Supplementary Figure 1 Expression of NIPSNAP1 and IGF2BP2 in female

mice
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Supplementary Table 1 siRNA and shRNA sequences

Gene 5’-3’

NIPSNAP1 siRNA CCAGGAACCAUGAUCGAGUTT

IGF2BP2 siRNA ACAGGACUGUCCGUGCUAUTT

NIPSNAP1 AAGGTATATTGCTGTTGACAGTGAGCGGATGCCT

shRNA ACAACAGTCTGATAGTGAAGCCACAGATGTATC
AGACTGTTGTAGGCATCTGCCTACTGCCTCG




Supplementary Table 2 Antibody information

Antibody Manufacture Cat. No.
Anti-NIPSNAP1 ABclonal A17951
Anti-NIPSNAP1 Santa Cruz Sc-515197
Anti-IGF2BP2 Proteintech 11601-1-AP
Anti-Albumin Boster BM4963
Anti-p62 Proteintech 18420-1-AP
Anti-LC3 I1/1 Proteintech 14600-1-AP
Anti-FIS1 Proteintech 10956-1-AP
Anti-MFN2 Proteintech 12186-1-AP
Anti-Drpl Proteintech 12957-1-AP
Anti-p-Drp1seré1é Cell Signaling Technology 3455
Anti-B-actin Bimake A5092




Supplementary Table 3 Primer sequences

Gene Forward primer Reverse primer

h-p-actin GGGAAATCGTGCGTGACATT GGAACCGCTCATTGCCAAT
m-p-actin AGAGGGAAATCGTGCGTGAC CAATAGTGATGACCTGGCCGT
h-NIPSNAP1 GTGGCTACCCAGCCCTCAT TTCTGGGCTGTGGCTCATTC
m-NIPSNAP1 GAAGGAACGGAGCAAGATGCT  GITTCCCCATTCAATCATGGTT

h-IGF2BP2

AGAGAAGCCTGTCACCATCCA

CTTCCAACCAAGCCATTGTGT




Supplementary Table 4 The 95%

confidence interval of

aminotransferase and aspartate aminotransferase

alanine

ALT

95% CI

Group AAV9-shRNA-NC

Group AAV9-shRNA-NC+I/R

Group AAV9-shRNA-NIPSNAP1+I/R
AST

Group AAV9-shRNA-NC

Group AAV9-shRNA-NC+I/R

Group AAV9-shRNA-NIPSNAP1+I/R

7.48-16.79
100.57-187.85
166.13-265.26
95% CI
2.03-9.84
33.06-66.54
79.33-119.11




Supplementary Table 5 SRAMP predictions of m6A sites on NIPSNAP1
mRNA
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Supplementary Table 6 Effects of IGF2BPs on NIPSNAP1 mRNA stability

GeneName shNs_exp shIGF2BP1_exp shIGF2BP2_exp shIGF2BP3_exp

NIPSNAP1 82.07 79.93 16.14 94.61




Supplementary Table 7 The 95% confidence interval of alanine

aminotransferase and aspartate aminotransferase

ALT 95% CI
Group AAV9-shRNA-NC 9.28-15.09
Group AAV9-shRNA-NC+I/R 109.00-176.55
Group AAV9-TBG-IGF2BP2+1/R 90.71-105.70
Group 116.88-179.52

AAVI-TBG-IGF2BP2+1/R+AAV9-shRNA-NIPSNAP1

AST 95% CI
Group AAV9-shRNA-NC 3.53-8.99
Group AAV9-shRNA-NC+I/R 35.57-50.06
Group AAV9-TBG-IGF2BP2+I/R 25.83-34.00

AAVI-TBG-IGF2BP2+1/R+AAV9-shRNA-NIPSNAP1 37.46-52.63




