0.02|N/A
RCL1 ENST00000381750.4 RNA terminal phosphate cyclase-like 1 203] 1 0) 1 0 0f rmo-miR-540-3p 0 -0.02|N/A
AKRIDI ENST00000432161.1 aldo-keto reductase family 1, member D1 5 1 0 0 1 0] mo-miR-540-3p 0 -0.16|N/A
PCK1 ENST00000319441.4 phosphoenolpyruvate carboxykinase 1 (soluble) 5 1 0) 0 1 0f rmo-miR-540-3p 0 -0.16|N/A
C2orf72 ENST00000373640.4 chromosome 2 open reading frame 72 3885 2 0 2 0 0] mo-miR-540-3p 0 -0.22|N/A
GATSL2 ENST00000426327.3 GATS protein-like 2 S 1 0 0 1 3| mo-miR-540-3p 0 -0.16|N/A
NLRP6 ENST00000534750.1 NLR family, pyrin domain containing 6 5 1 0) 1 0 0f mo-miR-540-3p 0 -0.14|N/A
LDLRADI ENST00000371362.3 low density lipoprotein receptor class A domain containing 1 5 1 0 1 0 0] mo-miR-540-3p 0 -0.19]|N/A
SH3BP5 ENST00000383791.3 SH3-domain binding protein 5 (BTK-associated) 289 2| 0] 0 2 0f mo-miR-540-3p 0 -0.27|N/A
MEIS3 ENST00000559524.1 Meis homeobox 3 29 1 1 0 0 0] mo-miR-540-3p 0 -0.56|N/A
PKHDILI ENST00000378402.5 polycystic kidney and hepatic disease 1 (autosomal recessive)-like 1 8] 1 1 0 0 0f mo-miR-540-3p 0 -0.19|N/A
TIMD4 ENST00000274532.2 T-cell immunoglobulin and mucin domain containing 4 10] 1 0 0 1 0] mo-miR-540-3p 0 -0.26|N/A
G6PC ENST00000253801.2 glucose-6-phosphatase, catalytic subunit 5 1 0) 0 1 0f mo-miR-540-3p 0 -0.13|N/A
GABRP ENST00000519385.1 gamma-aminobutyric acid (GABA) A receptor, pi 5 1 0 0 1 0] mo-miR-540-3p 0 -0.13|N/A
TG ENST00000519543.1 thyroglobulin 5 1 0) 1 0 1{ mo-miR-540-3p 0 -0.1|{N/A
AP2S1 ENST00000352203.4 adaptor-related protein complex 2, sigma 1 subunit 6309 1 0 1 0 0] mo-miR-540-3p 0 -0.2|N/A
VMPI ENST00000262291.4 vacuole membrane protein 1 2505 2 1 0 1 0] mo-miR-540-3p 0 -0.69|N/A
CYTIP ENST00000264192.3 cytohesin 1 interacting protein 8] 1 0) 1 0 0f mo-miR-540-3p 0 -0.14|N/A
EPS8 ENST00000543523.1 epidermal growth factor receptor pathway substrate 8 2643 1 0 0 1 0] o-miR-540-3p 0 -0.12]N/A
TMEMI115 ENST00000266025.3 protein 115 1346| 1 0 0 1 0] rno-miR-540-3p 0 -0.14|N/A
GPI ENST00000415930.3 glucose-6-phosphate isomerase 8230) 1 0 1 0 0] mo-miR-540-3p 0 -0.31|N/A
ZBTB20 ENST00000462705.1 zinc finger and BTB domain containing 20 5 4 2| 1 1 1{ mo-miR-540-3p 0 -0.12|N/A
CACNG2 ENST00000300105.6 calcium channel, voltage-dependent, gamma subunit 2 5 1 0 0 1 1| mo-miR-540-3p 0 -0.09|N/A
ZMAT4 ENST00000315769.7 zinc finger, matrin-type 4 5 1 0) 0 1 0f rmo-miR-540-3p 0 -0.09|N/A
SPECCIL ENST00000314328.9 sperm antigen with calponin homology and coiled-coil domains 1-like 3720| 1 0) 1 0 0 rno-miR-540-3p 0 -0.04|N/A
MAPK10 ENST00000395169.3 mitogen-activated protein kinase 10 5 1 0] 0 1 0f mo-miR-540-3p 0 -0.12|N/A
SND1 ENST00000354725.3 staphylococcal nuclease and tudor domain containing 1 7201 1 0) 1 0 1{ro-miR-540-3p 0 -0.12|N/A
ATP9A ENST00000311637.5 ATPase, class II, type 9A 1511 1 0] 1 0 0f mo-miR-540-3p 0 -0.02|N/A
SMIM4 ENST00000477703.1 small integral membrane protein 4 2669 1 0) 1 0 0| ro-miR-540-3p 0 -0.13|N/A
LHPP ENST00000368839.1 phospholysine phosphohistidine inorganic pyrophosphate phosphatase 2365 1 0 1 0 0| rno-miR-540-3p 0 -0.09|N/A
LUCTL3 ENST00000505658.1 LUCT-like 3 (S. cerevisiae) 2970| 1 0 0 1 0] ro-miR-540-3p 0 0.1|N/A
SCNIA ENST00000423058.2 sodium channel, voltage-gated, type I, alpha subunit 21 2| 1 0 1 0f mo-miR-540-3p 0 -0.36|N/A
GFAP ENST00000386793.1 glial fibrillary acidic protein 5 1 0] 1 0 0f mo-miR-540-3p 0 -0.1{N/A
