Effect size

Omitted study with 95% CI p-value
Bangalee et al, 2021 049 [ 0.35, 0.62] 0.000
Bareng et al, 2022a 051 [0.38, 0.65] 0.000
Brown et al, 2021 049 [ 0.36, 0.62] 0.000
Djiyou et al, 2023 048 [0.35, 0.61] 0.000
Kao et al, 2020 049 [ 0.36, 0.62] 0.000
Liu J et al, 2024 0.51 [ 0.37. 0.65] 0.000
Kantor et al, 2018 049 [ 0.36, 0.62] 0.000
Mundo et al, 2024 048 [ 0.35, 0.61] 0.000
Yuan et al, 2022 0.51 [ 0.37, 0.65] 0.000
Lan et al, 2023 0.51 [0.37, 0.64] 0.000
Li et al, 2022 0.51 [ 0.38, 0.65] 0.000
Maria Rupérez, 2015 0.53[0.41, 0.66] 0.000
Liu et al, 2018 0.52[0.38, 0.65] 0.000
Bareng et al, 2022b 052 [0.39, 0.65] 0.000
Chenwi et al, 2024 049 [ 0.35, 0.62] 0.000
Choga et al, 2025 0.51 [ 0.38, 0.65] 0.000
Shu et al, 2025 0.51 [ 0.37, 0.64] 0.000
Liu et al, 2022 0.53 [ 0.40, 0.66] 0.000
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Supplemental Figure 1 Leave-one-out sensitivity analysis on the overall pooled

prevalence of drug resistance mutations.

Effect size

Omitted study with 95% CI p-value
Bangalee et al, 2021 0.42[ 0.29, 0.55] 0.000
Bareng et al, 2022a 0.48 [ 0.35, 0.60] 0.000
Brown et al, 2021 0.43 [ 0.30, 0.57] 0.000
Djiyou et al, 2023 0.43 [ 0.30, 0.57] 0.000
Kao et al, 2020 046 [ 0.33, 0.60] 0.000
Liu J et al, 2024 0.47 [ 0.33, 0.60] 0.000
Kantor et al, 2018 0.43 [ 0.30, 0.57] 0.000
Mundo et al, 2024 0.42 [ 0.29, 0.55] 0.000
Yuan et al, 2022 0.46 [ 0.33, 0.60] 0.000
Lan et al, 2023 0.46 [ 0.32, 0.60] 0.000
Li et al, 2022 0.46 [ 0.32, 0.60] 0.000
Bareng et al, 2022b 0.47 [ 0.34, 0.60] 0.000
Chenwi et al, 2024 0.42[ 0.29, 0.55] 0.000
Shu et al, 2025 0.45[ 0.31, 0.59] 0.000
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Supplemental Figure 2 Leave-one-out sensitivity analysis on pooled prevalence of

drug resistance mutations due to nucleoside reverse transcriptase inhibitors.

Effect size

Omitted study with 95% CI p-value
Bangalee et al, 2021 0.560 [ 0.37, 0.63] 0.000
Bareng et al, 2022a 0.53 [ 0.40, 0.66] 0.000
Brown et al, 2021 0.50 [ 0.37, 0.83] 0.000
Djiyou et al, 2023 0.49 [ 0.37, 0.62] 0.000
Kao et al, 2020 0.50[ 0.37, 0.63] 0.000
Liu J et al, 2024 0.53[0.40, 0.686] 0.000
Kantor et al, 2018 0.50[0.37, 0.682] 0.000
Mundo et al, 2024 0.49 [ 0.37, 0.62] 0.000
Yuan et al, 2022 0.53[0.40, 0.66] 0.000
Lan et al, 2023 0.52 [ 0.39, 0.685] 0.000
Li et al, 2022 0.53[0.40, 0.66] 0.000
Bareng et al, 2022b 0.54 [ 0.42, 0.66] 0.000
Chenwi et al, 2024 0.49 [ 0.37, 0.82] 0.000
Shu et al, 2025 0.54 [ 0.42, 0.66] 0.000




Supplemental Figure 3 Leave-one-out sensitivity analysis on pooled prevalence of

drug resistance mutations due to non-nucleoside reverse transcriptase inhibitors.

Effect size

Omitted study with 95% CI p-value
Bangalee et al, 2021 0.05[ 0.03, 0.06] 0.000
Bareng et al, 2022a 0.05[ 0.04, 0.06] 0.000
Brown et al, 2021 0.05[ 0.04, 0.06] 0.000
Djiyou et al, 2023 0.05[ 0.04, 0.068] 0.000
Liu J et al, 2024 0.05[ 0.04, 0.08] 0.000
Kantor et al, 2018 0.05[ 0.04, 0.06] 0.000
Mundo et al, 2024 0.05 [ 0.04, 0.06] 0.000
Yuan et al, 2022 0.05[ 0.03, 0.06] 0.000
Lan et al, 2023 0.05[ 0.04, 0.07] 0.000
Li et al, 2022 0.05[ 0.04, 0.06] 0.000
Chenwi et al, 2024 0.05[ 0.04, 0.06] 0.000
Shu et al, 2025 0.05[ 0.03, 0.06] 0.000
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Supplemental Figure 4 Leave-one-out sensitivity analysis on pooled prevalence of

drug resistance mutations due to protease inhibitors.

Effect size

Omitted study with 95% CI p-value

Bareng et al, 2022a 0.03 [ 0.00, 0.086] 0.043

Djiyou et al, 2023 0.03[ 0.01, 0.05] 0.002

Liu J et al, 2024 0.03 [ 0.00, 0.06] 0.023

Li etal, 2022 0.04 [ 0.02, 0.086] 0.000
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Supplemental Figure 5 Leave-one-out sensitivity analysis on pooled prevalence of

drug resistance mutations due to integrase strand transfer inhibitor drugs.