DHX30 ENST00000446256.2 DEAH (Asp-Glu-Ala-His) box helicase 30 252 1 0 0 1 0] ro-miR-540-3p 0 -0.08|N/A
X»ra_y_repalr complementing defective repair in Chinese hamster cells 5 (double-strand-break
XRCCS ENST00000392133.3 rejoining) 14802 1 0 0 1 3| mo-miR-540-3p 0 -0.12|N/A
LETM2 ENST00000297720.5 leucine zipper-EF-hand containin; brane protein 2 9 1 0) 0 1 0 rno-miR-540-3p 0 -0.17|N/A
TABI ENST00000216160.6 TGF-beta activated kinase 1/MAP3K7 binding protein 1 577 1 0) 1 0 0f rno-miR-540-3p 0 -0.02|N/A
VCAM1 ENST00000347652.2 vascular cell adhesion molecule 1 33 1 0] 0 1 0f mo-miR-540-3p 0 -0.19|N/A
UBE2QL1 ENST00000399816.3 ubiquitin-conjugating enzyme E2Q family-like 1 10| 1 0) 1 0 0f rno-miR-540-3p 0 -0.14|N/A
C8A ENST00000361249.3 complement component 8, alpha polypeptide 5 1 0] 0 1 0f mo-miR-540-3p 0 -0.06|N/A
SLC16A3 ENST00000581287.1 solute carrier family 16 (monocarboxylate transporter), member 3 16333] 1 0) 1 0 0f rno-miR-540-3p 0 -0.08|N/A
STX16 ENST00000355957.5 syntaxin 16 756)| 1 0] 0 1 0f mo-miR-540-3p 0 -0.05|N/A
KLHL38 ENST00000325995.7 kelch-like family member 38 13 1 0 1 0 0] ro-miR-540-3p 0 -0.18|N/A
DACT3 ENST00000300875.4 dishevelled-binding antagonist of beta-catenin 3 59 2| 0] 1 1 0f mo-miR-540-3p 0 -0.39|N/A
CISD2 ENST00000273986.4 CDGSH iron sulfur domain 2 13 1 0 1 0 0] ro-miR-540-3p 0 -0.17|N/A
PSTPIP1 ENST00000558012.1 proline-serine-threonine phosphatase interacting protein 1 19 1 1 0 0 0 rno-miR-540-3p 0 -0.13|N/A
DNAJBI ENST00000254322.2 DnaJ (Hsp40) homolog, subfamily B, member 1 29| 1 1 0) 0 0f mo-miR-540-3p 0 -0.26|N/A
ADMS ENST00000420022.3 adrenomedullin 5 (putative) 200 1 0 1 0 0] ro-miR-540-3p 0 -0.62|N/A
SSTR2 ENST00000315332.2 somatostatin receptor 2 21 2| 0] 2 0 0f mo-miR-540-3p 0 -0.26|N/A
ALDOA ENST00000569798.1 aldolase A, fructose-bisphosphate 21644 1 1 0 0 0f rno-miR-540-3p 0 -0.66|N/A
ITIHS ENST00000446830.2 inter-alpha-trypsin inhibitor heavy chain family, member 5 4 1 0) 1 0 0f rno-miR-540-3p 0 -0.02|N/A
SHMT1 ENST00000316694.3 serine hydroxymethyltransferase 1 (soluble) 3432 2| 1 0 1 0f mo-miR-540-3p 0 -0.19|N/A
COL23A1 ENST00000390654.3 collagen, type XXIII, alpha 1 15 1 0 1 0 0] rno-miR-540-3p 0 -0.08|N/A
BTG3 ENST00000339775.6 BTG family, member 3 3656 1 0] 0] 1 0] ro-miR-540-3p 0] -0.17|N/A
TGFBR2 ENST00000359013.4 transforming growth factor, beta receptor II (70/80kDa) 216@ 1 0) 1 0 0f rno-miR-540-3p 0 -0.02|N/A
NKX2-1 ENST00000354822.5 NK2 homeobox 1 9‘ 1 0] 1 0] 0] ro-miR-540-3p 0] -0.09|N/A
GDF2 ENST00000249598.1 growth differentiation factor 2 jl 1 0| 1 0 0| mo-miR-540-3p 0 -0.07|N/A
LUCTL ENST00000337351.4 LUCT-like (S. cerevisiae) 898 2) 1 0 1 0] rno-miR-540-3p 0 -0.77|N/A
QSOX1 ENST00000367602.3 quiescin Q6 sulfhydryl oxidase 1 9246 1 0| 1 0 1| mo-miR-540-3p 0 -0.04|N/A
ATG2A ENST00000421419.2 autophagy related 2A 3795 2 0 2 0 0] rno-miR-540-3p 0 -0.04|N/A
NNMT ENST00000535401.1 nicotinamide N-methyltransferase 522 1 1 0 0 0f mo-miR-540-3p 0 -0.27|N/A
ZNF277 ENST00000361822.3 zinc finger protein 277 286)| 1 1 0 0 0f rno-miR-540-3p 0 -0.36|N/A
COX6B2 ENST00000590900.1 cytochrome ¢ oxidase subunit VIb polypeptide 2 (testis) 5 1 1 0) 0 0f mo-miR-540-3p 0 -0.57|N/A
RNF149 ENST00000295317.3 ring finger protein 149 318] 1 0| 1 0] 0| rmo-miR-540-3p 0] -0.17|N/A
SEC23IP ENST00000369075.3 SEC23 interacting protein 765 1 0 1 0 0] ro-miR-540-3p 0 -0.1|N/A
NDNF ENST00000379692.4 neuron-derived neurotrophic factor 51 1 0| 1 0 0f mo-miR-540-3p 0 -0.07|N/A
TIMELESS ENST00000229201.4 timeless circadian clock 3085) 1 0 1 0 0] ro-miR-540-3p 0 -0.05|N/A
GPM6A ENST00000280187.7 glycoprotein MO6A 335 1 0] 1 0] 0] ro-miR-540-3p 0] -0.18|N/A
DOCK7 ENST00000251157.5 dedicator of cytokinesis 7 [ 1 0] 1 0 0f mo-miR-540-3p 0 -0.12|N/A
ALS2CL ENST00000318962.4 ALS2 C-terminal like 201 1 0 0 1 0] ro-miR-540-3p 0 -0.2|N/A
SDC2 ENST00000302190.4 syndecan 2 T74| 1 1 0] 0] 0] ro-miR-540-3p 0] -0.27|N/A
ANGPTL3 ENST00000371129.3 angiopoietin-like 3 59 1 0 0 1 0] ro-miR-540-3p 0 -0.14|N/A
RNFI87 ENST00000305943.7 ring finger protein 187 13589 1 0] 0] 1 0] ro-miR-540-3p 0] -0.17|N/A
SERPINA3 ENST00000393080.4 serpin peptidase inhibitor, clade A (alpha-1 antiproteinase, antitrypsin), member 3 104] 2| 0) 1 1 1[mo-miR-540-3p 0 -0.39|N/A
SOBP ENST00000317357.5 sine oculis binding protein homolog (Drosophila) 22| 1 1 0 0 0f mo-miR-540-3p 0 -0.08|N/A
PON3 ENST00000265627.5 paraoxonase 3 174 1 0 1 0 0] ro-miR-540-3p 0 -0.27|N/A
ZC2HCIC ENST00000238686.8 zinc finger, C2HC-type containing 1C 48] 1 0) 0 1 0f rno-miR-540-3p 0 -0.12|N/A
SDHC ENST00000367975.2 succinate dehydrogenase complex, subunit C, integral membrane protein, 15kDa 172| 1 0) 0 1 0f ro-miR-540-3p 0 -0.18|N/A
FUCA2 ENST00000002165.6 fucosidase, alpha-L- 2, plasma 1024 1 1 0 0 0f rno-miR-540-3p 0 -0.4|N/A
TLR4 ENST00000355622.6 toll-like receptor 4 47 1 0] 0] 1 0] mo-miR-540-3p 0] -0.2|N/A
ANKFY1 ENST00000341657.4 ankyrin repeat and FYVE domain containing 1 96# 1 0) 0 1 0f rmo-miR-540-3p 0 -0.1|N/A
SF1 ENST00000377390.3 splicing factor 1 17473 1 0 1 0 0] rno-miR-540-3p 0 -0.02|N/A
LIPG ENST00000261292.4 lipase, endothelial 40 1 0] 1 0] 0] mo-miR-540-3p 0] -0.08|N/A
CACNAIC ENST00000399655.1 calcium channel, voltage-dependent, L type, alpha 1C subunit 69 1 1 0] 0] 0 mo-miR-540-3p 0] -0.03|N/A
CACNAID ENST00000288139.4 calcium channel, voltage-dependent, L type, alpha 1D subunit 5 1 0) 1 0 0f rno-miR-540-3p 0 -0.02|N/A
CCDC132 ENST00000305866.5 coiled-coil domain containing 132 201 1 0) 1 0 0f ro-miR-540-3p 0 -0.08| N/A
CIRHIA ENST00000314423.7 cirrhosis, autosomal recessive 1A (cirhin) 1015} 1 0| 1 0 0| o-miR-540-3p 0 -0.22|N/A
SC5D ENST00000264027.4 sterol-C5-desaturase 1299 1 0] 1 0] 0] mo-miR-540-3p 0] -0.23|N/A
TRIM44 ENST00000299413.5 tripartite motif containing 44 4203 2| 0) 1 1 4{mo-miR-540-3p 0 -0.22|N/A
NAA38 ENST00000249299.2 N(alpha)-acetyltransferase 38, NatC auxiliary subunit 458 1 1 0) 0 0f rno-miR-540-3p 0 -0.39|N/A
FAMI15A ENST00000355951.2 family with sequence similarity 115, member A 5 p) 0) 1 1 0f rno-miR-540-3p 0 -0.21|N/A
UCHL3 ENST00000377595.3 ubiquitin carboxyl-terminal esterase L3 (ubiquitin thiolesterase) 2830 1 0) 0 1 0f ro-miR-540-3p 0 -0.18|N/A
TCN2 ENST00000215838.3 transcobalamin IT 132 1 0 1 0 0] rno-miR-540-3p 0 -0.1|N/A
PDLIM3 ENST00000284770.5 PDZ and LIM domain 3 58] 1 0] 1 0] 0] mo-miR-540-3p 0] -0.07|N/A
LRRTM3 ENST00000361320.4 leucine rich repeat transmembrane neuronal 3 S 1 0] 1 0] 0] mo-miR-540-3p 0] -0.02|N/A
EMC3 ENST00000245046.2 ER membrane protein complex subunit 3 4423 1 1 0 0 0| o-miR-540-3p 0 -0.3|N/A
FZD8 ENST00000374694.1 frizzled family receptor 8 791 1 0] 0] 1 0 mo-miR-540-3p 0] -0.01]N/A
NETOI ENST00000327305.6 neuropilin (NRP) and tolloid (TLL)-like 1 5 1 0] 0] 1 1] mo-miR-540-3p 0] -0.24|N/A
PPAP2B ENST00000371250.3 phosphatidic acid phosphatase type 2B 81 1 0) 0 1 0f rno-miR-540-3p 0 -0.15|N/A




IFLTD1 ENST00000445693.1 filament tail domain containing 1 5 1 0] 0] 1 0] mo-miR-540-3p 0] -0.17|N/A
SNX17 ENST00000233575.2 sorting nexin 17 479 1 0 0 1 0] rno-miR-540-3p 0 -0.11]N/A
WTI1 ENST00000379079.2 Wilms tumor 1 29 1 0 0 1 0] rno-miR-540-3p 0 -0.11]N/A
1QSEC2 ENST00000375365.2 1Q motif and Sec7 domain 2 5 1 0 1 0 0] mo-miR-540-3p 0 -0.02|N/A
SH3TC2 ENST00000502274.1 SH3 domain and tetratricopeptide repeats 2 31 1 0 1 0 0] o-miR-540-3p 0 -0.02|N/A
APTX ENST00000436040.2 aprataxin 310| 1 1 0 0 0f mo-miR-540-3p 0 -0.31|N/A
ILITRA ENST00000319363.6 interleukin 17 receptor A 685 1 0 0 1 0] mo-miR-540-3p 0 -0.18|N/A
KCNK35 ENST00000359534.3 potassium channel, subfamily K, member 5 143] 1 0) 1 0 0f rmo-miR-540-3p 0 -0.03|N/A
GHR ENST00000230882.4 growth hormone receptor 102 1 0 0 1 0] mo-miR-540-3p 0 -0.09|N/A
POLD4 ENST00000312419.3 polymerase (DNA-directed), delta 4, accessory subunit 6724 1 0 1 0 0] o-miR-540-3p 0 -0.27|N/A
ZFP57 ENST00000488757.1 ZFP57 zinc finger protein 8| 1* 0) 0 0 0f mo-miR-540-3p N/A N/A N/A
LIN7A ENST00000552864.1 Tin-7 homolog A (C. elegans) 86| T* 0] 0 0 0[ mo-miR-540-3p N/A N/A N/A




Supplementary Table 2 GO and KEGG analysis of the targeted gene

GeneRati
Ontology ID Description o BgRatio pvalue p.adjust
regulation of
BP G0:0010975 neuron projection 109/2547  431/18800 3.27e-11 2.01e-07
development
epithelial tube
BP G0:0060562 morphogenesis 88/2547 328/18800 1.03e-10 2.69e-07
homophilic cell
adhesion via
BP G0:0007156 plasma membrane 55/2547 168/18800 1.32e-10 2.69e-07
adhesion
molecules
organelle
BP GO:0140056 localizationby 355547 7518800  5.58e-10  8.56e-07
membrane
tethering
BP G0:0048278 vesicle docking 2712547 57/18800 7.15e-10 8.78e-07
CC G0:0098793 presynapse 119/2663  492/19594 1.12e-10 8.08e-08
CC G0:0031252 cell leading edge  104/2663  416/19594 2.32e-10 8.39e-08
asymmetric
CC G0:0032279 synapse 84/2663 323/19594 1.68e-09 4.05e-07
neuron to neuron
CC G0:0098984 synapse 88/2663 347/19594 2.65e-09 4.78e-07
postsynaptic
CC G0:0014069 densi 81/2663 318/19594 9.09e-09 1.31e-06
ensity
MF G0:0003779 actin binding 104/2610  439/18410 4.98e-08 3.55e-05
GTPase regulator
MF G0:0030695 activit 112/2610  488/18410 9.25e-08 3.55e-05
y
nucleoside-
MF G0:0060589 triphosphatase 112/2610  488/18410 9.25e-08 3.55e-05
regulator activity
MF G0:0000149 SNARE binding 35/2610 110/18410 1.82e-06 0.0005
protein-
MF G0:0030674 macromolecule 73/2610 305/18410 3.21e-06 0.0007
adaptor activity
KEGG hsa04144 Endocytosis 61/1161 251/8164 1.1e-05 0.0020
Phospholipase D
KEGG hsa04072 41/1161 148/8164 1.2e-05 0.0020

signaling pathway



KEGG

KEGG

KEGG

hsa04360

hsa04010

hsa04014

Axon guidance

MAPK signaling
pathway

Ras signaling

pathway

47/1161

67/1161

56/1161

182/8164

294/8164

235/8164

2.17e-05

3.89e-05

4.57e-05

0.0024

0.0030

0.0030
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Supplementary Figure 1 Flow cytometry analysis of MSC surface markers. The expressed markers CD73, CD90, CD44, and CD29
were highly detected, while the unexpressed markers CD11b, CD34, and CD45 showed minimal or no expression.
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Supplementary Figure 2 An increased proportion of CD274 and decreased
proportions of MHC II, CD80, and CD86 were observed in DCs and DCs
cocultured with T cells transfected with miR-540-3p mimic, and vice versa
with miR-540-3p inhibitors.
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Supplementary Figure 3 After co-cultured with BMSCmiR-540-3p-mimic exosomes, an increased proportion of CD274 and
decreased proportions of MHC II, CD80, and CD86 were observed in DCs and DCs cocultured with T cells; increased proportions
of CD4+ T cells. CD8+ T cells, and Tregs were observed in T cells. Vice versa with BMSCmiR-540-3p-inhibitor exosomes.
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Supplementary Figure 4 Increased proportions of CD274 and Tregs along
with decreased proportions of MHC II, CD80, CD86, CD4+ T cells, and CD8+
T cells were observed in DCs and T cells extracted from spleens of WT rats
injected with BMSCmiR-540-3p-mimic exosomes or BMSCIDO exosomes
and miR-540-3p knock-in rats. Vice versa with BMSCmiR-540-3p-inhibitor
exosomes or miR-540-sp knock-out rats.



